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Figure Model Output Type Data Standardization Data Group Accuracy F1-Score AUC
1H X Bi-state Raw Test 20% 95% 94% 0.99
Ext 2A X Bi-state Raw Ind 2 lines 94% 92% 0.96
N.A. X Bi-state BgMask Ind 2 lines 88% 86% 0.94
N.A. X Bi-state BgMask+SizeStd Ind 2 lines 88% 87% 0.94
Ext 2C X Bi-state BgMask+SizeStd+Mask Ind 2 lines 78% 80% 0.88
Ext 2E X/BNN(partial) Bi-state Raw Ind 2 lines 86% 84% 0.92
Ext 2G InceptionV3/BNN Bi-state Raw Ind 2 lines 80% 79% 0.87
3C X/ensemble Bi-state Raw Ind 2 lines 94% 91% 0.98
3F X/ensemble Bi-state BgMask+SizeStd+Mask Ind 2 lines 82% 80% 0.89

Supplementary table.  An overview of the models used.




