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Abstract: Neural stem cells are fundamental to development of the central nervous system (CNS)—as
well as its plasticity and regeneration—and represent a potential tool for neuro transplantation
therapy and research. This study is focused on examination of the proliferation dynamic and fate of
embryonic neural stem cells (eNSCs) under differentiating conditions. In this work, we analyzed
eNSCs differentiating alone and in the presence of sonic hedgehog (SHH) or triiodothyronine (T3)
which play an important role in the development of the CNS. We found that inhibition of the SHH
pathway and activation of the T3 pathway increased cellular health and survival of differentiating
eNSCs. In addition, T3 was able to increase the expression of the gene for the receptor smoothened
(Smo), which is part of the SHH signaling cascade, while SHH increased the expression of the T3
receptor beta gene (Thrb). This might be the reason why the combination of SHH and T3 increased
the expression of the thyroxine 5-deiodinase type III gene (Dio3), which inhibits T3 activity, which in
turn affects cellular health and proliferation activity of eNSCs.

Keywords: cell differentiation; embryonic neural stem cells; sonic hedgehog; triiodothyronine

1. Introduction

Embryonic neural stem cells (eNSCs) give rise to almost all cell types found in the central nervous
system (CNS), thus they play an important role in brain development. Neural stem cells are also a
source of postnatal neurogenesis which is one of the mechanisms of brain plasticity and regeneration in
the adult brain. Thus, eNSCs represent a useful tool for development of neurotransplantation therapy
for neurological diseases. The fate of both endogenous and grafted eNSCs is regulated by many factors
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that control their survival, proliferation and differentiation. A lack or excess of these factors could
adversely affect brain development or function. On the other hand, targeted modulation of the level of
these information molecules might have therapeutic value in some neurological diseases or might be
used to pre-treat the cells in vitro before engraftment to enhance their survival and ensure adequate
differentiation which still hinders the development of successful transplantation therapies [1–3]. In this
work, we analyzed eNSCs differentiating alone and in the presence of two important factors, sonic
hedgehog and triiodothyronine.

Sonic hedgehog (SHH) and thyroid hormones (THs), especially triiodothyronine (T3), are known to
influence eNSCs and have been shown to be indispensable for proper brain formation and development.
Interestingly, these two factors have been already proposed to interact through the regulation of their
respective pathways [4–7]. Thus, it is also possible that this interaction might be involved in neuronal
development and may exert favorable effects on differentiating eNSCs in adult CNS.

T3 plays a crucial role in differentiation and growth of many organs, including the brain.
Deficiency of THs during critical periods of brain development results in severe neurological damage
and cretinism syndrome [8]. Experimentally induced developmental hypothyroidism in animal
models revealed a widespread effect of THs on neural stem cells (NSCs) proliferation, migration,
differentiation, axonal outgrowth and guidance, synaptogenesis and myelination [9–14]. For review
see [15]. Although the role of THs is highlighted predominantly in embryonic/fetal brain development,
they are known to enhance survival of neurons exposed to hypoxia. They also participate in
neurogenesis and glial survival, as well as in interactions with neurotransmitter systems in the
adult brain [16–21]. Desouza et al. showed that T3, the most potent thyroid hormone, also regulates
expression of a key morphogenic factor SHH and its transmembrane co-receptors patched (PTCH1,
Ptch1) and smoothened (SMO, Smo) in the adult brain [6].

SHH is an extracellular signaling protein that mediates fundamental processes in embryonic
development [22]. SHH has been recognized as a mitogen, regulating proliferation and survival of
NSCs both in embryonic and adult brains [23–26]. It has also been demonstrated that intra-cerebral
administration of SHH can induce de novo neurogenesis in the predominantly non-neurogenic
neocortex of adult mice [27]. The main receptor for SHH is a transmembrane protein PTCH1. In the
absence of its ligand, PTCH1 probably functions as a channel for steroid molecules, subsequently
inhibiting the seven-transmembrane receptor SMO [28]. When occupied by SHH, it relieves the
inhibition of SMO, which is subsequently internalized and transported into the primary cilia, where the
SMO induces expression of glioma-associated oncogene (GLI) transcription factors (GLI1, GLI2
and GLI3) or their switch from repressor to activator form [29]. One of the genes affected by this
process is also thyroxine 5-deiodinase type III (DIO3, Dio3), one of the major T3- and T4-inactivating
enzymes [30,31].

Reviewing all the above-mentioned reports, it is clear that eNSCs participate in CNS development
in both the embryonic and adult brain and that this process is influenced by many factors including
SHH and T3.

Therefore, in the present study we tried to understand the role of SHH and T3 on differentiation
of early stage eNSCs which may provide new insights for regenerative medicine for neurological
diseases using eNSCs. We analyzed several groups of genes, including SHH pathway-related genes,
T3 pathway-related genes and genes specific to differentiated neuronal or glial cells and stem cells.
We also measured cellular health (we use cellular health here as a hyponym for cell viability and
metabolic/respiratory activity) by MTT viability assay, analyzed proliferation and differentiation of
eNSCs and proteins released into the media during their differentiation. To assess whether the effects of
T3 are mediated by the SHH signaling pathway, we used an SMO selective antagonist PF-5274857 [32].
eNSCs were analyzed shortly after the induction of the differentiation process. During this short
period, eNSCs change from self-renewal to non-replicable highly specialized cells and could be very
sensitive to SHH/T3 dysregulation.
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2. Results

2.1. SHH and T3 Signaling Changes the Ability of eNSCs to Differentiate into Neurons and Glia

During the differentiation process, untreated cells became adherent to the bottom of the wells and
most of them developed processes (Figure 1). Immunocytochemistry confirmed the differentiation of
eNSCs into both neuronal (beta III tubulin, TUBB3) and glial (glial fibrillary acidic protein, GFAP) lineages
(Figure 1). GFAP-positive astrocytes seemed to be well developed and neurons showed prominent
staining of their bodies and processes in all differentiating treatments. Among non-differentiating
proliferating control cells only 0.01% of all cells showed expression of TUBB3 and 0.17% showed
expression of GFAP (Figure 2). In all treatments involving differentiation, at least 0.91% and 5.71%
of cells were TUBB3- and GFAP-positive, respectively (Figure 2). We did not detect any significant
difference in fraction of TUBB3- or GFAP-positive cells between differentiating control and any of the
treatments, while non-differentiating proliferation control had a significantly lower fraction of both
TUBB3- (p < 0.01) and GFAP-positive (p < 0.05) cells than differentiating control (Figure 2).
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Figure 2. Differentiation analysis. Fraction of neurons and glia determined as neuronal (TUBB3-) and
glial (GFAP-)positive cells detected on the last day of the differentiation phase of the experiment (DIV
18). The data represents an average from six experiments and the error bars represent ± SEM.

In analysis of individual treatments by qPCR, the Gfap gene was significantly upregulated (p < 0.05)
when T3 was combined with the SHH pathway inhibitor PF-5274857. Tubb3 gene expression was
significantly suppressed (p < 0.05) in all cases where T3 was added (T3; SHH + T3; T3 + PF). This effect
was not altered by SHH addition or inhibition by the SHH pathway inhibitor PF-5274857 (Figure 3).
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No marker of specific neuronal subtypes exhibited a significant change in expression with any treatment
as depicted in Supplementary Figure S1.
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Red denotes an increase and blue denotes a decrease in expression. The numbers in the individual
tiles represent average log10 fold change relative to control cells, and the asterisks indicate statistical
significance (* p < 0.05). F and p show statistical significance of the relative effect of the treatment factor
(permutation one-way ANOVA).

2.2. SHH Signaling Inhibition Decreases Proliferation and Increases the Cellular Health of
Differentiating eNSCs

The cell proliferation rate during differentiation for each treatment was determined as the ratio of
5′-bromo-2-deoxy-uridine (BrdU)-positive cells to the total number of nuclei (Figure 4). The T3 hormone
exposed that differentiating eNSCs significantly decreased their proliferation activity between day 1 and
day 5 (within-group comparison, p < 0.05; Figure 4B). In the same manner, reduced proliferation was
observed in cells exposed to treatments containing the SHH pathway inhibitor PF-5274857 (PF, p < 0.05;
PF + SHH, p < 0.01; PF + T3, p < 0.05; Figure 4D–F). eNSCs exposed to PF-5274857 and PF-5274857 in
combination with SHH also showed considerably decreased proliferative activity compared to the
untreated control cells during the second day of the differentiation process (Figure 4D,E). However,
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Figure 4. Mean proliferation rate. Proliferation rate determined as a fraction of dividing (BrdU-positive
cell nuclei) cells over all detected cells in individual treatments (A–F) and controls on individual days of
the differentiation phase of the experiment (day 1 to day 5). The error bars represent ± SEM. Statistically
significant difference relative to control cells (between group): * p < 0.05. Statistical significance for
within group comparisons (day 1 versus day 5) are provided in the text.

Overall, cell numbers (data not shown) decreased during differentiation in all treatments with
the exception of SHH and SHH in combination with T3 (untreated control, p < 0.01; T3, p < 0.001; PF,
p < 0.001; PF + SHH, p < 0.01; PF + T3, p < 0.001). Initial cell numbers used for the differentiation phase
were identical for all treatments as well as the control. For cell counts relative to untreated control on
the last day of differentiation (day 5) see Figure 5. However, there were no significant differences in cell
counts between individual treatments on day 5 (F(5,65) = 0.99, p > 0.05; Figure 5). The cellular health
and metabolic activity of eNSCs during differentiation were assessed using the MTS assay (Figure 5).

The significant effect of treatment administration on cellular health was revealed with one-way
ANOVA (F(5,43) = 4.91, p < 0.001). SHH administration did not change cellular health of differentiating
eNSCs compared to untreated cells, while T3 exposure significantly increased eNSCs cellular health
compared to both untreated control cells (p < 0.05) and SHH-treated cells (p < 0.01; Figure 5).
Surprisingly, the inhibition of the SMO receptor using PF-5274857 significantly increased cellular
health compared to untreated controls and this effect was also found in cells treated with PF-5274857
in combination with SHH or T3 (PF, p < 0.05; PF + SHH, p < 0.05; PF + T3, p < 0.05; Figure 5). Thus,
all these SMO inhibitor-treated cells showed increased cellular health unlike SHH-treated cells.

2.3. SHH and T3 Alter the Expression of Each Other’s Pathway Components

The expression of the genes of interest (Figure 3) was analyzed by qPCR and compared in cells
exposed to individual treatments and untreated control cells. Although we did not detect significant
changes in the expression of Shh itself, a significant increase in Ptch1 (p < 0.05) expression was detected
in cells treated either with SHH alone or in combination with T3 (Figure 3). Overexpression of
the Ptch1 downstream activating transcription factor Gli1 was also detected in the same treatments,
while in almost all other treatments it remained barely detectable. This effect was specific to SHH,
as it was suppressed in combination of PF-5274857 and SHH and was not present in T3 treated cells.
The expression of another component of the SHH pathway, the receptor Smo, was enhanced by both
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SHH and T3 (p < 0.05 and p < 0.05, respectively). While their combination induced higher expression
than T3 alone (p < 0.01), it was not significantly higher than with SHH alone. However, T3 was able to
increase Smo expression even when SHH signaling was inhibited by PF-5274857. The last investigated
member of the SHH signaling cascade Gli3 was not significantly altered by any of the treatments.
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Among analyzed components of the T3 signaling pathway (i.e., Dio3, Thra and Thrb), only T3
receptor alpha (Thra) gene did not show any significant change with any treatment. Dio3 was
significantly upregulated by the combination of SHH and T3 and T3 receptor beta (Thrb) gene was
significantly upregulated by SHH either alone (p < 0.05) or in combination with T3 (p < 0.05), but not
when the SHH signaling inhibitor PF-5274857 was present. It should also be noted that Fisher’s
two-sample permutation test for location of Ccnd1, Gli2, Nes and Pou5f1 (Oct3/4) indicated possible
changes in expressions in specific treatments, however the differences between treatments were not
supported by one-way ANOVA.

3. Discussion

In this work, we analyzed the effects of SHH and T3 pathways and their interactions on
eNSCs differentiation, proliferation and survival under differentiating conditions. These factors
not only have an impact on brain development and functioning via influencing eNSCs in vivo,
but targeted modulation of their levels or activities could also potentially be used for regenerative
neurotransplantation therapies. It could be beneficial to reduce cellular death and increase proliferation
and generation of proper cell types in transplanted cells after grafting. In addition, understanding
the effects of these factors and their crosstalk is necessary to mitigate risk of tumorigenesis or other
undesired phenomena when manipulating signaling pathways in stem cells. While the effects of
SHH and T3 on the proliferation and numbers of various CNS cell types have been reported in
previous studies [5–7], we first tested how these factors affect eNSCs survival and proliferation under
differentiating conditions.

Although the final number of cells in all treatments was not significantly different, T3 and the SHH
inhibitor PF-5274857 increased the cellular health of differentiating eNSCs measured by the MTS assay.
This suggests that enhanced T3 and/or suppressed SHH signaling might improve cellular health of the
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stem cells. In turn, this could potentially improve efficiency of in vitro culturing or help both intrinsic
or extrinsic eNSCs cope with various critical conditions during pathological processes in the tissue or
post-grafting period. Nevertheless, further studies are needed, particularly in vivo experiments to
verify if such an effect is also relevant under the conditions of the living brain.

Regarding the nature of the MTS assay [33,34], it should be noted that the results are influenced by
many factors and an increase in measured cellular health could be, among other mechanisms, caused by
an increase in mitochondrial activity. SHH drives the fragmentation of mitochondria as well as a
decrease in ATP production and oxygen consumption [35]. Thus, observed significant increase in
eNSCs cellular health by PF-5274857, an inhibitor of the SHH signaling pathway, could hypothetically
be due to prevention of such fragmentation. T3, on the other hand, increases the volume and activity
of mitochondria by direct action on p43, the mitochondrial T3 receptor [36], which could potentially
explain the similar increase in cellular health that was observed. This corresponds to the fact that
addition of SHH abrogated this effect of T3. Since healthy mitochondria are usually important for
survival of cells, both T3 addition and SHH pathway inhibition might be potentially beneficial for the
long term survival of grafted cells. While the addition of PF-5274857 or T3 alone increased cellular
health, the number of BrdU-positive cells strongly decreased compared to untreated controls. This result,
in combination with similar final total cell numbers, might suggest that SHH signaling inhibition or T3
signaling activation increased survival of eNSCs during differentiation and simultaneously reduced cell
proliferation. Such a combination of enhanced stem cell survival and reduced proliferation would be
beneficial for proper graft survival and it could decrease the risk of malignancy development from these
cells. Higher cell survival due to these treatments, although corresponding with their above mentioned
effects on cellular health, would need verification and deeper analysis.

Overall, SHH and T3 seem to have opposing effects on cellular health and they could probably
compete in terms of shaping mitochondrial physiology. Based on our results, we hypothesize that the T3
pathway activation or SHH pathway inhibition (rather than just absence), seems to be the most effective
treatment examined in this study in improving cellular health of eNSCs in differentiating conditions.

Another goal was to identify if SHH and T3 could affect cellular type and eventually subtype
into which eNSCs differentiate. The fact that eNSCs successfully differentiated was confirmed by
immunocytochemistry which showed both cell lineages, TUBB3 and GFAP, expressing neurons and
astrocytes, respectively. We observed discrete signs of the suppression of neuronal differentiation
by T3, as it caused lower expression of Tubb3 in all treatments where it was added. However, the
immunocytochemistry did not indicate significant differences in the fraction of neurons between
T3-treated cells and other treatments. On the other hand, when combined with the SHH inhibitor
PF-5274857, T3 increased the expression of astrocyte marker Gfap, but this change did not appear to be
connected with significant changes in GFAP-positive cell fraction. One potential explanation of the
discrepancy in Gfap expression and GFAP-positive cell fraction might indicate astrocyte activation
without expansion of their numbers. Activated astrocytes secrete a number of factors which increase
cellular fitness and prevent cellular death [37], thus improving survival of neurons in an environment
with many dying cells. We also tried to identify individual subtypes of neurons by qPCR in early
stages, but we did not obtain any significant results and expression levels for their marker genes were
lower than expected.

In the last part, we aimed to elucidate if the SHH and T3 pathways affect each other in differentiating
eNSCs. Direct crosstalk between these pathways was already reported in keratinocytes, primary cortical
neuron cultures and brain tissues [4–7]. However, it has not been previously tested whether these
interactions occur during differentiation of eNSCs, which is a crucial process during the development
of CNS, and whether it could be beneficial for survival and proper differentiation of these cells. In this
work, we detected some indices for possible indirect interaction of SHH and T3 pathways at the
mitochondrial level in eNSCs. One of the known mechanisms by which SHH influences T3-signaling is
by enhancing expression of Dio3, a negative regulator of T3. This effect is mediated by GLI2 activation
and has been described in keratinocytes [4]. However, we did not observe this effect in eNSCs when
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SHH was used alone, despite increased Gli1 and Ptch1 expression, which suggests GLI2 transcription
factor activation on the protein level [38,39]. On the other hand, Dio3 expression was significantly
enhanced by T3 in combination with SHH, forming a negative feedback loop. Thus, it seems that the
ability of T3 to induce Dio3 expression in differentiating mouse eNSCs is enhanced by SHH pathway
activation, which is in line with recently published results by Aw et al. [40] and Gil-Ibáñez et al. [41].

T3 enhanced the expression of Smo in the SHH pathway in an independent manner, as the
combination of T3 and the SHH inhibitor PF-5274857 still yielded a significant increase in Smo
expression. While we did not detect a significant effect of SHH addition on Shh gene expression,
it significantly increased the expression of components of its own pathway, such as Ptch1, Smo and
Gli1. In both treatments containing SHH without the inhibitor, expression of Thrb, a component of
the T3 signaling pathway, increased. Data on the exact function of Thrb in eNSCs differentiation
are scarce, but it seems to play an important role in the proliferation of neuroprogenitors in the
development of the hippocampus [42] and cerebellum [43], oligodendrocyte differentiation [44] and
cancer development [45]. As Thrb is often silenced or mutated in cancers [46], it seems that its
increase by SHH might actually serve as part of an autoregulatory loop which prevents uncontrollable
proliferation of cells. This could be important as malignancy initiated by grafted stem cells is one of
the problems preventing further progress in cell transplantation therapy.

4. Materials and Methods

4.1. Animals

B6.BR and C57Bl/6J mice used to produce B6.BR × C57BL/6J F1 hybrid embryos were obtained
from the Jackson Laboratories (Bar Harbor, ME, USA) and housed in a 12/12 h light/dark cycle with
temperature 23 ± 1 ◦C and food and water ad libitum. All handling of experimental animals was
performed in compliance with the EU Guidelines for Scientific Experimentation on Animals and with
the permission of the Ethical Commission of the Faculty of Medicine in Pilsen (MSMT – 4016/2017-2;
14.2.2017, MŠMT – 608/2012 – 40, 4.1.2012; 397/2011-30, 12.1.2011).

4.2. Preparation, Cultivation and Differentiation of eNSCs

Donor females with conception-timed pregnancies were euthanized by overdose of thiopental
(intraperitoneal administration) on embryonic day 12.5 (E12.5). Brains were dissected from embryos and
eNSCs were prepared as follows. Isolated brains were mechanically disaggregated and digested in 1X
Trypsin-EDTA (BioSera, Nuaille, FR) for 5 min at 37 ◦C. Trypsin was neutralized with DMEM/high glucose
(GE Healthcare, Chicago, IL, USA) containing 20% fetal bovine serum (FBS; BioSera, Nuaille, Fr). To achieve
single cell suspension, the cells were triturated and washed in DMEM/F12 (GE Healthcare, Chicago, IL)
medium containing 2 mM L-glutamine (GE Healthcare, Chicago, IL), 1X insulin-transferrin-selenium
(Gibco, Carlsbad, CA, USA) and 1% streptomycin/penicillin (GE Healthcare, Chicago, IL).

The single cell suspension was seeded at 1 × 106 cells/mL in NeuroCultTM Proliferation medium
(STEMCELL Technologies, Cambridge, UK) containing 20 ng/mL EGF (PeproTech, London, UK) and
1% streptomycin/penicillin (GE Healthcare, Chicago, IL). eNSCs were expanded for 14 days as floating
neurospheres and passaged when they had reached approximately 150 µm in diameter. To induce
the neural differentiation process, dissociated eNSCs were seeded on poly-L-ornithine (15 µg/mL;
Sigma-Aldrich, St. Louis, MO) coated plates or glass cover slides at a density of 3 × 105 cells/cm2 and
cultured for 5 days in NeuroCultTM differentiation medium (STEMCELL Technologies, Cambridge,
UK) supplemented with 1% streptomycin/penicillin (GE Healthcare, Chicago, IL). The design of the
experiment is schematically depicted in Figure 6.

4.3. Experimental Treatments

Recombinant mouse SHH (1 µg/mL; STEMCELL Technologies, Cambridge, UK), T3 (0.5 ng/mL;
Sigma-Aldrich, St. Louis, MO) and the smoothened inhibitor PF-5274857 hydrochloride (PF; 100 nM;
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Sigma-Aldrich, St. Louis, MO), as well as their combinations (SHH + T3, SHH + PF, T3 + PF) in
appropriate concentrations were added to differentiating cells at day 14 (DIV 14) and day 16 (DIV 16)
in vitro (Figure 6). The concentrations of the compounds were derived from previous studies [32,47,48].Int. J. Mol. Sci. 2020, 21, 3672 9 of 15 
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4.4. Measurement of Cellular Health and Proliferation

The proliferative capability of eNSCs in the course of the differentiation process was analyzed
using BrdU immunolabeling [25,49]. To analyze eNSCs proliferation before the differentiation process,
one portion of neurospheres was removed from the culture vessels on DIV 13, dissociated, seeded into
96-well plates and then cultivated for 24 h in proliferation medium (see above) containing 3 µg/mL
of BrdU (Sigma-Aldrich, St. Louis, MO). The rest of the neurospheres were dissociated on DIV 14
and differentiated in four 96-well plates for up to 4 days. On each day of differentiation, one plate
was exposed to BrdU (3 µg/mL) for 24 h and immediately fixed with 4% paraformaldehyde (PFA) in
phosphate-buffered saline (PBS) for 15 min at 37 ◦C. BrdU immunostaining was performed according
to a modified protocol described elsewhere [50,51]. Briefly, fixed cells were washed with Tris-buffered
saline (Sigma-Aldrich, St. Louis, MO) (TBS), blocked in TBS containing 2% Triton X-100 (Sigma-Aldrich,
St. Louis, MO) and 10% donkey serum (Abcam, Cambridge, UK) and treated with 2 M hydrochloric
acid for 30 min at 37 ◦C for DNA denaturation. After this step, cells were blocked again and incubated
with a polyclonal anti-BrdU primary antibody (1:500; cat. no ab1893; Abcam, Cambridge, UK) diluted
in TBS containing 2% Triton X-100 and 1.5% donkey serum at 4 ◦C overnight. Thereafter, cells were
washed in Tris-buffered saline and incubated with polyclonal DyLight® 594 secondary antibody (1:400;
cat. no ab96941; Abcam, Cambridge, UK) and diluted in the same buffer as the primary antibody
for 4 h at room temperature. Subsequently, the cell nuclei were stained with DAPI (Sigma-Aldrich,
St. Louis, MO) and immediately imaged using a Nikon Ti-E microscope equipped with a DS-Qi1Mc
camera and a 20× plan fluorite objective at a 1280 × 1024 pixels resolution. Three fields were imaged
from each well. Areas within individual nuclei in each image were then automatically selected based
on DAPI fluorescence, and BrdU fluorescence intensity was measured in each area. For determination
of the intensity that represented specific staining, BrdU fluorescence was determined in cells that had
not been subjected to BrdU addition. The maximum fluorescence intensity recorded in these cells was
defined as the threshold for determination of BrdU-positive staining. The total number of nuclei and
the number of BrdU-positive nuclei was recorded. A total of three independent experiments with three
replicates were performed. CellProfiler software was used for the identification of individual nuclei
and image quantification.

Cell cellular health after 5 days of differentiation with individual treatments was also assessed
using the CellTiter 96® AQueous Non-Radioactive Cell Proliferation assay (MTS; Promega, Madison,
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WI). eNSCs were differentiated on 96-well plates for 5 days (see above) in six independent experiments
with at least six replicates for each treatment. On the last day, the differentiation medium in each well
was replaced with 120 µL of a mixture containing 100 µL of differentiation media and 20 µL of MTS
reagent. After that, cells were incubated for 2.5 h and the absorbance was measured at 490 nm using
Infinite® M200 Pro (Tecan, Männedorf, CH) microplate reader.

4.5. Cell Immunostaining and Differentiation Analysis

Neural differentiation of eNSCs was verified using immunocytochemistry. The eNSCs were
seeded on 12-well plates containing poly-L-ornithine (15 µg/mL) coated glass cover slips in duplicates
and differentiated as described above. One duplicate was seeded in proliferation medium and fixed
next day to serve as non-differentiating proliferation control. After 5 days of differentiation, cells were
fixed with 4% PFA for 15 min at 37 ◦C and washed three times with PBS. Fixed cells were incubated
with mouse monoclonal anti-beta III tubulin antibody [2G10] (TUBB3; 1:400; cat. no ab195879; Abcam,
Cambridge, UK) conjugated with Alexa Fluor® 488 and mouse monoclonal anti-glial fibrillary acidic
protein [GA5] (GFAP; 1:400; cat. no. C9205; Sigma-Aldrich, St. Louis, MO) conjugated with Cy3TM

diluted in PBS containing 0.3% Triton X-100 (Sigma-Aldrich, St. Louis, MO) overnight at 4 ◦C.
They were then mounted using FluoroshieldTM with DAPI (cat. no. F6057; Sigma-Aldrich, St. Louis,
MO). The samples were visualized using fully motorized Olympus IX83 microscope equipped with
a 20× plan fluorite objective at resolution 1986 × 1454 pixels. From each slide, 12 non-overlapping
fields were selected for analysis. Areas of individual nuclei in each image were then automatically
selected based on DAPI fluorescence. Green (TUBB3) and red (GFAP) fluorescence intensity was
measured in each area to determine numbers of neurons and glia in each field. CellProfiler software
was used for identification of individual nuclei and image quantification [52]. For selection of positive
signal threshold in automated analysis, GFAP-positive cells were manually counted in ten fields
of differentiated eNSCs and the threshold giving the most similar results in automated analysis of
these fields was used. Overall, three biological replicates were used for analysis, each consisting of a
technical duplicate.

4.6. Gene Expression Analysis

For the analysis of gene expression, eNSCs were seeded into 6-well plates and differentiated
according to the experimental protocol (see above) in six independent experiments. At the end of
the differentiation process (DIV 18), the medium was collected for further proteomic analysis and
cells were harvested by adding 700 µL of RNA Lysis Buffer (Zymo Research, Irvine, CA, USA) and
stored at −80 ◦C until further processing. RNA was isolated using a Quick-RNATM MiniPrep (Zymo
Research, Irvine, CA) according to the manufacturer’s instructions and its quality was assessed by
agarose gel electrophoresis. cDNA was synthesized from 500 ng of total RNA in a 20 µL reaction
volume using the RevertAid First Strand cDNA Synthesis Kit (Fermentas, Waltham, MA) according to
the manufacturer’s protocol. The quality of cDNA and possible genomic DNA contamination was
controlled by amplification of the reference gene Hprt1 by qPCR. Expression of target and reference
genes was assessed with TaqMan® assays (probe information is listed in Supplementary Table S1) and
TaqMan® Gene Expression Master Mix using a 7500 Fast Real-Time PCR machine (Life Technologies,
Carlsbad, CA, USA) with normalization to Gapdh, Hprt1 and Actb expression. Ct values were obtained
by 7500 software (ABI) and the threshold was set to 0.3 for all genes and experiments.

4.7. Proteomic Analysis

In addition, we also performed proteomic analysis of cell culture media to identify secreted factors
and their changes. This additional experiment and its results are described in the supplementary
file [53].
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4.8. Statistical Analysis

The data from nuclei counts, MTS and gene expression expressed as relative values to control cells
were analyzed using Fisher’s one-sample permutation test for location. The proliferative capability
of eNSCs was evaluated using Fisher’s two-sample permutation test for location [54]. The effect of
different treatments on cellular health measured by MTS and gene expression was analyzed using
permutation one-way ANOVA followed by Fisher’s two-sample randomization test for location [54].
Both two-sample as well as one-sample Fisher’s permutation tests were performed with two-side
alternative hypothesis. All permutation tests were performed with enumeration of all possible
permutations. Reported F and t statistics were considered as F0, before the start of permutation.
For analysis involving multiple comparisons, Benjamini–Hochberg correction for false discovery rate
was used [55]. Data are presented as the mean ± SEM. A p-value < 0.05 was considered statistically
significant. Statistical analyses were conducted using R with packages EnvStats 2.1.0 and lmPerm 1.1.

5. Conclusions

We identified that SHH signaling inhibitor PF-5274857 and T3 hormone increased cellular health
of eNSCs, although proliferation rate was slightly suppressed which could be beneficial for survival
of these cells after engraftment. We confirmed interaction between the SHH and T3 pathways in
differentiating eNSCs. We showed the ability of SHH to enhance T3-induced expression of Dio3
and the ability of T3 to induce expression of the Smo receptor, which is part of the SHH signaling
pathway. As DIO3 transforms T3 into its inactive form, this effect seems to suppress T3 signaling,
while T3-induced SMO expression enhances SHH signaling. To our knowledge, we are the first to
detect upregulation of Thrb by SHH.

Supplementary Materials: Supplementary materials can be found at http://www.mdpi.com/1422-0067/21/10/
3672/s1.
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BrdU 5′-bromo-2-deoxy-uridine
CNS central nervous system
DIO3 thyroxine 5-deiodinase type III
eNSCs embryonic neural stem cells
GFAP glial fibrillary acidic protein
GLI glioma-associated oncogene
NSCs neural stem cells
PBS phosphate-buffered saline
PFA paraformaldehyde
PTCH1 patched
SHH sonic hedgehog
SMO smoothened
T3 triiodothyronine
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TBS Tris-buffered saline
THRA T3 receptor alpha
THRB T3 receptor beta
THs Thyroid hormones
TUBB3 Beta III tubulin

References

1. Rossi, F.; Cattaneo, E. Opinion: Neural stem cell therapy for neurological diseases: Dreams and reality.
Nat. Rev. Neurosci. 2002, 3, 401–409. [CrossRef] [PubMed]

2. Cendelin, J.; Buffo, A.; Hirai, H.; Magrassi, L.; Mitoma, H.; Sherrard, R.; Vozeh, F.; Manto, M. Task Force Paper
On Cerebellar Transplantation: Are We Ready to Treat Cerebellar Disorders with Cell Therapy? Cerebellum
2019, 18, 575–592. [CrossRef] [PubMed]

3. Babuska, V.; Houdek, Z.; Tuma, J.; Purkartova, Z.; Tumova, J.; Kralickova, M.; Vozeh, F.; Cendelin, J.
Transplantation of Embryonic Cerebellar Grafts Improves Gait Parameters in Ataxic Lurcher Mice. Cerebellum
2015, 14, 632–641. [CrossRef] [PubMed]

4. Dentice, M.; Luongo, C.; Huang, S.; Ambrosio, R.; Elefante, A.; Mirebeau-Prunier, D.; Zavacki, A.M.; Fenzi, G.;
Grachtchouk, M.; Hutchin, M.; et al. Sonic hedgehog-induced type 3 deiodinase blocks thyroid hormone
action enhancing proliferation of normal and malignant keratinocytes. Proc. Natl. Acad. Sci. USA 2007, 104,
14466–14471. [CrossRef]

5. Hasebe, M.; Ohta, E.; Imagawa, T.; Uehara, M. Expression of sonic hedgehog regulates morphological
changes of rat developing cerebellum in hypothyroidism. J. Toxicol. Sci. 2008, 33, 473–477. [CrossRef]

6. Desouza, L.A.; Sathanoori, M.; Kapoor, R.; Rajadhyaksha, N.; Gonzalez, L.E.; Kottmann, A.H.; Tole, S.;
Vaidya, V.A. Thyroid hormone regulates the expression of the sonic hedgehog signaling pathway in the
embryonic and adult Mammalian brain. Endocrinology 2011, 152, 1989–2000. [CrossRef]

7. Wang, Y.; Wang, Y.; Dong, J.; Wei, W.; Song, B.B.; Min, H.; Yu, Y.; Lei, X.B.; Zhao, M.; Teng, W.P.; et al.
Developmental Hypothyroxinemia and Hypothyroidism Reduce Proliferation of Cerebellar Granule Neuron
Precursors in Rat Offspring by Downregulation of the Sonic Hedgehog Signaling Pathway. Mol. Neurobiol.
2014, 49, 1143–1152. [CrossRef]

8. Chen, Z.P.; Hetzel, B.S. Cretinism revisited. Best Pract. Res. Clin. Endocrinol. Metab. 2010, 24, 39–50. [CrossRef]
9. Lindholm, D.; Castrén, E.; Tsoulfas, P.; Kolbeck, R.; Berzaghi, M.D.; Leingartner, A.; Heisenberg, C.P.;

Tesarollo, L.; Parada, L.F.; Thoenen, H. Neurotrophin-3 induced by tri-iodothyronine in cerebellar granule
cells promotes Purkinje cell differentiation. J. Cell Biol. 1993, 122, 443–450. [CrossRef]

10. Alvarez-Dolado, M.; González-Sancho, J.M.; Bernal, J.; Muñoz, A. Developmental expression of the tenascin-C
is altered by hypothyroidism in the rat brain. Neuroscience 1998, 84, 309–322. [CrossRef]

11. Pathak, A.; Sinha, R.A.; Mohan, V.; Mitra, K.; Godbole, M.M. Maternal thyroid hormone before the onset
of fetal thyroid function regulates reelin and downstream signaling cascade affecting neocortical neuronal
migration. Cereb. Cortex 2011, 21, 11–21. [CrossRef] [PubMed]

12. Chen, C.; Zhou, Z.; Zhong, M.; Zhang, Y.W.; Li, M.Q.; Zhang, L.; Qu, M.Y.; Yang, J.; Wang, Y.; Yu, Z.P. Thyroid
Hormone Promotes Neuronal Differentiation of Embryonic Neural Stem Cells by Inhibiting STAT3 Signaling
Through TRα1. Stem Cells Dev. 2012, 21, 2667–2681. [CrossRef] [PubMed]

13. Mohan, V.; Sinha, R.A.; Pathak, A.; Rastogi, L.; Kumar, P.; Pal, A.; Godbole, M.M. Maternal thyroid hormone
deficiency affects the fetal neocorticogenesis by reducing the proliferating pool, rate of neurogenesis and
indirect neurogenesis. Exp. Neurol. 2012, 237, 477–488. [CrossRef] [PubMed]

14. Shimokawa, N.; Yousefi, B.; Morioka, S.; Yamaguchi, S.; Ohsawa, A.; Hayashi, H.; Azuma, A.; Mizuno, H.;
Kasagi, M.; Masuda, H.; et al. Altered cerebellum development and dopamine distribution in a rat genetic
model with congenital hypothyroidism. J. Neuroendocrinol. 2014, 26, 164–175. [CrossRef]

15. Gothié, J.D.; Vancamp, P.; Demeneix, B.; Remaud, S. Thyroid hormone regulation of neural stem cell fate:
From development to ageing. Acta Physiol. 2020, 228, e13316. [CrossRef]

16. Bauer, M.; Heinz, A.; Whybrow, P.C. Thyroid hormones, serotonin and mood: Of synergy and significance in
the adult brain. Mol. Psychiatry 2002, 7, 140–156. [CrossRef]

17. Billon, N.; Jolicoeur, C.; Tokumoto, Y.; Vennstrom, B.; Raff, M. Normal timing of oligodendrocyte development
depends on thyroid hormone receptor alpha 1 (TRalpha1). EMBO J. 2002, 21, 6452–6460. [CrossRef]

http://dx.doi.org/10.1038/nrn809
http://www.ncbi.nlm.nih.gov/pubmed/11988779
http://dx.doi.org/10.1007/s12311-018-0999-1
http://www.ncbi.nlm.nih.gov/pubmed/30607797
http://dx.doi.org/10.1007/s12311-015-0656-x
http://www.ncbi.nlm.nih.gov/pubmed/25700681
http://dx.doi.org/10.1073/pnas.0706754104
http://dx.doi.org/10.2131/jts.33.473
http://dx.doi.org/10.1210/en.2010-1396
http://dx.doi.org/10.1007/s12035-013-8587-3
http://dx.doi.org/10.1016/j.beem.2009.08.014
http://dx.doi.org/10.1083/jcb.122.2.443
http://dx.doi.org/10.1016/S0306-4522(97)00511-3
http://dx.doi.org/10.1093/cercor/bhq052
http://www.ncbi.nlm.nih.gov/pubmed/20368265
http://dx.doi.org/10.1089/scd.2012.0023
http://www.ncbi.nlm.nih.gov/pubmed/22468949
http://dx.doi.org/10.1016/j.expneurol.2012.07.019
http://www.ncbi.nlm.nih.gov/pubmed/22892247
http://dx.doi.org/10.1111/jne.12135
http://dx.doi.org/10.1111/apha.13316
http://dx.doi.org/10.1038/sj.mp.4000963
http://dx.doi.org/10.1093/emboj/cdf662


Int. J. Mol. Sci. 2020, 21, 3672 13 of 14

18. Jones, S.A.; Jolson, D.M.; Cuta, K.K.; Mariash, C.N.; Anderson, G.W. Triiodothyronine is a survival factor for
developing oligodendrocytes. Mol. Cell. Endocrinol. 2003, 199, 49–60. [CrossRef]

19. Ambrogini, P.; Cuppini, R.; Ferri, P.; Mancini, C.; Ciaroni, S.; Voci, A.; Gerdoni, E.; Gallo, G. Thyroid hormones
affect neurogenesis in the dentate gyrus of adult rat. Neuroendocrinology 2005, 81, 244–253. [CrossRef]

20. Desouza, L.A.; Ladiwala, U.; Daniel, S.M.; Agashe, S.; Vaidya, R.A.; Vaidya, V.A. Thyroid hormone regulates
hippocampal neurogenesis in the adult rat brain. Mol. Cell. Neurosci. 2005, 29, 414–426. [CrossRef]

21. Li, J.; Abe, K.; Milanesi, A.; Liu, Y.Y.; Brent, G.A. Thyroid Hormone Protects Primary Cortical Neurons
Exposed to Hypoxia by Reducing DNA Methylation and Apoptosis. Endocrinology 2019, 160, 2243–2256.
[CrossRef] [PubMed]

22. Ingham, P.W.; McMahon, A.P. Hedgehog signaling in animal development: Paradigms and principles.
Genes Dev. 2001, 15, 3059–3087. [CrossRef] [PubMed]

23. Wallace, V.A. Purkinje-cell-derived Sonic hedgehog regulates granule neuron precursor cell proliferation in
the developing mouse cerebellum. Curr. Biol. 1999, 9, 445–448. [CrossRef]

24. Machold, R.; Hayashi, S.; Rutlin, M.; Muzumdar, M.D.; Nery, S.; Corbin, J.G.; Gritli-Linde, A.; Dellovade, T.;
Porter, J.A.; Rubin, L.L.; et al. Sonic hedgehog is required for progenitor cell maintenance in telencephalic
stem cell niches. Neuron 2003, 39, 937–950. [CrossRef]

25. Lai, K.; Kaspar, B.K.; Gage, F.H.; Schaffer, D.V. Sonic hedgehog regulates adult neural progenitor proliferation
in vitro and in vivo. Nat. Neurosci. 2003, 6, 21–27. [CrossRef] [PubMed]

26. Cai, C.; Thorne, J.; Grabel, L. Hedgehog Serves as a Mitogen and Survival Factor During Embryonic Stem
Cell Neurogenesis. Stem Cells 2008, 26, 1097–1108. [CrossRef] [PubMed]

27. Jiao, J.; Chen, D.F. Induction of Neurogenesis in Nonconventional Neurogenic Regions of the Adult Central
Nervous System by Niche Astrocyte-Produced Signals. Stem Cells 2008, 26, 1221–1230. [CrossRef]

28. Bidet, M.; Joubert, O.; Lacombe, B.; Ciantar, M.; Nehme, R.; Mollat, P.; Bretillon, L.; Faure, H.; Bittman, R.;
Ruat, M.; et al. The Hedgehog Receptor Patched Is Involved in Cholesterol Transport. PLoS ONE 2011, 6,
e23834. [CrossRef]

29. Amakye, D.; Jagani, Z.; Dorsch, M. Unraveling the therapeutic potential of the Hedgehog pathway in cancer.
Nat. Med. 2013, 19, 1410–1422. [CrossRef]

30. Bianco, A.C.; Salvatore, D.; Gereben, B.; Berry, M.J.; Larsen, P.R. Biochemistry, cellular and molecular biology,
and physiological roles of the iodothyronine selenodeiodinases. Endocr. Rev. 2002, 23, 38–89. [CrossRef]

31. Luongo, C.; Ambrosio, R.; Salzano, S.; Dlugosz, A.A.; Missero, C.; Dentice, M. The sonic hedgehog-induced
type 3 deiodinase facilitates tumorigenesis of basal cell carcinoma by reducing Gli2 inactivation. Endocrinology
2014, 155, 2077–2088. [CrossRef] [PubMed]

32. Rohner, A.; Spilker, M.E.; Lam, J.L.; Pascual, B.; Bartkowski, D.; Li, Q.J.; Yang, A.H.; Stevens, G.; Xu, M.R.;
Wells, P.A.; et al. Effective targeting of Hedgehog signaling in a medulloblastoma model with PF-5274857,
a potent and selective Smoothened antagonist that penetrates the blood-brain barrier. Mol. Cancer Ther. 2012,
11, 57–65. [CrossRef] [PubMed]

33. Barltrop, J.A.; Owen, T.C.; Cory, A.H.; Cory, J.G. 5-(3-carboxymethoxyphenyl)-2-(4,5-dimethylthiazolyl)-3-
(4-sulfophenyl)tetrazolium, inner salt (MTS) and related analogs of 3-(4,5-dimethylthiazolyl)-2,5-dipheny
ltetrazolium bromide (MTT) reducing to purple water-soluble formazans As cell-viability indicators. Bioorg.
Med. Chem. Lett. 1991, 1, 611–614. [CrossRef]

34. Liu, Y.; Peterson, D.A.; Kimura, H.; Schubert, D. Mechanism of cellular 3-(4,5-dimethylthiazol-2-yl)-2,5-
diphenyltetrazolium bromide (MTT) reduction. J. Neurochem. 1997, 69, 581–593. [CrossRef]

35. Malhotra, A.; Dey, A.; Prasad, N.; Kenney, A.M. Sonic Hedgehog Signaling Drives Mitochondrial
Fragmentation by Suppressing Mitofusins in Cerebellar Granule Neuron Precursors and Medulloblastoma.
Mol. Cancer Res. 2016, 14, 114–124. [CrossRef]

36. Casas, F.; Rochard, P.; Rodier, A.; Cassar-Malek, I.; Marchal-Victorion, S.; Wiesner, R.J.; Cabello, G.;
Wrutniak, C. A variant form of the nuclear triiodothyronine receptor c-ErbAα1 plays a direct role in
regulation of mitochondrial RNA synthesis. Mol. Cell. Biol. 1999, 19, 7913–7924. [CrossRef]

37. Albrecht, P.J.; Dahl, J.P.; Stoltzfus, O.K.; Levenson, R.; Levison, S.W. Ciliary neurotrophic factor activates
spinal cord astrocytes, stimulating their production and release of fibroblast growth factor-2, to increase
motor neuron survival. Exp. Neurol. 2002, 173, 46–62. [CrossRef]

38. Ding, Q.; Motoyama, J.; Gasca, S.; Mo, R.; Sasaki, H.; Rossant, J.; Hui, C.C. Diminished Sonic hedgehog
signaling and lack of floor plate differentiation in Gli2 mutant mice. Dev. Camb. Engl. 1998, 125, 2533–2543.

http://dx.doi.org/10.1016/S0303-7207(02)00296-4
http://dx.doi.org/10.1159/000087648
http://dx.doi.org/10.1016/j.mcn.2005.03.010
http://dx.doi.org/10.1210/en.2019-00125
http://www.ncbi.nlm.nih.gov/pubmed/31095291
http://dx.doi.org/10.1101/gad.938601
http://www.ncbi.nlm.nih.gov/pubmed/11731473
http://dx.doi.org/10.1016/S0960-9822(99)80195-X
http://dx.doi.org/10.1016/S0896-6273(03)00561-0
http://dx.doi.org/10.1038/nn983
http://www.ncbi.nlm.nih.gov/pubmed/12469128
http://dx.doi.org/10.1634/stemcells.2007-0684
http://www.ncbi.nlm.nih.gov/pubmed/18308949
http://dx.doi.org/10.1634/stemcells.2007-0513
http://dx.doi.org/10.1371/journal.pone.0023834
http://dx.doi.org/10.1038/nm.3389
http://dx.doi.org/10.1210/edrv.23.1.0455
http://dx.doi.org/10.1210/en.2013-2108
http://www.ncbi.nlm.nih.gov/pubmed/24693967
http://dx.doi.org/10.1158/1535-7163.MCT-11-0691
http://www.ncbi.nlm.nih.gov/pubmed/22084163
http://dx.doi.org/10.1016/S0960-894X(01)81162-8
http://dx.doi.org/10.1046/j.1471-4159.1997.69020581.x
http://dx.doi.org/10.1158/1541-7786.MCR-15-0278
http://dx.doi.org/10.1128/MCB.19.12.7913
http://dx.doi.org/10.1006/exnr.2001.7834


Int. J. Mol. Sci. 2020, 21, 3672 14 of 14

39. Sheng, H.; Goich, S.; Wang, A.Q.; Grachtchouk, M.; Lowe, L.; Mo, R.; Lin, K.; de Sauvage, F.J.; Sasaki, H.;
Hui, C.C.; et al. Dissecting the oncogenic potential of Gli2: Deletion of an NH2-terminal fragment alters skin
tumor phenotype. Cancer Res. 2002, 62, 5308–5316.

40. Aw, D.K.L.; Sinha, R.A.; Tan, H.C.; Loh, L.M.; Salvatore, D.; Yen, P.M. Studies of molecular mechanisms associated
with increased deiodinase 3 expression in a case of consumptive hypothyroidism. J. Clin. Endocrinol. Metab.
2014, 99, 3965–3971. [CrossRef]

41. Gil-Ibáñez, P.; Bernal, J.; Morte, B. Thyroid Hormone Regulation of Gene Expression in Primary Cerebrocortical
Cells: Role of Thyroid Hormone Receptor Subtypes and Interactions with Retinoic Acid and Glucocorticoids.
PLoS ONE 2014, 9, e91692. [CrossRef] [PubMed]

42. Kapoor, R.; Ghosh, H.; Nordstrom, K.; Vennstrom, B.; Vaidya, V.A. Loss of thyroid hormone receptor
β is associated with increased progenitor proliferation and NeuroD positive cell number in the adult
hippocampus. Neurosci. Lett. 2011, 487, 199–203. [CrossRef] [PubMed]

43. Portella, A.C.; Carvalho, F.; Faustino, L.; Wondisford, F.E.; Ortiga-Carvalho, T.M.; Comes, F.C.A. Thyroid
hormone receptor beta mutation causes severe impairment of cerebellar development. Mol. Cell. Neurosci.
2011, 44, 68–77. [CrossRef] [PubMed]

44. Baxi, E.G.; Schott, J.T.; Fairchild, A.N.; Kirby, L.A.; Karani, R.; Uapinyoying, P.; Pardo-Villamizar, C.;
Rothstein, J.R.; Bergles, D.E.; Calabresi, P.A. A selective thyroid hormone β receptor agonist enhances human
and rodent oligodendrocyte differentiation. Glia 2014, 62, 1513–1529. [CrossRef]

45. Park, J.W.; Zhao, L.; Willingham, M.; Cheng, S.Y. Oncogenic mutations of thyroid hormone receptor β.
Oncotarget 2015, 6, 8115–8131. [CrossRef]

46. Joseph, B.; Ji, M.; Liu, D.; Hou, P.; Xing, M.Z. Lack of mutations in the thyroid hormone receptor (TR) alpha
and beta genes but frequent hypermethylation of the TR beta gene in differentiated thyroid tumors. J. Clin.
Endocrinol. Metab. 2007, 92, 4766–4770. [CrossRef]

47. Furuya, S.; Makino, A.; Hirabayashi, Y. An improved method for culturing cerebellar Purkinje cells with
differentiated dendrites under a mixed monolayer setting. Brain Res. Protoc. 1998, 3, 192–198. [CrossRef]

48. Leong, C.; Zhai, D.; Kim, B.; Yun, S.W.; Chang, Y.T. Neural stem cell isolation from the whole mouse brain
using the novel FABP7-binding fluorescent dye, CDr3. Stem Cell Res. 2013, 11, 1314–1322. [CrossRef]

49. Cooper-Kuhn, C.M.; Kuhn, H.G. Is it all DNA repair? Methodological considerations for detecting
neurogenesis in the adult brain. Dev. Brain Res. 2002, 134, 13–21. [CrossRef]

50. Kempermann, G.; Gast, D.; Kronenberg, G.; Yamaguchi, M.; Gage, F.H. Early determination and long-term
persistence of adult-generated new neurons in the hippocampus of mice. Dev. Camb. Engl. 2003, 130, 391–399.
[CrossRef]

51. Sundberg, M.; Savola, S.; Hienola, A.; Korhonen, L.; Lindholm, D. Glucocorticoid hormones decrease
proliferation of embryonic neural stem cells through ubiquitin-mediated degradation of cyclin D1. J. Neurosci.
2006, 26, 5402–5410. [CrossRef] [PubMed]

52. Kamentsky, L.; Jones, T.R.; Fraser, A.; Bray, M.A.; Logan, D.J.; Madden, K.L.; Ljosa, V.; Rueden, C.; Eliceiri, K.W.;
Carpenter, A.E. Improved structure, function and compatibility for CellProfiler: Modular high-throughput
image analysis software. Bioinformatics 2011, 27, 1179–1180. [CrossRef] [PubMed]

53. Agger, S.A.; Marney, L.C.; Hoofnagle, A.N. Simultaneous Quantification of Apolipoprotein A-I and
Apolipoprotein B by Liquid-Chromatography-Multiple-Reaction-Monitoring Mass Spectrometry. Clin. Chem.
2010, 56, 1804–1813. [CrossRef] [PubMed]

54. Manly, B.F.J. Randomization, Bootstrap, and Monte Carlo Methods in Biology, 3rd ed.; Chapman & Hall/ CRC:
Boca Raton, FL, USA, 2007.

55. Benjamini, Y.; Hochberg, Y. Controlling the False Discovery Rate: A Practical and Powerful Approach to
Multiple Testing. J. R. Stat. Soc. Ser. B Methodol. 1995, 57, 289–300. [CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1210/jc.2013-3408
http://dx.doi.org/10.1371/journal.pone.0091692
http://www.ncbi.nlm.nih.gov/pubmed/24618783
http://dx.doi.org/10.1016/j.neulet.2010.10.022
http://www.ncbi.nlm.nih.gov/pubmed/20959135
http://dx.doi.org/10.1016/j.mcn.2010.02.004
http://www.ncbi.nlm.nih.gov/pubmed/20193766
http://dx.doi.org/10.1002/glia.22697
http://dx.doi.org/10.18632/oncotarget.3466
http://dx.doi.org/10.1210/jc.2007-0812
http://dx.doi.org/10.1016/S1385-299X(98)00040-3
http://dx.doi.org/10.1016/j.scr.2013.09.002
http://dx.doi.org/10.1016/S0165-3806(01)00243-7
http://dx.doi.org/10.1242/dev.00203
http://dx.doi.org/10.1523/JNEUROSCI.4906-05.2006
http://www.ncbi.nlm.nih.gov/pubmed/16707792
http://dx.doi.org/10.1093/bioinformatics/btr095
http://www.ncbi.nlm.nih.gov/pubmed/21349861
http://dx.doi.org/10.1373/clinchem.2010.152264
http://www.ncbi.nlm.nih.gov/pubmed/20923952
http://dx.doi.org/10.1111/j.2517-6161.1995.tb02031.x
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	SHH and T3 Signaling Changes the Ability of eNSCs to Differentiate into Neurons and Glia 
	SHH Signaling Inhibition Decreases Proliferation and Increases the Cellular Health of Differentiating eNSCs 
	SHH and T3 Alter the Expression of Each Other’s Pathway Components 

	Discussion 
	Materials and Methods 
	Animals 
	Preparation, Cultivation and Differentiation of eNSCs 
	Experimental Treatments 
	Measurement of Cellular Health and Proliferation 
	Cell Immunostaining and Differentiation Analysis 
	Gene Expression Analysis 
	Proteomic Analysis 
	Statistical Analysis 

	Conclusions 
	References

