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Abstract
Prostate cancer (PCa) is the second-leading cause of cancer-related mortality, after lung

cancer, in men from developed countries. In its early stages, primary tumor growth is depen-

dent on androgens, thus generally can be controlled by androgen deprivation therapy

(ADT). Eventually however, the disease progresses to castration-resistant prostate cancer

(CRPC), a lethal form in need of more effective treatments. G-protein coupled receptors

(GPCRs) comprise a large clan of cell surface proteins that have been implicated as thera-

peutic targets in PCa growth and progression. The findings reported here provide intriguing

evidence of a role for the newly characterized glutamate family member GPR158 in PCa

growth and progression. We found that GPR158 promotes PCa cell proliferation indepen-

dent of androgen receptor (AR) functionality and that this requires its localization in the nu-

cleus of the cell. This suggests that GPR158 acts by mechanisms different from other

GPCRs. GPR158 expression is stimulated by androgens and GPR158 stimulates AR ex-

pression, implying a potential to sensitize tumors to low androgen conditions during ADT via

a positive feedback loop. Further, we found GPR158 expression correlates with a neuroen-

docrine (NE) differentiation phenotype and promotes anchorage-independent colony forma-

tion implying a role for GPR158 in therapeutic progression and tumor formation. GPR158

expression was increased at the invading front of prostate tumors that formed in the geneti-

cally defined conditional Pten knockout mouse model, and co-localized with elevated AR

expression in the cell nucleus. Kaplan-Meier analysis on a dataset from the Memorial Sloan
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Kettering cancer genome portal showed that increased GPR158 expression in tumors is as-

sociated with lower disease-free survival. Our findings strongly suggest that pharmaceuti-

cals targeting GPR158 activities could represent a novel and innovative approach to the

prevention and management of CRPC.

Introduction
G-protein coupled receptors (GPCRs) comprise a large clan of cell surface proteins that per-
form diverse cellular functions. GPCRs sense information about the environment and typically
transduce a signal into the cell by binding and activation of heterotrimeric G proteins upon ex-
tracellular ligand binding [1]. Members of this clan have been extensively exploited for drug
discovery and a large fraction of currently used drugs in the market target GPCRs [2]. GPCRs
are classified into seven families via phylogenetic analysis of their defining feature: the seven
transmembrane (7TM) domain [1]. The GPCR glutamate family contains 7 orphan receptors,
three belonging to the gamma-aminobutyric acid receptor branch: GPR156, GPR158, and
GPR179 [3,4]. GPR179 was recently shown to be required for depolarizing bipolar cell function
in the retina, and mutations cause autosomal-recessive complete congenital stationary night
blindness [5,6]. Two very recent publications provide the first characterization of GPR158
[7,8]. The first identified GPR158 expression in retinal bipolar neurons and demonstrated an
unusual role as a plasma membrane scaffold protein, functioning to inhibit signaling by
GPCRs that couple with the inhibitory family of Galpha proteins by binding to Gbeta5 and re-
cruiting members of the R7 family of GTPase Activating Proteins (GAPs) to the plasma mem-
brane [7]. The second publication was from our laboratory [8]. We identified GPR158
expression in trabecular meshwork (TBM) cells in the eye’s aqueous outflow pathways and its
role in regulation of cell barrier function, possibly contributing to the pathophysiology of ste-
roid-induced ocular hypertension and glaucoma.

Searching for other possible roles for GPR158, we identified a published microarray study
showing GPR158 as one of the genes upregulated in androgen ablation-resistant metastatic
tumor as compared to primary prostate tumors [9]. Another gene expression microarray study
showed down-regulation of GPR158 by withdrawal of estrogen in human estrogen-sensitive
breast cancer cells, or by tamoxifen (anti-estrogen) treatment [10]. Perhaps not coincidentally,
both cancer types involve altered response to steroid hormones. Prostate cancer (PCa) is the
second-leading cause of cancer-related mortality after lung cancer in men from developed
countries [11]. Initially, the proliferation of PCa cells depends on androgens, thus androgen-
deprivation therapy (ADT) is the primary treatment for patients with locally advanced PCa.
ADT provides remission of the disease in more than 90% of patients however the duration of
response is typically 2–3 years. Despite ADT treatment, metastatic PCa and recurrent disease
returns after failure of localized treatments [12], a process known as castration-resistant PCa
(CRPC). Overall, metastatic CRPC patients have a median survival time of only 16–18 months
and the disease remains incurable [13].

It is widely acknowledged that CRPC develops through multiple mechanisms including an-
drogen receptor (AR)-dependent pathways such as AR amplification and overexpression [14];
local androgen synthesis [15]; altered expression of AR co-activator and co-repressor proteins;
and AR-independent pathways such as alternative survival pathways [16]. Targeting the AR
pathway has been shown to offer the most feasible approach for new therapeutic agents since
AR remains active in CRPC [17]. Another possible therapeutic focus for PCa therapy is the
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neuroendocrine (NE) cell phenotype. This cell type occurs in scattered foci within prostatic
adenocarcinoma, similar to its distribution within ductal epithelial cells of the normal prostate.
However, the density of NE cells is often greater in prostate carcinomas than in normal tissue,
and studies have shown that NE differentiation (NED) is enriched in high-grade and high-
stage tumors, and closely associated with the emergence of CRPC [18–20]. Prostate epithelial
cells are believed to transdifferentiate to NE cells, which are shown to be different from the
minor population of NE cells present in normal prostate [18–20]. NE cells can promote the
proliferation of adjacent adenocarcinoma cells in an androgen-starved condition, leading to
CRPC [21], which is supported by the observations of higher proliferative index of proximal
PCa cells to NE cells as compared to distal cancer cells [22,23]. Moreover, cell culture studies
have established that neurohormones and neuropeptides secreted by NE cells can support
androgen-independent growth of PCa cells [24,25]. However, the precise origin and the causa-
tive factors of NED remain unknown. Therefore, identification of novel genes and molecular
mechanisms in connecting these multiple pathways responsible for pathogenesis of CRPC is
critically needed for developing novel therapeutic approaches.

PCa is typically associated with genetic alterations involving androgen sensitivity and the
AR [26]. In this report, we investigated the expression, molecular regulation, subcellular locali-
zation and functional role of GPR158 using a set of four human PCa cell lines with different al-
terations in the AR resulting in various degrees of androgen-responsiveness, androgen-
sensitivity and AR expression. We combine this with a mouse PCa model and bioinformatics
analysis of human PCa datasets. Our findings suggest that elevation of GPR158 expression is
an important oncogenic event that stimulates PCa cell proliferation and progression and thus
may represent an innovative therapeutic target.

Materials and Methods

Cell Culture
Primary human prostate epithelial cells (PHPECs) were purchased from the American Type
Culture Collection (ATCC, Manassas, VA) and maintained, as per their instructions, using the
prostate epithelial cell basal medium containing cell growth kit. Four human PCa cell lines
maintained in one of our labs (Coetzee) were used in these studies: LNCaP, C4-2B, PC-3 and
DU145, all obtained originally from the ATCC. LNCaP and C4-2B cells were cultured in com-
plete RPMI medium, while DU145 and PC-3 cells were grown in DMEMmedium (Gibco-
BRL, Bethesda, MA), both containing 10% fetal calf serum (FCS) at 5% CO2 at 37°C. The cells
were split every 3 days.

The LNCaP cell line was established from a human lymph node metastatic lesion of prostat-
ic adenocarcinoma. LNCaP cells express the AR carrying the common T877A mutation in the
ligand-binding domain, creating broad steroid binding specificity. They are androgen-
responsive, displaying growth stimulation when treated with androgens, and they are also
androgen-dependent, undergoing growth arrest upon withdrawal of androgens [27–29]. The
C4-2B cells were derived from a bone metastasis that grew in nude mice after inoculation with
the LNCaP-derived, castration-resistant C4-2 cells [30,31]. Like LNCaP cells, C4-2B cells are
androgen-responsive. Consistent with this, they retain a functional AR, although it displays
lower affinity for androgens than the AR in LNCaP cells [32]. However, unlike LNCaP cells, C4-
2B cells are androgen-insensitive, because upon withdrawal of androgens they do not undergo
growth arrest [33]. The PC-3 and DU145 cell lines were established from human prostatic ade-
nocarcinoma, metastatic to brain or bone, respectively. The PC-3 and DU145 cell lines used in
this study were previously characterized by one of our labs (Coetzee) [34]. Both lines are
androgen-nonresponsive and androgen-insensitive. The PC-3AR+ sub-line employed in this
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study expresses low levels of the AR mRNA and protein. While this does not result in sufficient
functional protein to confer androgen-responsiveness, ectopic AR expression consistently elic-
ited a much greater transactivation response in this sub-line than in the PC-3AR- sub-line. The
DU145 cells are AR negative. We performed our own western blot to confirm the absence or
presence of AR protein in these two lines (S1 Fig.).

Treatment of PHPEC, LNCaP and C4-2B cells with the androgen, dihydrotestosterone
(DHT, 10nM), was carried out in culture media containing 10% charcoal-stripped serum
(CSS) to deplete androgens. For androgen starvation studies, LNCaP, PC-3, and DU145 cells
were grown in 10% CSS.

Reagents and Oligonucleotide Primers
The reagents used in the study were purchased as follows: lipofectamine LTX with PLUS reagent
(Invitrogen, Carlsbad, CA); primary antibodies to the AR, prostate specific antigen (PSA), neu-
ron specific enolase (NSE), epidermal growth factor receptor (EGFR) and transcription factor
Sp1, and horseradish peroxidase-conjugated secondary antibodies (Santa Cruz Biotechnology,
Santa Cruz, CA); anti-intracellular domain (ICD) and anti-extracellular domain (ECD)
GPR158 antibodies and anti-alpha-tubulin antibodies (Sigma-Aldrich Corp., St. Louis, MO);
anti-beta-actin antibody (Abcam, Cambridge, UK); high-Fidelity DNA polymerase, Phusion
(Finnzymes Inc.,Woburn, MA); oligonucleotides primers (Valuegene INC, San Diego, CA);
charcoal stripped fetal bovine serum (Atlanta Biologicals Inc., Lawrenceville, GA). All other re-
agents were purchased from Sigma. Table 1 provides the sequences of all oligonucleotides prim-
ers used in this study. For knockdown experiments, we used a pool of three custom designed
siRNA oligonucleotides (GenePharma Co. Ltd, Shanghai, China), the activity of which we char-
acterized previously [8].

Quantitative Real-Time Reverse Transcription-PCR (qRT-PCR)
Total RNA isolated from PCa cell lines with Aurum total RNA mini kit (Bio-Rad, Hercules,
CA) was subjected to qRT-PCR analysis using iScript one-step RT-PCR kit with SYBR
Green (Bio-Rad) on CFX96 Touch Real-Time PCR Detection System (Bio-Rad), according
to the manufacturer’s instructions. Relative quantification values of genes of interest were cal-
culated as 2–ΔΔCt by the comparative Ct method, where ΔΔCt = (Ct target mRNA of
treated sample- Ct reference gene of treated sample)—(Ct target mRNA of control sample-Ct
reference gene of control sample). We used beta-actin or GAPDH as a reference gene. The
primers used for the estimation of GPR158, AR, PSA and NSE expression are shown in
Table 1.

Western Blot Analysis
The whole cell lysates were prepared using radioimmunoprecipitation assay (RIPA) lysis buffer
(50 mM Tris, 150 mM NaCl, 0.1% SDS, 0.5% Sodium Deoxycholate, 1% NP-40) spiked with a
cocktail of protease inhibitors for 20 min, followed by centrifugation at 10,000g for 10 min. Su-
pernatants were collected and proteins in the extracts were separated by SDS-PAGE without
boiling the samples and transferred to PVDF membranes. Membranes were probed with pri-
mary antibody against protein of interest and were developed by chemiluminescence with re-
agents Luminol enhancer solution and peroxide solution (GE Healthcare UK limited,
Buckinghamshire, UK) and images were captured with Fujifilm imaging system (LAS-4000;
Fujifilm, Tokyo, Japan). Protein loading was monitored by stripping and reprobing of the
membrane with beta-actin antibody.
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Expression Constructs
Three expression constructs (GPR158-pcDNA 3.1(+), GPR158-GFP and GPR158-NLS-M1
+2-GFP) used for these studies were described previously [8]. We also generated another
GPR158-GFP fusion construct, designated as GPR158:ΔC (AA 1–665), with the entire ICD de-
letion using appropriate primers listed in Table 1.

Transient Transfection
The indicated cells were transfected with either expression plasmids or siRNA constructs or
promoter reporter plasmids using Lipofectamine LTX reagent as per supplier’s instructions.
Briefly, 1–2 × 105 cells/well in 2 mL complete media were seeded in six-well plates and grown
until 70–80% confluence. DNA (2 μg) was diluted in 500 μL Opti-MEM I + PLUS reagent
(2 μL), incubated for 5 min, Lipofectamine LTX (4.5 μL) was added and incubated for 30 min.
Cell medium was replaced with fresh 2 mL antibiotics free medium and the mixture was
added, and incubated for 6 hrs. Following incubation, the complexes were replaced with com-
plete growth medium. At 3 days post-transfection, the cells were processed for either qRT-PCR
analysis or western blotting or cell counting.

Lentivirus Production and Cell Transduction
GPR158 cDNA was sub-cloned from the pcDNA 3.1(+), expression vector described above,
into the pSLIK lentiviral expression vector (Addgene, Cambridge, MA). The lentivirus produc-
tion and infection was carried out as described [35]. Briefly, the viral packaging was performed
in HEK 293T cells after co-transfection of the pSLIK-GPR158, two packaging plasmids
pMDLg/pRRE and pRSVREV, and VSV G envelope plasmid using Lipofectamine 2000. The vi-
ruses were harvested 72 hrs after transfection, and the viral particles are concentrated. LNCaP
cells were infected at a low MOI to ensure<30% infection frequency and the stable cells
(Lenti-GPR158) were generated with hygromycin selection at 400 μg/mL for 4-wks. For induc-
tion of GPR158, the stable LNCaP cells were treated with 100 and 500 ng/mL of doxycycline
(Dox) for 72 hrs. The LNCaP cells infected with viral particles generated with only pSLIK vec-
tor (Lenti-vector) were used as a negative control. Following 3-days of Dox induction, the cells
were subjected to either western blotting or cell counting or subcellular protein fractionation
assay or soft agar colony formation assay.

Table 1. Oligonucleotide primers used in this study.

Gene Method Forward sequence Reverse sequence

GPR158 RT-PCR atattgctacagaagcatatgag atatttccagttgggcatagag

AR RT-PCR caggaaagcgacttcaccgc ctggggtggaaagtaatagtc

PSA RT-PCR ggcagcattgaaccagaggag gcatgaacttggtcaccttctg

NSE RT-PCR ctcatcagctcaggtctctc ccttacacacggccagagac

β-actin RT-PCR cattgccgacaggatgcaga ctgatccacatctgctggaa

GAPDH RT-PCR aacctgccaagtacgatgacatc gtagcccaggatgcccttga

GPR158:ΔC PCR Ttaattgctagcatgggagccatggcttacc gcttaccggtggtggaatcaaaagcaacccaatggtgac

The abbreviations are: GPR158, G protein-coupled receptor 158; GAPDH, glyceraldehyde 3-phosphate dehydrogenase; PCR, polymerase chain reaction;

RT-PCR, reverse transcriptase–polymerase chain reaction.

doi:10.1371/journal.pone.0117758.t001
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Subcellular Fractionation
Subcellular fractionation was carried out using subcellular protein fractionation kit
according to the manufacturers' instructions (Thermo Scientific Inc, Rockford, IL). This kit
has been shown to isolate cytoplasmic, membrane, nuclear soluble, chromatin bound and
cytoskeleton fractions of sufficient purity for protein localization and redistribution stud-
ies [36]. Briefly, a stepwise separation of cellular compartments from 3×106 of indicated
cells was performed after application of the supplied cytoplasmic, membrane, nuclear
soluble, chromatin-bound and cytoskeletal protein extraction buffers. The protein
concentration in each fraction was estimated using the BCA protein estimation kit
(Thermo Scientific Inc.) and the indicated amount of protein was subjected to
western blotting.

Colony Formation Assay
The lenti-GPR158 or lenti-vector LNCaP cell lines were used for the colony formation assay.
Briefly, the cells were plated in a 12-well plate (5,000 cells/well). The cells were suspended in
phenol red free RPMI-1640 containing 10% FBS, and 0.48% agar, and overlaid onto a solid
layer of the same medium containing 0.8% agar. The cells were either induced in the above me-
dium containing 100 ng/mL Dox, or left untreated, with gentle replenishment of their media
every 3 days. After a 2-week incubation, the plate was stained with 0.005% crystal violet
(EMD Chemicals Inc, Gibbstown, NJ), destained overnight with PBS and colonies were
counted under microscope and photographed at × 20 magnification.

Immunohistochemical (IHC) Analysis in the Conditional Pten Knockout
Mouse
The conditional Pten knockout mouse model was created at the University of Southern Califor-
nia by two of the co-authors of this study [37]. IHC analysis of GPR158 and AR expression was
carried out in all three (ventral, dorsolateral and anterior) lobes derived from the prostate of a
10-month old conditional homozygous Pten knockout mouse (Pten-/-) and a corresponding
age-matched control (Pten+/+). Briefly, the prostate tissues were fixed in 4% formaldehyde and
the sample blocks were cut into 5 μm thick sections, deparaffinized in xylene, and rehydrated
using a decreasing ethanol gradient followed by rinsing with double-distilled H20. To retrieve
antigenicity, slides were incubated with 10 mM citrate buffer (pH 6.0), washed with 0.1 M
phosphate buffer, blocked with 0.3% hydrogen peroxide in methanol for 15 min and with 5%
goat serum in PBS for 30 minutes at room temperature. The slides were incubated with anti-
ICD GPR158 antibody (1:100) or anti-AR antibody (1:200) in 1% goat serum at 4°C overnight
followed by incubation with biotinylated anti-rabbit secondary antibody (Vector Laboratories,
Burlingame, CA) for 1 h and horseradish peroxidase streptavidin (Vector Laboratories) for
30 min, and then visualized by DAB kit (Vector Laboratories). The slides were subsequently
counterstained with 5% (w/v) Harris Hematoxylin. The slides containing paraffin sections of
the prostate from normal and PCa human subjects were provided by the core and processed
using the above procedure.

Statistical Analysis
Results are expressed as the mean ± standard error of the mean (S.E.) The significance of differ-
ences in mean values between untreated and treated samples was determined by the Student's
t-test after determining that the data fit a normal distribution.
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Results

GPR158 Effects on Cell Proliferation
To investigate the significance of GPR158 expression to PCa, we performed a set of experi-
ments using human PCa cell lines with different alterations in the AR resulting in various de-
grees of androgen-responsiveness, androgen-sensitivity and AR expression, as described in the
Materials and Methods section. First we assessed the levels of endogenous GPR158 mRNA and
protein by real-time quantitative PCR and western blotting, respectively. The rapidly-growing,
androgen-insensitive lines DU145 and PC-3 (doubling time 1.5–2 days) expressed higher levels
of GPR158 mRNA (Fig. 1A) and protein (Fig. 1B) as compared to slower growing cells of the
LNCaP line and its derivative C4-2B (doubling time 2–3 days). The GPR158 protein level
in the more rapidly-growing cells was approximately 2–3-fold higher as compared to more
slowly-growing cells.

To evaluate the possible biological role of GPR158 in regulation of cell proliferation of
human PCa cells, we performed transient transfections with the GPR158 mammalian expres-
sion vector previously described [8]. Cell lines transfected with vector alone were used as a con-
trol. The effect on cell proliferation was quantified after 3-days of transfection. Transient over-
expression of GPR158 in cells of the LNCaP, C4-2B and DU145 lines led to a significantly
higher rate of cell proliferation by 3.88, 2.15 and 2.77-fold, respectively as compared with cells
transfected with the empty vector (Fig. 1C). Transient over-expression of GPR158 showed only
a marginal increase in the proliferation of PC-3 cells, however, this was the most rapidly prolif-
erating of the four cell lines without GPR158 over-expression, raising the possibility that the
proliferation rate might already be maximal. The overexpression of GPR158 at 3 days post-
transfection was confirmed in whole cell lysates by western blotting; a clear increase in
GPR158 protein levels was observed in all of the cell lines (Fig. 1D).

To assess the role of endogenous GPR158 in PCa cell proliferation, we performed the con-
verse experiment by down-regulation of GPR158 through the siRNA approach. We
previously reported the characterization of a pool of three siRNA oligonucleotides, demon-
strating 80–90% knockdown of GPR158 protein expression in PC-3 cells at 100 nM, in a repro-
ducible manner [8]. We transfected each of the four PCa cell lines with 100 nM of this siRNA
pool. After 3-days of transfection, significant growth inhibition (approximately 50%) was ob-
served in all four of the cell lines, as compared with their respective scrambled siRNA trans-
fected control cells (Fig. 1E). We confirmed the dose-dependent knockdown of GPR158
mRNA expression by transfection of the siRNA pool, with approximately 90% inhibition at
100 nM of siRNA in DU145 cells (Fig. 1F) and approximately 75–90% in the other cell lines
(data not shown).

Together these results indicate that the expression level of endogenous GPR158 protein con-
trols the rate of PCa cell proliferation, irrespective of the androgen-responsiveness, androgen-
sensitivity or AR-expression status of the human PCa cell line used.

Effects of an Androgen on GPR158 Expression
To discover factors regulating GPR158 expression, we searched the NextBio “Pharmaco Atlas”
application [38] that finds compounds and treatments significantly correlated to a gene with
results ranked in order of statistical significance. Our search using “GPR158” as the query iden-
tified the androgen, DHT as the most significant and the first in the list of correlated com-
pounds. The results revealed 7 independent studies performed using LNCaP cells and all the
studies showed increased GPR158 mRNA expression with DHT treatment in the range of
1.28–3.57-fold (S2 Fig.).
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Fig 1. GPR158 effects on cell proliferation in PCa cell lines. (A) RT-PCR analysis of GPR158mRNA
expression in indicated PCa cell lines (B)Western blot analysis for the detection of GPR158 protein using
anti-ICD GPR158 antibody in whole cell lysates of indicated PCa cell lines. The samemembrane was probed
for beta-actin, which served as a loading control. The vertical line indicates repositioned gel lanes from the
samemembrane to match the sample order of Fig. 1A. (C, D, E) All four indicated PCa cell lines were
transfected at 70% confluence with either GPR158 expression plasmid or empty pcDNA3.1 (+) vector
(C and D)OR either GPR158 siRNA or control scrambled siRNA (E) as indicated using Lipofectamine LTX
reagent and incubated in growth medium for 3 days in a 6-well culture plates. (C and E) After 3 days, the
trypsinized cells were counted using trypan blue dye in a hemocytometer chamber. (D)Western blotting for
the detection of GPR158 in whole cell lysates isolated from cells transfected with indicated plasmids using
anti-ICD GPR158 antibody. (F) Total RNA was isolated from DU145 cells that were transfected with the
indicated concentration of either GPR158 siRNA or control scrambled siRNA for analyzing the levels of
GPR158 mRNA by qRT-PCR. GAPDHwas internal reference control. (C, E, F) The data shows mean ± SE of
3 independent experiments, each performed in duplicate. ***p<.001; **p<.01; *p<.05; ns, p>.05.

doi:10.1371/journal.pone.0117758.g001
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To determine experimentally whether GPR158 is an androgen-responsive gene, we carried
out DHT treatment time course experiments, comparing androgen-responsive and androgen-
sensitive PHPECs and LNCaP cells, and androgen-responsive, but androgen-insensitive C4-2B
cells. Representative results are shown in Fig. 2. In PHPECs and LNCaP cells, GPR158 mRNA
and protein levels increased by 3–4-fold with DHT treatment at 24 hrs (Fig. 2, A, B, E and F).
In contrast, DHT treatment had no effect on GPR158 mRNA and protein levels in C4-2B cells
(Fig. 2, C and G). Both mRNA and protein levels for prostate specific antigen (PSA), a well-
studied AR target gene, increased significantly in PHPEC, LNCaP and C4-2B cells treated with
DHT. Similar to published reports, we also observed AR protein stabilization in DHT-stimulated
LNCaP cells at 12 hrs in PHPEC and LNCaP cells [39], but not in C4-2B cells (Fig. 2, E, F and G).
Importantly, we found that the AR antagonist, bicalutamide inhibited the DHT-mediated in-
crease in GPR158 mRNA and protein levels and we also observed a complete inhibition of PSA
expression in PHPEC (Fig. 2, D and H). GPR158 mRNA and protein levels were reduced upon
androgen starvation by incubation of PHPEC in media containing 10% CSS overnight. Based on
these results, we conclude that GPR158 is an androgen-responsive gene.

GPR158 Effects on AR Expression
The LNCaP/C4-2B human PCa progression model display characteristics of the transition
from androgen-dependence to androgen insensitivity [32,40], and the AR plays a crucial role
in this process [41]. Fig. 3 shows the results of our analysis of GPR158 effects on AR expression.
Transient over-expression of GPR158 in LNCaP cells increased, and silencing of endogenous
GPR158 reduced, mRNA for the AR, as well as for PSA (Fig. 3A). In both LNCaP and C4-2B
cells, over-expression of GPR158 significantly increased AR and PSA protein levels, while
knockdown of GPR158 (90% reduction) significantly reduced AR and PSA protein levels
(Fig. 3, B and C). Together, these results indicate that GPR158 stimulates AR and
PSA expression.

Dose-Dependent Effects of GPR158
To further investigate the role of GPR158 in regulation of cell proliferation and AR gene ex-
pression, we created the lenti-GPR158 LNCaP cell line. This is a subline of LNCaP cells stably-
transformed with a lentivirus that expresses GPR158 under the control of Dox. The Dox-
inducible lentivirus system allows for tight regulation of GPR158 expression in a dose-
dependent manner. LNCaP cells were chosen for this model because they express the lowest
endogenous GPR158 levels. It was recently shown that Dox alters the metabolic and prolifera-
tion profiles of LNCaP cells at higher concentrations [42], an effect that we confirmed
(data not shown). Thus, in all experiments with this cell line, we compare results obtained with
the lenti-GPR158 LNCaP cell line to those obtained using parallel cultures of parental LNCaP
cells treated with the same doses of Dox.

Fig. 4 shows representative results of experiments using the lenti-GPR158 LNCaP cell line.
Treatment of lenti-GPR158 LNCaP with Dox for 3 days induced GPR158 expression in a dose-
dependent manner, as compared to untreated cells (Fig. 4A). We consistently observed an ap-
proximately 3-fold and 6-fold increase in GPR158 protein levels after treating with Dox at 100
ng/mL and 500 ng/mL, respectively, for 3 days (Fig. 4A). A substantial increase in expression
of AR and PSA was also observed with Dox treatment at 100 ng/mL, but interestingly, not with
Dox treatment at 500 ng/mL (Fig. 4A). The membrane was re-probed for beta-actin as a load-
ing control. The parental LNCaP cells treated with the same concentrations of Dox showed no
change in the levels of GPR158, AR, PSA, or beta-actin in comparison with un-induced cells,
indicating that the failure to induce AR and PSA is not due to Dox treatment at an elevated
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Fig 2. Effects of an androgen on GPR158 expression. (A-C and E-G) Cells of the indicated lines were
incubated in media containing 10% CSS for androgen starvation overnight (0 time point), followed by
treatment with DHT (10 nM) for the indicated time periods. Total RNA (A-C) or cell lysates (E-G)were isolated
and subjected to qRT-PCR and western blotting, respectively to estimate AR, PSA, GPR158 and beta-actin
expression. (D and H) PHPEC were grown in media containing 10% FCS or 10% CSS, treated with DHT
(10nM) alone for 24 hrs or pre-incubated with bicalutamide (10μM) for 1-hr prior to DHT treatment in media
containing 10% CSS. Total RNA or the whole cell lysates were isolated and qRT-PCR and western blotting
was performed, respectively to detect GPR158, AR, PSA and beta-actin levels (D) The mRNA level of the
above indicated genes was considered 1 in cells grown in 10% FCS for calculating the relative fold difference
of these genes in other experimental conditions. (A-H) The data represent three independent experiments.

doi:10.1371/journal.pone.0117758.g002
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Fig 3. GPR158 effects on AR expression in the LNCaP/C4-2Bmodel. LNCaP (A, B, C) and C4-2B
(B and C) were transiently transfected using Lipofectamine LTX reagent with either GPR158 expression
plasmid or vector (A and B)OR either GPR158 siRNA or control scrambled siRNA (A and C). After 3 days of
transfection, total isolated RNA and protein cell lysates were used for qRT-PCR (A) and western blotting
(B and C), respectively for the expression analysis of GPR158, AR, PSA and β-actin mRNA and protein. The
data represent two independent experiments performed in duplicate.

doi:10.1371/journal.pone.0117758.g003
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dose (S3 Fig.). In this same experiment, we also examined effects of GPR158 induction on cell
proliferation. A 2.25-fold increase in cell numbers was observed with Dox treatment at 100 ng/
mL as compared to controls, similar to results obtained with transient transfection (Fig. 4B).
However, Dox at 500 ng/mL had only a small effect on cell proliferation (Fig. 4B) even though
we normalized for the effects of Dox alone, on the parental LNCaP cells. Next, we performed
growth curve analysis of stable lenti-GPR158 LNCaP cells and measured cell number over a pe-
riod of 8-days post-Dox induction at 100 ng/mL. We found an approximately 2-fold increase
in cell numbers at 4, 6 and 8-days under Dox treatment of lenti-GPR158 LNCaP, as compared

Fig 4. Dose-dependent effects of GPR158 in LNCaP cells. (A and B) LNCaP cells stably infected with
lentivirus constructs containing GPR158 driven by a doxycycline inducible promoter were treated with low
dose (100 ng/mL) or high dose (500 ng/mL) doxycycline concentration for 3-days. (A) The cell lysates were
subjected to western blotting for the confirmation of induction of GPR158, AR, PSA and beta-actin proteins.
(B and C) After doxycycline treatment for 3-days at indicated dose (B) and indicated time-points at 100ng/mL
for growth curve (C), the cells were trypsinized and counted using trypan blue dye in a hemocytometer
chamber. The data represent normalized values with separate experiment performed to estimate the effect of
doxycycline alone on parental LNCaP cell numbers under the same experimental conditions as above.
(B and C) The results are indicative of three independent experiments, each performed in triplicate.

doi:10.1371/journal.pone.0117758.g004
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to untreated cells (Fig. 4C). We confirmed the induction of GPR158 protein by 3-fold at 4, 6
and 8-days in Dox-treated cells (data not shown).

These results are consistent with those in Fig. 1 and 3, showing that GPR158 stimulates cell
proliferation and AR expression in PCa cells. However, they further indicate that the effect of
GPR158 is dose-dependent, with lower levels of GPR158 protein being stimulatory, but higher
levels having less ability to stimulate cell proliferation and AR expression.

GPR158 Nuclear Localization and Stimulation of Cell Proliferation
We previously identified the presence of a bipartite nuclear localization signal (NLS) situated
at the distal end of GPR158’s 8th helix, spanning amino acids (AA) 718–732 in the ICD, and
demonstrated its role in nuclear localization of GPR158 in TBM cells of the eye [8]. Here we
further investigated the role of the NLS in LNCaP cells. To demonstrate subcellular localiza-
tion, we used a previously created GPR158-GFP fusion construct with a double point mutation
in the NLS [8]. We also generated a new construct designated as GPR158:ΔC (AA 1–665), in
which the entire ICD was deleted. Each of these constructs was transiently transfected into
LNCaP cells and GFP distribution examined by fluorescence microscopy. Representative re-
sults are shown in Fig. 5A. Wild-type GPR158-GFP was found predominantly in the nucleus of
LNCaP cells. As expected, GFP fluorescence was distributed throughout the cells transfected
with vector only, while both the NLS mutant and ΔC truncation proteins were localized pri-
marily to the cytoplasm (Fig. 5A).

Transient over-expression of wild-type GPR158-GFP led to a 2.75-fold increase in cell pro-
liferation, while the NLS double mutant construct and the ΔC construct failed to demonstrate
any significant increase in cell proliferation (Fig. 5B). We confirmed that the levels of wild
type, NLS mutant and ΔC-truncation proteins were similar in cells transfected with respective
GFP-fusion constructs by western blotting using the anti-ECD GPR158 antibody (Fig. 5C).
These results indicate that nuclear localization of GPR158 is required to stimulate
cell proliferation.

Subcellular Localization of Endogenous GPR158
To determine whether patterns of GPR158 subcellular localization might change with GPR158
expression levels in our four human PCa cell lines, we carried out biochemical fractionation
followed by western blotting. For comparison, we also examined GPR158 subcellular localiza-
tion in normal PHPEC. Representative results are shown in Fig. 6. Specific protein markers
were used to validate and confirm the purity of the five subcellular fractions examined: cyto-
plasmic extract (CE), membrane extract (ME), soluble nuclear extract (NE), chromatin-bound
nuclear extract (CBE) and insoluble cytoskeletal extract (CSE).

In the low GPR158-expressing LNCaP cells,*90–95% of the total GPR158 was localized to
the soluble nuclear and chromatin bound nuclear fractions. GPR158 was strikingly redistrib-
uted across all the fractions in the relatively higher GPR158-expressing C4-2B cells as com-
pared with LNCaP, with only*50% of the total protein localized to the soluble nuclear and
chromatin bound nuclear fractions. A portion of GPR158 in this cell type was clearly present
in the membrane fraction. This membrane localization was also seen in the two cell lines that
express the highest levels of GPR158, PC-3 and DU145. C4-2B cells also exhibited clear locali-
zation of GPR158 to the cytoskeletal fraction in comparison to LNCaP cells. In PC-3, a portion
of GPR158 was also localized to the cytoskeletal fraction. However cytoskeletal localization was
not seen in DU145 cells.

In androgen-sensitive PHPECs,*85% of the total GPR158 was localized to the soluble nu-
clear and chromatin bound nuclear fractions, with greater localization to the latter, as in the
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Fig 5. GPR158 nuclear localization and stimulation of cell proliferation in LNCaP cells. LNCaP cells
were transiently transfected with GPR158, GPR158 NLS-double mutant or GPR158:ΔC expression
constructs using Lipofectamine LTX reagent. Empty vector was used as control. (A) After 3 days of
transfection, the cells were fixed and PBS washed, and then the slides were mounted using VECTASHIELD
with DAPI and fluorescent images were captured using Nikon Eclipse Ti-E fluorescence microscope. The
merged images showGFP as green and nuclear stain DAPI as blue. The images represent two independent
experiments, each performed in triplicate. (B) The transfected cells were trypsinized and counted using
trypan blue dye in a hemocytometer chamber. The data represent the mean ± SEM for three independent
experiments, each performed in triplicate. (C) The cell lysates from the above mentioned transfected cells
were subjected to western blotting for the detection of GPR158-GFP fusion protein using anti-ECD GPR158
antibody. The samemembrane was striped and re-probed for beta-actin as a loading control. The data
represent two independent experiments, each performed in triplicate.

doi:10.1371/journal.pone.0117758.g005
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rapidly growing PCa cell lines. Membrane localization was not noticeable, but there was some
GPR158 presence in the cytoskeletal fraction. It is important to note that the PHPECs were cul-
tured as specified by ATCC in a specific growth media, different from the media used for cul-
ture of the PCa cells lines, and its components could affect GPR158 subcellular distribution.

In conclusion, GPR158 is distributed in various subcellular fractions and different cell lines
exhibit different subcellular distribution profiles. However the primary site of GPR158 localiza-
tion is nuclear in all cases.

Fig 6. GPR158 subcellular localization in PCa cell lines and PHPECs. Subcellular protein fractionation
was carried out in LNCaP, C4-2B, PC-3 and DU145 cells, as well as PHPECs. The amount of protein loaded
for each fraction is indicated on the panels. Western blotting was performed using anti-ICD GPR158
antibody. Specific protein markers were used to validate and confirm the purity of the five subcellular fractions
examined: cytoplasmic extract (CE) = alpha-tubulin, membrane extract (ME) = EGFR, soluble nuclear extract
(NE) = Sp1, chromatin-bound nuclear extract (CBE) = histone H3 and insoluble cytoskeletal extract (CSE)
lamin A/C. The percentage of GPR158 protein present in each fraction was calculated with respect to the total
amount of protein in all fractions using Image J analysis of protein band intensities. The data are
representative of two independent experiments.

doi:10.1371/journal.pone.0117758.g006
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GPR158 in NED
Using Oncomine, an online cancer-profiling database [43], we performed a search for expres-
sion microarray datasets that included GPR158. The search identified the Ma Breast 4 dataset.
Analysis of this dataset for genes co-expressed with GPR158 revealed 28 candidates with a cor-
relation of 0.5 or higher (Table 2). Of note, 20 of those genes are specific for neuronal and NE
cells, including the classical NE markers chromogranin A and chromogranin B [44]. Also of in-
terest in this list of 28 genes was RGS7, previously linked to GPR158 activity at the plasma
membrane in the retina [7]. These results suggest that GPR158 might have a specific functional
role in NE cells.

In a well-studied cell culture model for NED following ADT, androgen-reduced media is
used to induce NE transdifferentiation of androgen-sensitive LNCaP cells, and these cells with-
draw from the cell cycle, lose expression of the AR, acquire a neuronal phenotype and express

Table 2. Co-expression analysis of GPR158 in the Oncomine Ma Breast 4 dataset.

Gene Correlation NE Expression

CHGB (chromogranin B) 0.820 Yes

CARTPT (CART prepropeptide) 0.820 Yes

INA (internexin neuronal filament protein, alpha) 0.820 Yes

RAB3C 0.820 Yes

VSTM2A (V-set and transmembrane domain containing 2A) 0.820 Yes

CSMD3 (CUB and Sushi multiple domains 3) 0.820

S100G (S100 calcium binding protein G) 0.820 Yes

SYT4 (synaptotagmin IV)_ 0.820 Yes

LRTM2 (leucine-rich repeats and transmembrane domains 2) 0.820

CGA (glycoprotein hormones, alpha polypeptide) 0.820 Yes

SCG2 (secretogranin II) 0.810 Yes

PCSK1 (proprotein convertase subtilisin/kexin type 1) 0.810 Yes

CHGA (chromogranin A) 0.795 Yes

EDDM3B (epididymal protein 3B) 0.770

LOC90925 (hypothetical protein LOC90925) 0.747

DDX25 (DEAD (Asp-Glu-Ala-Asp) box polypeptide 25) 0.702 Yes

RGS7 (regulator of G-protein signaling 7) 0.650 Yes

KCNJ3 (potassium inwardly-rectifying channel, subfamily J, member 3) 0.645 Yes

LINGO1 (leucine rich repeat and Ig domain containing 1) 0.610 Yes

CPB1 (carboxypeptidase B1) 0.556 Yes

USP45 (ubiquitin specific peptidase 45) 0.556

CST9L (cystatin 9-like) 0.540

CST9 (cystatin 9) 0.540

PAH (phenylalanine hydroxylase) 0.540

INSM1 (insulinoma-associated 1) 0.540 Yes

GP2 (glycoprotein 2) 0.540 Yes

SLC30A8 (solute carrier family 30 (zinc transporter), member 8) 0.529 Yes

GPR88 0.529 Yes

Using, GPR158 as a query, we searched the Oncomine database and the applied co-expression filter with the gene rank threshold by top 10%. We

selected the genes with a correlation score of � 0.5 and 20 out of 28 correlated genes were found to be expressed in NE cells of various organs as

indicated in the table.

doi:10.1371/journal.pone.0117758.t002
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multiple NE markers, including neuron-specific proteins and neuropeptides [45–48]. Applying
this model, we cultured LNCaP cells in a reduced androgen medium by replacing 10% FCS
with 10% CSS, and followed changes in expression of AR, PSA, NSE and GPR158, over both a
short (0–16 days) and long (1–4 wks) time course by RT-PCR and western blotting. The results
are shown in Fig. 7. The expression levels of the genes of interest, in LNCaP cells maintained in
regular 10% FCS containing media, were considered as 1-fold for comparison.

As expected for an androgen-sensitive cell line, LNCaP cells gradually stopped proliferating
following androgen withdrawal (not shown). The level of mRNA for the AR was transiently in-
creased by 5-fold on day one after androgen withdrawal, but then slowly declined and was con-
siderably reduced by day 16 (Fig. 7A). The mRNA for PSA was completely abrogated by day 2.
In contrast, the levels of mRNA for both the NE marker NSE, and GPR158, remained un-
changed until day 4. However, by day 16, expression of both mRNAs was increased dramatical-
ly, NSE by 40-fold, and GPR158 by 20-fold (Fig. 7B). AR and GPR158 protein levels were
maintained over the first 6 days of androgen starvation. PSA protein was completely abolished
by day 2. NSE protein expression was not detected over the first 6 days (Fig. 7C). However, NSE
protein levels increased dramatically by 3 and 4 weeks following androgen starvation (Fig. 7D).
We also observed a marked increase in GPR158 protein levels at 4 weeks after androgen starva-
tion (Fig. 7D), which correlated with cell morphologic changes typical of NE transdifferentia-
tion, including cell body compaction and the outgrowth of dendrite-like processes (Fig. 7E).

Since transdifferentiated LNCaP cells showed a higher level of GPR158 expression accom-
panied by morphological changes involving the cytoskeleton, we also assessed the subcellular
distribution of GPR158 in this cell type (Fig. 7F). The pattern was similar to C4-2B cells (Fig. 6)
in showing GPR158 distribution across all fractions, however still with*60–70% of the total
GPR158 protein present in the soluble nuclear and chromatin-bound nuclear fractions.

Next, we investigated whether high-level induction of GPR158 can induce NED using our
lenti-GPR158 LNCaP cell line. We compared subcellular distribution of low and high dose
GPR158 in this cell line, while also determining whether expression of the NEDmarker NSE oc-
curred with the high dose. We found that*80% of the total GPR158 protein in cells treated
with DOX at both 100 and 500 ng/mL was present in the soluble nuclear and chromatin-bound
nuclear fractions (Fig. 7G), as seen in the parental LNCaP cells (Fig. 6). Significantly however,
we detected expression of the NEmarker NSE in the CE fraction of cells treated with DOX at
500 ng/mL, but not 100 ng/mL, suggesting that cells with the higher GPR158 levels were under-
going NED (Fig. 7G).

GPR158 Effects on Anchorage-Independent Colony Formation
We used our stable lenti-GPR158 LNCaP cell line (and vector control) to ask whether GPR158
over-expression would stimulate anchorage-independent cell colony formation in soft agar me-
dium. GPR158 expression was induced at 100 ng/mL Dox. Results are shown in Fig. 8. We con-
firmed an induction of GPR158 protein by about 3–4 fold upon Dox treatment for 3-days
selectively in lenti-GPR158 LNCaP cells but not in lenti-vector LNCaP cells (Fig. 8A). Lenti-
GPR158 and lenti-vector cells (5000 cells/well) were separately seeded in 12-well plates and the
cell growth was monitored daily under the microscope for 2 weeks. Our data showed a signifi-
cant increase in lenti-GPR158 colony formation in both number and size; however, the lenti-
vector cells only formed a few small colonies when treated with 100ng/mL Dox every 3-days
(p<0.01; Fig. 8, B, C, D and E). The representative scanned images of wells and microscopic
images of colonies from Dox treated lenti-GPR158 and lenti-vector are shown in Fig. 8B and
C. The average colony number per well, representative of three independent experiments, each
performed in triplicate is given as a histogram in Fig. 8D. As compared to Dox-induced lenti-
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Fig 7. GPR158 expression in NED. (A, B, C, D) LNCaP cells were androgen-starved for a short (A, B, C)
and long (D) duration as indicated. Following incubation, total RNA was subjected to qRT-PCR analysis
(A and B) and whole cell lysates were processed for western blotting (C and D) for estimation of GPR158,
AR, PSA and NSEmRNA and protein expression levels. The results are representative of two independent
experiments performed in duplicate. (E)Representative microscopic image of LNCaP cell grown in complete
media or in CSS for androgen-starvation for 4-wks is shown. (F) LNCaP cells were grown in 10% CSS for
4-wks, leading to NED. (G) Lenti-GPR158-LNCaP cells were induced with Dox at 100ng/mL or 500ng/mL for
3 days. (F and G) The cells were then subjected to subcellular fractionation as described in Materials and
Methods. The loaded amount of protein per fraction is shown. The western blotting was performed using anti-
ICD GPR158 antibody. Specific protein markers were used to validate and confirm the purity of the five
subcellular fractions examined: cytoplasmic extract (CE) = alpha-tubulin, membrane extract (ME) = EGFR,
soluble nuclear extract (NE) = Sp1, chromatin-bound nuclear extract (CBE) = histone H3 and insoluble
cytoskeletal extract (CSE) lamin A/C. Image J analysis of protein band intensities was used to estimate the
percentage of GPR158 protein present in each fraction in relation to the total amount of protein in all fractions.

doi:10.1371/journal.pone.0117758.g007
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vector, a 3-fold increase in number of colonies was observed from lenti-GPR158 LNCaP cells
(Fig. 8D). In addition to increased colony numbers, the size of colonies from lenti-GPR158
LNCaP cells also increased by approximately 2-fold as compared to lenti-vector LNCaP cells
(Fig. 8E). Importantly, there was no major significant difference in the number and size of colo-
nies between un-induced lenti-GPR158 and lenti-vector LNCaP cells. These results indicate
that GPR158 confers anchorage-independent growth and possibly increase the tumorigenic
potential of LNCaP cells.

GPR158 Expression in Prostate Tumors of the Conditional Pten
Knockout Mouse
The Pten KO mouse is a well-accepted, genetically defined model for human PCa [37,49]. We
performed IHC to localize GPR158 protein in the prostate gland isolated from a 10-month-old
conditional Pten-/- mouse and a Pten+/+ normal littermate control. Our analysis is shown in
Fig. 9. In all three prostate lobes: anterior (AP), ventral (VP) and dorsolateral (DLP), the level
of GPR158 protein was remarkably higher in tumor tissues of the Pten-/- prostate, as compared
with the normal prostate of the Pten+/+ mouse. Consistent with results of our cell culture stud-
ies reported above, GPR158 was predominantly nuclear in epithelial cells, but this differed
from lobe to lobe with VP showing relatively higher nuclear localization than AP and DLP in
the control Pten+/+ mouse (g-i). However, all three lobes of the Pten-/- mouse displayed
GPR158 expression at a similar level with additional diffuse cytoplasmic staining along with
strong nuclear localization (j-l). We observed enhanced GPR158 expression in areas of tumor
cell invasion into the surrounding stroma and cells of the invading front showed the most in-
tense staining in all three lobes (j-l), suggestive of in vivo contributions of GPR158 in tumorige-
nicity and invasion of PCa cells. Interestingly, immunostaining for the AR in consecutive
sections from all three lobes of the same Pten+/+ and Pten-/- mouse showed co-localization with
GPR158, both found predominantly in cell nucleus (m-o; p-r).

GPR158 and Disease Free Survival
To determine whether GPR158 might be upregulated in human PCa, we searched the cBioPor-
tal, Cancer Genomics database of the Memorial Sloan Kettering Cancer Center [50], and iden-
tified a dataset called “Prostate Adenocarcinoma (MSKCC, Cancer Cell 2010) Study” [51]. We
selected all tumors (216) as the patient/case set for analysis of GPR158 expression. We found
that GPR158 mRNA was altered by 1.5-fold or higher in 9% of all the tumor cases, and it was
upregulated in 8% of the cases examined (S4 Fig.). Next, we used the dataset with only in-
creased GPR158 expression at 1.5-fold or higher (18 out of 216 cases) to determine if
increased GPR158 expression was associated with disease-free survival of PCa patients. We
found that patients with increased GPR158 mRNA expression (red line) have lower rates of
disease-free survival (p = 0.018, Fig. 10A), compared to the cases of unaltered GPR158
levels (blue line). Perhaps of significance considering other findings of this study, we found
two cases of homozygous PTEN deletion, one case of AR amplification and one case of c-Myc
amplification out of 18 cases of upregulated GPR158 expression in PCa patients. Very
recently, GPR179, another orphan GPCR in the same family also called GPR158-like,
was identified as a possible AR regulator in a genome-wide RNA interference screen [52].
Thus, we also asked whether increased GPR179 mRNA expression (22 out of 216 cases) was
similarly associated with disease-free survival in PCa patients. Our analysis showed that in-
creased GPR179 expression was not associated with changes in disease-free survival
(p = 0.439; Fig. 10B).
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Fig 8. GPR158 effects on anchorage-independent colony formation in LNCaP cells. Soft agar
anchorage-independent colony formation assay was performed as described in materials and methods using
stably infected lenti-virus encoding either GPR158 (Lenti-GPR158) or vector control (Lenti-vector) LNCaP
cells. (A) Lenti-GPR158 or lenti-vector LNCaP cells were treated with DOX 100ng/mL for 3-days. The whole
cell lysates were subjected to western blot analysis using anti-ICD GPR158 antibodies. (B and C) The
representative scanned images of culture wells (B) and microscopic images under 20x magnification (C) of
crystal violet stained colonies formed at 14-days post-DOX treatment of lenti-GPR158 or lenti-vector cells are
shown. The magnification bar represents 100 μM (D and E). The numbers of colonies were counted under
the optical microscope (D) and their size was estimated using Nikon Eclipse Ti-E fluorescence microscope
software (E) for all the indicated sample types. The data represent the mean ± SE of three independent
experiments, with each experimental treatment performed in triplicate. ***p<.001; **p<.01, *p<.05; ns,
p>.05.

doi:10.1371/journal.pone.0117758.g008
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Discussion
GPCRs comprise very effective molecular targets for pharmacological therapeutics. Many
GPCRs show elevated expression in cancers, contributing broadly to tumor growth, progres-
sion and metastasis [53], and might serve as therapeutic targets. Many important activities and
roles have been identified for specific GPRCs in PCa [54–59]. Results of this study implicate
the newly characterized orphan of the glutamate family, GPR158, as another member of the
GPCR clan important in PCa. Recently, another glutamate family member, the newly

Fig 9. GPR158 expression in prostate tumors of the conditional Pten knockout mouse.Representative
H&E stain of sections cut from the anterior (AP), ventral (VP) and dorsolateral (DLP) lobes of a 10-month old
Pten+/+ (a-c) or Pten-/- (d-f) mouse prostate. IHC localization of GPR158 performed on sections from the
Pten+/+ (g-i) or Pten-/- (j-l) mouse prostate. Anti-ICD GPR158 antibody was used at a 1:100 dilution for all the
slides. The magnification bar represents 100 μM. The * indicates the region selected for magnified view (g-l).
Consecutive sections taken from each lobe from the Pten+/+ (m-o) or Pten-/- (p-r) mouse prostate were
immunostained with anti-AR antibodies (1:200 dilution), showing the co-localization of AR and GPR158.

doi:10.1371/journal.pone.0117758.g009
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deorphanized GPRC6A, was characterized as a component of a novel NE network regulated by
osteocalcin, and evidence for a role in PCa was presented [60]. Importantly however, the find-
ings of the current study suggest that GPR158 acts by mechanisms different than other GPCRs.
Moreover, our findings suggest that GPR158 could act at multiple steps in the process of PCa
tumorigenesis and progression.

Evidence that GPR158 Operates via an AR Bypass Pathway
We show that endogenous GPR158 promotes cell proliferation in androgen-sensitive LNCaP
cells, but also in three androgen-insensitive PCa cell lines that can proliferate in the absence of
androgens. We also observed that GPR158 stimulates expression of the AR in both LNCaP and
its androgen-insensitive derivative C4-2B. Clinically, overexpression of the AR is found in up to
one-third of CRPC, providing a mechanism to sensitize PCa cells to low serum levels of andro-
gens during ADT [61,62]. Our experiments identify GPR158 as an androgen-responsive gene in
androgen-sensitive cells; thus this observation is consistent with a mechanism whereby GPR158
participates in an androgen-regulated positive feedback loop. Androgens are the key regulators
of PCa cell proliferation, and early prostate tumors are androgen-dependent. CRPC occurs
when tumors evolve to become independent of androgens. However, even in in CRPC, contin-
ued AR gene expression and signaling is often seen as critical, as most tumors remain AR-de-
pendent through aberrant mechanisms of AR activation [61]. One of the “outlaw” pathways
utilized by GPCRs is activation of receptor tyrosine kinases, leading to ligand-independent acti-
vation of the AR, and circumventing the requirement for androgens [53]. This means that
GPR158-mediated stimulation of cell proliferation and AR expression could promote growth of
both androgen-sensitive and androgen-insensitive tumors. Moreover, endogenous GPR158 pro-
motes cell proliferation in PCa cell lines that are not only androgen-insensitive, but that also ap-
pear to lack a functional AR. This suggests that GPR158 must also be able to operate in these
cells via a pathway that bypasses the AR altogether.

As mentioned above, the typical GPCR signals through pathways initiated by coupling to
heterotrimeric G proteins. In characterized glutamate family members, the long GPCR extra-
cellular domain (ECD) creates a “Venus Flytrap” (VFT) structure that binds amino acids, sug-
ars or ions, thus sensing their presence [3]. This information is transmitted to the 7TM
domain, which interacts with heterotrimeric G proteins that control intracellular signaling cas-
cades. GPR158 is different however. While it possesses a long ECD, this domain does not bear
features of the VFT. Instead it contains a novel leucine zipper module and a Ca+2-binding epi-
dermal growth factor (EGF)-like module, which are typically involved in protein-protein inter-
actions [7,8]. The critical amino acids for coupling with G proteins are conserved in GPR158,
thus it is possible that binding of an extracellular protein ligand results in transmission of a ca-
nonical signal [7,8]. However, our previous findings in TBM cells from the eye suggest that
GPR158 stimulates cell proliferation by a non-canonical mechanism requiring nuclear

Fig 10. Association of GPR158 levels with lower disease free survival in PCa patients. Kaplan-Meier
curves showing percent of patient’s disease free survival versusmonths disease free. The plots were
generated using expression analysis of 216 tumors with expression changes of 1.5-fold or higher (the data
are taken from [51], analyzed using http://www.cbioportal.org/public-portal/). (A) Patients with increased
GPR158 mRNA (red line) have lower disease free survival, in comparison with cases of unaltered GPR158
expression (blue line). (B) Patients with increased GPR179 showed no change in disease free survival. (A
andB) The numbers of cases used in each group are shown in the graph. The cases with reduced
expression of GPR158 (n = 1) and GPR179 (n = 3) were excluded from the analysis. MMDF; median months
disease free.

doi:10.1371/journal.pone.0117758.g010
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localization [8]. We show here, that nuclear translocation is also a requirement for GPR158 to
stimulate cell proliferation in LNCaP cells.

Our subcellular fractionation experiments identified a high percentage of GPR158 in the sol-
uble nuclear chromatin-bound protein fraction of the nucleus of the four PCa cell lines exam-
ined, as well as in normal PHPECs. At this site it would be properly situated to participate in
stimulating cell proliferation and AR gene transcription. In our recent publication [8], we noted
proteomics studies that identified direct GPR158 binding to transcription factors c-Myc [63]
and Pitx2 [64]. Canonical GPCR signaling can enhance expression of the AR via the c-Myc
pathway [65]; a role for Pitx2 in regulation of AR expression has also been documented [66].
Thus c-Myc and Pitx2 represent candidates for participating in GPR158-mediated regulation of
cell proliferation and AR expression.

IHC data deposited in The Human Protein Atlas (HPA), an on-line database [67], reveals
that most normal human organs display weak to moderate nuclear and/or cytoplasmic/
membranous positivity for GPR158, primarily in epithelial tissues and glands. A selection of
normal prostate and prostatic adenocarcinoma samples included in the database reveal a simi-
lar range of distributions, but there is not enough information to determine whether a specific
subcellular location of GPR158 might associate with tumorigenesis or progression to CRPC.
Our subcellular fractionation studies revealed that a portion of GPR158 protein could also be
found in the cytosolic, membrane and cytoskeletal fractions. In particular, the C4-2B sub-line
showed considerably more cytoskeletal localization than LNCaP cells, and NED in LNCaP
cells was associated with a strong redistribution of GPR158 to the cytoskeletal fraction. Perhaps
relevant is a recent comparative genomic and transcriptomic analysis of LNCaP and C4-2B
cells that identified 703 differentially expressed genes, with the most significant changes in the
ECM-receptor interaction pathways and in focal adhesions [31]. Future studies on GPR158 ac-
tion at the plasma membrane will be needed to understand the reasons for, and functional im-
plications of, the differential subcellular localization of GPR158 in these cell lines.

Evidence that GPR158 Plays a Role in NED
An important phenomenon associated with development of CRPC in vivo is NED, especially
seen with ADT. It has been proposed that NED is normally suppressed by signaling through
the androgen receptor [68,69]. PCa tumor growth and NED are at opposite ends of the prostate
epithelial cell spectrum of behaviors, with NED characterized by cell cycle withdrawal, loss of
AR expression and acquisition of a neuronal phenotype. Here we present evidence that
GPR158 could play a part in both PCa tumor growth and NED. One appealing hypothesis for a
mechanism to explain this dual role is that, in addition to the documented nuclear activity,
GPR158 also has a second activity at the plasma membrane.

While we showed that most of the GPR158 protein continues to localize in the nucleus in
NE cells, we observed some subcellular redistribution, with increased GPR158 in the mem-
brane extract, as compared with LNCaP cells. Moreover, total GPR158 increases, thus the
amount available at the plasma membrane at any given time would also increase. This could
possibly contribute to an overall higher level of plasma membrane activity of GPR158 in
NE cells.

As noted above, it is not known whether GPR158 exhibits canonical GPCR activity. Howev-
er it has been shown that GPR158 can act as a scaffold protein at the plasma membrane, bind-
ing the heterotrimeric G protein, Gbeta5, and recruiting members of the R7 family of GTPase
Activating Proteins (GAPs), such as RGS7 [7]. In this capacity it functions to inhibit signaling
by GPCRs that can interact with R7 family GAPs, i.e., GPCRs that couple with the inhibitory
family of Galpha proteins. Significantly, a study that profiled all heterotrimeric G proteins in
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LNCaP and C4-2B cells found that Gbeta5 is conspicuously absent [70], however, this situation
could change with NED. Perhaps of relevance, data mining results obtained in the current
study indicate that RGS7 is co-expressed with GPR158 in breast cancer along with many
NE markers.

We note that NED in LNCaP cell cultures can be induced in a number of ways, including
by elevation of cAMP through treatment with epinephrine, which activates the beta-
adrenergic receptor (a GPCR) and stimulates cAMP levels [48,71]. GPR158, acting as a canoni-
cal GPCR, might have a similar activity in stimulating cAMP levels. In addition, when acting as
a scaffold protein, GPR158 could block the inhibition of adenylyl cyclase mediated by GPCRs
that couple with the inhibitory family of Galpha proteins, thus raising intracellular cAMP levels
gradually via a positive feedback loop. This intriguing mechanism is currently
being investigated.

Clinical Relevance of GPR158
Our results indicate that increased GPR158 stimulates colony formation in the anchorage-
independent soft agar assay, which is considered as an indicator of the capacity for tumor
growth in vivo [72]. Consistent with this, we found that GPR158 protein expression is highly
increased in prostate tumor tissue from all three lobes of prostate isolated from a Pten−/− mice,
compared with the normal prostate from Pten+/+ mice. Interestingly, increased GPR158 ex-
pression is observed at the leading edges of glands, where cancer cells are invading the sur-
rounding stroma, suggesting that GPR158 up-regulation in Pten−/− PCa cells could contribute
to tumor invasion.

Most significantly, localization of GPR158 expression corresponded with AR expression.
This observation is consistent with the mechanism we proposed based on our cell culture ex-
periments, whereby androgens stimulate expression of GPR158, and GPR158 then stimulates
expression of the AR in an androgen-regulated positive feedback loop. Examination of
GPR158 expression in NED, and in androgen-insensitive tumors that recur following castra-
tion in this mouse model, is now being pursued in a thorough follow-up study.

Importantly, the Kaplan-Meier analysis on the dataset from the Memorial Sloan Kettering
cancer genome portal showed that increased GPR158 expression in tumors is associated with
lower disease-free survival. Combined with the other findings presented here, this strongly sug-
gests that pharmaceuticals targeting GPR158 could represent a new approach to the prevention
and management of PCa. The novel activities of GPR158 in PCa cells, as characterized in this
study, suggest that multiple targeting approaches could be used successful.

Supporting Information
S1 Fig. Detection of GPR158 and AR in the DU145 and PC-3 cell lines used in this study.
The DU145 and PC-3 sub-line PC-3AR+ were originally characterized and maintained in the
lab of a co-author on this study (Coetzee). The Western blots used in Fig. 6 were stripped and
re-probed for AR protein. As also described in Fig. 6, the amount of protein loaded for each
fraction is indicated. Specific protein markers were used to validate and confirm the purity of
the five subcellular fractions examined: cytoplasmic extract (CE) = alpha-tubulin, membrane
extract (ME) = EGFR, soluble nuclear extract (NE) = Sp1, chromatin-bound nuclear extract
(CBE) = histone H3 and insoluble cytoskeletal extract (CSE) lamin A/C. AR protein is detected
in PC-3AR+ cells, but not in DU145 cells.
(PDF)
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S2 Fig. Androgen-mediated regulation of GPR158. A search of the NextBio “Pharmaco
Atlas” application was performed using “GPR158” as the query. The results revealed 7 inde-
pendent studies performed using LNCaP cells and all the studies showed increased GPR158
mRNA expression with DHT treatment. The description of selected biosets (1–7) is shown in
the graph.
(PDF)

S3 Fig. Effect of Dox treatment on expression of GPR158, AR and PSA in LNCaP cells. Pa-
rental LNCaP cells were treated with Dox at the indicated concentration for 3-days. The cell ly-
sates were subjected to western blotting using antibodies for GPR158, AR, PSA and beta-actin.
The data represent two independent experiments, each performed in duplicate.
(PDF)

S4 Fig. GPR158 and GPR179 mRNA expression in human prostate cancer. Oncoplot dia-
gram of GPR158 and GPR179 expression using data from 216 human prostate cancer samples
[51] deposited to the Memorial Sloan Kettering cancer genome portal. Percentage of cases with
altered GPR158 (upper panel) and GPR179 (lower panel) fold change of 1.5 or greater
is shown.
(PDF)

Acknowledgments
The authors wish to express their appreciation to Dr. Amy Lee of the USC/Norris Comprehen-
sive Cancer Center for critical reading of the manuscript and Dr. Kian Kani and Paymaneh
D. Malihi for their technical assistance with the colony formation assay. The anti-lamin A/C
and anti-histone H3 antibodies were kindly provided by Dr. Lucio Comai and Dr. Amy
Merrill-Brugger, respectively, of the USC Institute for Genetic Medicine. Lillian Young of the
USC Department of Pathology’s Immunohistochemistry Laboratory is acknowledged for her
expert technical assistance with the IHC studies.

Author Contributions
Conceived and designed the experiments: NP MEGMEF. Performed the experiments: NP TI
SJ CPL. Analyzed the data: NP CPL MEGMEF. Contributed reagents/materials/analysis tools:
PRB EZ SG JP GAC. Wrote the paper: NP TI SJ CPL PRB JP GACMEGMEF.

References
1. Pierce KL, Premont RT, Lefkowitz RJ (2002) Seven-transmembrane receptors. Nat Rev Mol Cell Biol

3: 639–650. PMID: 12209124

2. Filmore D (2004) It's a GPCRWorld. Modern Drug Discovery 7: 24–28.

3. Bjarnadottir TK, Fredriksson R, Schioth HB (2005) The gene repertoire and the common evolutionary
history of glutamate, pheromone (V2R), taste(1) and other related G protein-coupled receptors. Gene
362: 70–84. PMID: 16229975

4. Wellendorph P, Brauner-Osborne H (2009) Molecular basis for amino acid sensing by family C G-pro-
tein-coupled receptors. Br J Pharmacol 156: 869–884. doi: 10.1111/j.1476-5381.2008.00078.x PMID:
19298394

5. Peachey NS, Ray TA, Florijn R, Rowe LB, Sjoerdsma T, et al. (2012) GPR179 is required for depolariz-
ing bipolar cell function and is mutated in autosomal-recessive complete congenital stationary night
blindness. Am J HumGenet 90: 331–339. doi: 10.1016/j.ajhg.2011.12.006 PMID: 22325362

6. Audo I, Bujakowska K, Orhan E, Poloschek CM, Defoort-Dhellemmes S, et al. (2012) Whole-exome se-
quencing identifies mutations in GPR179 leading to autosomal-recessive complete congenital station-
ary night blindness. Am J HumGenet 90: 321–330. doi: 10.1016/j.ajhg.2011.12.007 PMID: 22325361

GPR158 and Prostate Cancer

PLOS ONE | DOI:10.1371/journal.pone.0117758 February 18, 2015 26 / 30

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0117758.s002
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0117758.s003
http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0117758.s004
http://www.ncbi.nlm.nih.gov/pubmed/12209124
http://www.ncbi.nlm.nih.gov/pubmed/16229975
http://dx.doi.org/10.1111/j.1476-5381.2008.00078.x
http://www.ncbi.nlm.nih.gov/pubmed/19298394
http://dx.doi.org/10.1016/j.ajhg.2011.12.006
http://www.ncbi.nlm.nih.gov/pubmed/22325362
http://dx.doi.org/10.1016/j.ajhg.2011.12.007
http://www.ncbi.nlm.nih.gov/pubmed/22325361


7. Orlandi C, Posokhova E, Masuho I, Ray TA, Hasan N, et al. (2012) GPR158/179 regulate G protein sig-
naling by controlling localization and activity of the RGS7 complexes. J Cell Biol 197: 711–719. doi: 10.
1083/jcb.201202123 PMID: 22689652

8. Patel N, Itakura T, Gonzalez JM Jr, Schwartz SG, Fini ME (2013) GPR158, an orphan member of G
protein-coupled receptor Family C: glucocorticoid-stimulated expression and novel nuclear role. PLoS
One 8: e57843. doi: 10.1371/journal.pone.0057843 PMID: 23451275

9. Chandran UR, Ma C, Dhir R, Bisceglia M, Lyons-Weiler M, et al. (2007) Gene expression profiles of
prostate cancer reveal involvement of multiple molecular pathways in the metastatic process. BMC
Cancer 7: 64. PMID: 17430594

10. Salazar MD, RatnamM, Patki M, Kisovic I, Trumbly R, et al. (2011) During hormone depletion or tamox-
ifen treatment of breast cancer cells the estrogen receptor apoprotein supports cell cycling through the
retinoic acid receptor alpha1 apoprotein. Breast Cancer Res 13: R18. doi: 10.1186/bcr2827 PMID:
21299862

11. Siegel R, Ma J, Zou Z, Jemal A (2014) Cancer statistics, 2014. CA Cancer J Clin 64: 9–29. doi: 10.
3322/caac.21208 PMID: 24399786

12. Karantanos T, Corn PG, Thompson TC (2013) Prostate cancer progression after androgen deprivation
therapy: mechanisms of castrate resistance and novel therapeutic approaches. Oncogene 32:
5501–5511. doi: 10.1038/onc.2013.206 PMID: 23752182

13. Marques RB, Dits NF, Erkens-Schulze S, vanWeerdenWM, Jenster G (2010) Bypass mechanisms of
the androgen receptor pathway in therapy-resistant prostate cancer cell models. PLoS One 5: e13500.
doi: 10.1371/journal.pone.0013500 PMID: 20976069

14. Koivisto P, Kononen J, Palmberg C, Tammela T, Hyytinen E, et al. (1997) Androgen receptor gene am-
plification: a possible molecular mechanism for androgen deprivation therapy failure in prostate cancer.
Cancer Res 57: 314–319. PMID: 9000575

15. Labrie F, Belanger A, Dupont A, Luu-The V, Simard J, et al. (1993) Science behind total androgen
blockade: from gene to combination therapy. Clin Invest Med 16: 475–492. PMID: 8013153

16. McDonnell TJ, Troncoso P, Brisbay SM, Logothetis C, Chung LW, et al. (1992) Expression of the proto-
oncogene bcl-2 in the prostate and its association with emergence of androgen-independent prostate
cancer. Cancer Res 52: 6940–6944. PMID: 1458483

17. Shiota M, Yokomizo A, Naito S (2011) Increased androgen receptor transcription: a cause of castra-
tion-resistant prostate cancer and a possible therapeutic target. J Mol Endocrinol 47: R25–41. doi: 10.
1530/JME-11-0018 PMID: 21504942

18. Sun Y, Niu J, Huang J (2009) Neuroendocrine differentiation in prostate cancer. Am J Transl Res 1:
148–162. PMID: 19956427

19. Li Z, Chen CJ, Wang JK, Hsia E, Li W, et al. (2013) Neuroendocrine differentiation of prostate cancer.
Asian J Androl 15: 328–332. doi: 10.1038/aja.2013.7 PMID: 23503426

20. Sagnak L, Topaloglu H, Ozok U, Ersoy H (2011) Prognostic significance of neuroendocrine differentia-
tion in prostate adenocarcinoma. Clin Genitourin Cancer 9: 73–80. doi: 10.1016/j.clgc.2011.07.003
PMID: 22035833

21. Bonkhoff H (1998) Neuroendocrine cells in benign and malignant prostate tissue: morphogenesis, pro-
liferation, and androgen receptor status. Prostate Suppl 8: 18–22. PMID: 9690659

22. Abrahamsson PA (1999) Neuroendocrine cells in tumour growth of the prostate. Endocr Relat Cancer
6: 503–519. PMID: 10730904

23. Abrahamsson PA (1999) Neuroendocrine differentiation in prostatic carcinoma. Prostate 39: 135–148.
PMID: 10221570

24. Jongsma J, OomenMH, Noordzij MA, VanWeerdenWM, Martens GJ, et al. (2000) Androgen depriva-
tion of the PC-310 [correction of prohormone convertase-310] human prostate cancer model system in-
duces neuroendocrine differentiation. Cancer Res 60: 741–748. PMID: 10676662

25. Jongsma J, OomenMH, Noordzij MA, Romijn JC, van Der Kwast TH, et al. (2000) Androgen-indepen-
dent growth is induced by neuropeptides in human prostate cancer cell lines. Prostate 42: 34–44.
PMID: 10579797

26. Sarker D, Reid AH, Yap TA, de Bono JS (2009) Targeting the PI3K/AKT pathway for the treatment of
prostate cancer. Clin Cancer Res 15: 4799–4805. doi: 10.1158/1078-0432.CCR-08-0125 PMID:
19638457

27. Veldscholte J, Berrevoets CA, Brinkmann AO, Grootegoed JA, Mulder E (1992) Anti-androgens and
the mutated androgen receptor of LNCaP cells: differential effects on binding affinity, heat-shock pro-
tein interaction, and transcription activation. Biochemistry 31: 2393–2399. PMID: 1540595

GPR158 and Prostate Cancer

PLOS ONE | DOI:10.1371/journal.pone.0117758 February 18, 2015 27 / 30

http://dx.doi.org/10.1083/jcb.201202123
http://dx.doi.org/10.1083/jcb.201202123
http://www.ncbi.nlm.nih.gov/pubmed/22689652
http://dx.doi.org/10.1371/journal.pone.0057843
http://www.ncbi.nlm.nih.gov/pubmed/23451275
http://www.ncbi.nlm.nih.gov/pubmed/17430594
http://dx.doi.org/10.1186/bcr2827
http://www.ncbi.nlm.nih.gov/pubmed/21299862
http://dx.doi.org/10.3322/caac.21208
http://dx.doi.org/10.3322/caac.21208
http://www.ncbi.nlm.nih.gov/pubmed/24399786
http://dx.doi.org/10.1038/onc.2013.206
http://www.ncbi.nlm.nih.gov/pubmed/23752182
http://dx.doi.org/10.1371/journal.pone.0013500
http://www.ncbi.nlm.nih.gov/pubmed/20976069
http://www.ncbi.nlm.nih.gov/pubmed/9000575
http://www.ncbi.nlm.nih.gov/pubmed/8013153
http://www.ncbi.nlm.nih.gov/pubmed/1458483
http://dx.doi.org/10.1530/JME-11-0018
http://dx.doi.org/10.1530/JME-11-0018
http://www.ncbi.nlm.nih.gov/pubmed/21504942
http://www.ncbi.nlm.nih.gov/pubmed/19956427
http://dx.doi.org/10.1038/aja.2013.7
http://www.ncbi.nlm.nih.gov/pubmed/23503426
http://dx.doi.org/10.1016/j.clgc.2011.07.003
http://www.ncbi.nlm.nih.gov/pubmed/22035833
http://www.ncbi.nlm.nih.gov/pubmed/9690659
http://www.ncbi.nlm.nih.gov/pubmed/10730904
http://www.ncbi.nlm.nih.gov/pubmed/10221570
http://www.ncbi.nlm.nih.gov/pubmed/10676662
http://www.ncbi.nlm.nih.gov/pubmed/10579797
http://dx.doi.org/10.1158/1078-0432.CCR-08-0125
http://www.ncbi.nlm.nih.gov/pubmed/19638457
http://www.ncbi.nlm.nih.gov/pubmed/1540595


28. Veldscholte J, Berrevoets CA, Ris-Stalpers C, Kuiper GG, Jenster G, et al. (1992) The androgen recep-
tor in LNCaP cells contains a mutation in the ligand binding domain which affects steroid binding char-
acteristics and response to antiandrogens. J Steroid BiochemMol Biol 41: 665–669. PMID: 1562539

29. Kuiper GG, de Ruiter PE, Brinkmann AO (1992) Androgen receptor heterogeneity in LNCaP cells is
caused by a hormone independent phosphorylation step. J Steroid BiochemMol Biol 41: 697–700.
PMID: 1562542

30. Liu P, Cheng H, Roberts TM, Zhao JJ (2009) Targeting the phosphoinositide 3-kinase pathway in can-
cer. Nat Rev Drug Discov 8: 627–644. doi: 10.1038/nrd2926 PMID: 19644473

31. Spans L, Helsen C, Clinckemalie L, Van den Broeck T, Prekovic S, et al. (2014) Comparative genomic
and transcriptomic analyses of LNCaP and C4-2B prostate cancer cell lines. PLoS One 9: e90002. doi:
10.1371/journal.pone.0090002 PMID: 24587179

32. WuHC, Hsieh JT, Gleave ME, Brown NM, Pathak S, et al. (1994) Derivation of androgen-independent
human LNCaP prostatic cancer cell sublines: role of bone stromal cells. Int J Cancer 57: 406–412.
PMID: 8169003

33. Lee LF, Guan J, Qiu Y, Kung HJ (2001) Neuropeptide-induced androgen independence in prostate
cancer cells: roles of nonreceptor tyrosine kinases Etk/Bmx, Src, and focal adhesion kinase. Mol Cell
Biol 21: 8385–8397. PMID: 11713275

34. Buchanan G, Craft PS, Yang M, Cheong A, Prescott J, et al. (2004) PC-3 cells with enhanced androgen
receptor signaling: a model for clonal selection in prostate cancer. Prostate 60: 352–366. PMID:
15264248

35. Shin KJ, Wall EA, Zavzavadjian JR, Santat LA, Liu J, et al. (2006) A single lentiviral vector platform for
microRNA-based conditional RNA interference and coordinated transgene expression. Proc Natl Acad
Sci U S A 103: 13759–13764. PMID: 16945906

36. Rockstroh MMS, Jende C, Kerzhner A, von Bergen M, Tomm JM (2011) Cell fractionation: an impor-
tant tool for compartment proteomics. JIOMICS 1: 135–143.

37. Liao CP, Zhong C, Saribekyan G, Bading J, Park R, et al. (2007) Mouse models of prostate adenocarci-
noma with the capacity to monitor spontaneous carcinogenesis by bioluminescence or fluorescence.
Cancer Res 67: 7525–7533. PMID: 17671224

38. Kupershmidt I, Su QJ, Grewal A, Sundaresh S, Halperin I, et al. (2010) Ontology-based meta-analysis
of global collections of high-throughput public data. PLoS One 5. doi: 10.1371/journal.pone.0014462
PMID: 21283510

39. Chen S, Xu Y, Yuan X, Bubley GJ, Balk SP (2006) Androgen receptor phosphorylation and stabilization
in prostate cancer by cyclin-dependent kinase 1. Proc Natl Acad Sci U S A 103: 15969–15974. PMID:
17043241

40. Thalmann GN, Sikes RA, Wu TT, Degeorges A, Chang SM, et al. (2000) LNCaP progression model of
human prostate cancer: androgen-independence and osseous metastasis. Prostate 44: 91–103 Jul
101;144(102). PMID: 10881018

41. Linja MJ, Savinainen KJ, Saramaki OR, Tammela TL, Vessella RL, et al. (2001) Amplification and over-
expression of androgen receptor gene in hormone-refractory prostate cancer. Cancer Res 61:
3550–3555. PMID: 11325816

42. Ahler E, SullivanWJ, Cass A, Braas D, York AG, et al. (2013) Doxycycline alters metabolism and prolif-
eration of human cell lines. PLoS One 8: e64561. doi: 10.1371/journal.pone.0064561 PMID: 23741339

43. Rhodes DR, Yu J, Shanker K, Deshpande N, Varambally R, et al. (2004) ONCOMINE: a cancer micro-
array database and integrated data-mining platform. Neoplasia 6: 1–6. PMID: 15068665

44. Wu JT, Erickson AJ, Tsao KC, Wu TL, Sun CF (2000) Elevated serum chromogranin A is detectable in
patients with carcinomas at advanced disease stages. Ann Clin Lab Sci 30: 175–178. PMID:
10807161

45. Shen R, Dorai T, Szaboles M, Katz AE, Olsson CA, et al. (1997) Transdifferentiation of cultured human
prostate cancer cells to a neuroendocrine cell phenotype in a hormone-depleted medium. Urol Oncol
3: 67–75. PMID: 21227062

46. Zelivianski S, Verni M, Moore C, Kondrikov D, Taylor R, et al. (2001) Multipathways for transdifferentia-
tion of human prostate cancer cells into neuroendocrine-like phenotype. Biochim Biophys Acta 1539:
28–43. PMID: 11389966

47. Yuan TC, Veeramani S, Lin FF, Kondrikou D, Zelivianski S, et al. (2006) Androgen deprivation induces
human prostate epithelial neuroendocrine differentiation of androgen-sensitive LNCaP cells. Endocr
Relat Cancer 13: 151–167. PMID: 16601285

48. Mori R, Xiong S, Wang Q, Tarabolous C, Shimada H, et al. (2009) Gene profiling and pathway analysis
of neuroendocrine transdifferentiated prostate cancer cells. Prostate 69: 12–23. doi: 10.1002/pros.
20851 PMID: 18814146

GPR158 and Prostate Cancer

PLOS ONE | DOI:10.1371/journal.pone.0117758 February 18, 2015 28 / 30

http://www.ncbi.nlm.nih.gov/pubmed/1562539
http://www.ncbi.nlm.nih.gov/pubmed/1562542
http://dx.doi.org/10.1038/nrd2926
http://www.ncbi.nlm.nih.gov/pubmed/19644473
http://dx.doi.org/10.1371/journal.pone.0090002
http://www.ncbi.nlm.nih.gov/pubmed/24587179
http://www.ncbi.nlm.nih.gov/pubmed/8169003
http://www.ncbi.nlm.nih.gov/pubmed/11713275
http://www.ncbi.nlm.nih.gov/pubmed/15264248
http://www.ncbi.nlm.nih.gov/pubmed/16945906
http://www.ncbi.nlm.nih.gov/pubmed/17671224
http://dx.doi.org/10.1371/journal.pone.0014462
http://www.ncbi.nlm.nih.gov/pubmed/21283510
http://www.ncbi.nlm.nih.gov/pubmed/17043241
http://www.ncbi.nlm.nih.gov/pubmed/10881018
http://www.ncbi.nlm.nih.gov/pubmed/11325816
http://dx.doi.org/10.1371/journal.pone.0064561
http://www.ncbi.nlm.nih.gov/pubmed/23741339
http://www.ncbi.nlm.nih.gov/pubmed/15068665
http://www.ncbi.nlm.nih.gov/pubmed/10807161
http://www.ncbi.nlm.nih.gov/pubmed/21227062
http://www.ncbi.nlm.nih.gov/pubmed/11389966
http://www.ncbi.nlm.nih.gov/pubmed/16601285
http://dx.doi.org/10.1002/pros.20851
http://dx.doi.org/10.1002/pros.20851
http://www.ncbi.nlm.nih.gov/pubmed/18814146


49. Wang S, Gao J, Lei Q, Rozengurt N, Pritchard C, et al. (2003) Prostate-specific deletion of the murine
Pten tumor suppressor gene leads to metastatic prostate cancer. Cancer Cell 4: 209–221. PMID:
14522255

50. Cerami E, Gao J, Dogrusoz U, Gross BE, Sumer SO, et al. (2012) The cBio cancer genomics portal: an
open platform for exploring multidimensional cancer genomics data. Cancer Discov 2: 401–404. doi:
10.1158/2159-8290.CD-12-0095 PMID: 22588877

51. Taylor BS, Schultz N, Hieronymus H, Gopalan A, Xiao Y, et al. (2010) Integrative genomic profiling of
human prostate cancer. Cancer Cell 18: 11–22. doi: 10.1016/j.ccr.2010.05.026 PMID: 20579941

52. Imberg-Kazdan K, Ha S, Greenfield A, Poultney CS, Bonneau R, et al. (2013) A genome-wide RNA in-
terference screen identifies new regulators of androgen receptor function in prostate cancer cells. Ge-
nome Res 23: 581–591. doi: 10.1101/gr.144774.112 PMID: 23403032

53. Bhola NE, Grandis JR (2008) Crosstalk between G-protein-coupled receptors and epidermal growth
factor receptor in cancer. Front Biosci 13: 1857–1865. PMID: 17981673

54. Taub JS, Guo R, Leeb-Lundberg LM, Madden JF, Daaka Y (2003) Bradykinin receptor subtype 1 ex-
pression and function in prostate cancer. Cancer Res 63: 2037–2041. PMID: 12727816

55. Nelson JB, Hedican SP, George DJ, Reddi AH, Piantadosi S, et al. (1995) Identification of endothelin-1
in the pathophysiology of metastatic adenocarcinoma of the prostate. Nat Med 1: 944–949. PMID:
7585222

56. Gioeli D, Mandell JW, Petroni GR, Frierson HF Jr, Weber MJ (1999) Activation of mitogen-activated
protein kinase associated with prostate cancer progression. Cancer Res 59: 279–284. PMID: 9927031

57. Price DT, Della Rocca G, Guo C, Ballo MS, Schwinn DA, et al. (1999) Activation of extracellular signal-
regulated kinase in human prostate cancer. J Urol 162: 1537–1542. PMID: 10492251

58. Gillies K, Wertman J, Charette N, Dupre DJ (2013) Anterograde trafficking of CXCR4 and CCR2 recep-
tors in a prostate cancer cell line. Cell Physiol Biochem 32: 74–85. doi: 10.1159/000350126 PMID:
23839224

59. Siddiqui EJ, Shabbir M, Mikhailidis DP, Thompson CS, Mumtaz FH (2006) The role of serotonin
(5-hydroxytryptamine1A and 1B) receptors in prostate cancer cell proliferation. J Urol 176: 1648–1653.
PMID: 16952708

60. Pi M, Quarles LD (2012) GPRC6A regulates prostate cancer progression. Prostate 72: 399–409. doi:
10.1002/pros.21442 PMID: 21681779

61. Feldman BJ, Feldman D (2001) The development of androgen-independent prostate cancer. Nat Rev
Cancer 1: 34–45. PMID: 11900250

62. Waltering KK, Helenius MA, Sahu B, Manni V, Linja MJ, et al. (2009) Increased expression of androgen
receptor sensitizes prostate cancer cells to low levels of androgens. Cancer Res 69: 8141–8149. doi:
10.1158/0008-5472.CAN-09-0919 PMID: 19808968

63. Agrawal P, Yu K, Salomon AR, Sedivy JM (2010) Proteomic profiling of Myc-associated proteins. Cell
Cycle 9: 4908–4921. PMID: 21150319

64. Miyamoto-Sato E, Fujimori S, Ishizaka M, Hirai N, Masuoka K, et al. (2010) A comprehensive resource
of interacting protein regions for refining human transcription factor networks. PLoS One 5: e9289. doi:
10.1371/journal.pone.0009289 PMID: 20195357

65. Lee JG, Zheng R, McCafferty-Cepero JM, Burnstein KL, Nanus DM, et al. (2009) Endothelin-1 en-
hances the expression of the androgen receptor via activation of the c-myc pathway in prostate cancer
cells. Mol Carcinog 48: 141–149. doi: 10.1002/mc.20462 PMID: 18623111

66. Schayek H, Bentov I, Jacob-Hirsch J, Yeung C, Khanna C, et al. (2012) Global methylation analysis
identifies PITX2 as an upstream regulator of the androgen receptor and IGF-I receptor genes in pros-
tate cancer. HormMetab Res 44: 511–519. doi: 10.1055/s-0032-1311566 PMID: 22495974

67. Ponten F, Jirstrom K, Uhlen M (2008) The Human Protein Atlas—a tool for pathology. J Pathol 216:
387–393. doi: 10.1002/path.2440 PMID: 18853439

68. Yuan TC, Veeramani S, Lin MF (2007) Neuroendocrine-like prostate cancer cells: neuroendocrine
transdifferentiation of prostate adenocarcinoma cells. Endocr Relat Cancer 14: 531–547. PMID:
17914087

69. Wright ME, Tsai MJ, Aebersold R (2003) Androgen receptor represses the neuroendocrine transdiffer-
entiation process in prostate cancer cells. Mol Endocrinol 17: 1726–1737. PMID: 12775765

70. El-Haibi CP, Sharma P, Singh R, Gupta P, Taub DD, et al. (2013) Differential G protein subunit expres-
sion by prostate cancer cells and their interaction with CXCR5. Mol Cancer 12: 64. doi: 10.1186/1476-
4598-12-64 PMID: 23773523

GPR158 and Prostate Cancer

PLOS ONE | DOI:10.1371/journal.pone.0117758 February 18, 2015 29 / 30

http://www.ncbi.nlm.nih.gov/pubmed/14522255
http://dx.doi.org/10.1158/2159-8290.CD-12-0095
http://www.ncbi.nlm.nih.gov/pubmed/22588877
http://dx.doi.org/10.1016/j.ccr.2010.05.026
http://www.ncbi.nlm.nih.gov/pubmed/20579941
http://dx.doi.org/10.1101/gr.144774.112
http://www.ncbi.nlm.nih.gov/pubmed/23403032
http://www.ncbi.nlm.nih.gov/pubmed/17981673
http://www.ncbi.nlm.nih.gov/pubmed/12727816
http://www.ncbi.nlm.nih.gov/pubmed/7585222
http://www.ncbi.nlm.nih.gov/pubmed/9927031
http://www.ncbi.nlm.nih.gov/pubmed/10492251
http://dx.doi.org/10.1159/000350126
http://www.ncbi.nlm.nih.gov/pubmed/23839224
http://www.ncbi.nlm.nih.gov/pubmed/16952708
http://dx.doi.org/10.1002/pros.21442
http://www.ncbi.nlm.nih.gov/pubmed/21681779
http://www.ncbi.nlm.nih.gov/pubmed/11900250
http://dx.doi.org/10.1158/0008-5472.CAN-09-0919
http://www.ncbi.nlm.nih.gov/pubmed/19808968
http://www.ncbi.nlm.nih.gov/pubmed/21150319
http://dx.doi.org/10.1371/journal.pone.0009289
http://www.ncbi.nlm.nih.gov/pubmed/20195357
http://dx.doi.org/10.1002/mc.20462
http://www.ncbi.nlm.nih.gov/pubmed/18623111
http://dx.doi.org/10.1055/s-0032-1311566
http://www.ncbi.nlm.nih.gov/pubmed/22495974
http://dx.doi.org/10.1002/path.2440
http://www.ncbi.nlm.nih.gov/pubmed/18853439
http://www.ncbi.nlm.nih.gov/pubmed/17914087
http://www.ncbi.nlm.nih.gov/pubmed/12775765
http://dx.doi.org/10.1186/1476-4598-12-64
http://dx.doi.org/10.1186/1476-4598-12-64
http://www.ncbi.nlm.nih.gov/pubmed/23773523


71. Bang YJ, Pirnia F, FangWG, KangWK, Sartor O, et al. (1994) Terminal neuroendocrine differentiation
of human prostate carcinoma cells in response to increased intracellular cyclic AMP. Proc Natl Acad
Sci U S A 91: 5330–5334. PMID: 8202489

72. Shin SI, Freedman VH, Risser R, Pollack R (1975) Tumorigenicity of virus-transformed cells in nude
mice is correlated specifically with anchorage independent growth in vitro. Proc Natl Acad Sci U S A
72: 4435–4439. PMID: 172908

GPR158 and Prostate Cancer

PLOS ONE | DOI:10.1371/journal.pone.0117758 February 18, 2015 30 / 30

http://www.ncbi.nlm.nih.gov/pubmed/8202489
http://www.ncbi.nlm.nih.gov/pubmed/172908


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


