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Bacteria of the Salmonella genus cause diseases ranging from gastroenteritis to

life-threatening typhoid fever and are among the most successful intracellular pathogens

known. After the invasion of the eukaryotic cell, Salmonella exhibits contrasting

lifestyles with different replication rates and subcellular locations. Although Salmonella

hyper-replicates in the cytosol of certain host cell types, most invading bacteria remain

within vacuoles in which the pathogen proliferates at moderate rates or persists in a

dormant-like state. Remarkably, these cytosolic and intra-vacuolar intracellular lifestyles

are not mutually exclusive and can co-exist in the same infected host cell. The

mechanisms that direct the invading bacterium to follow the cytosolic or intra-vacuolar

“pathway” remain poorly understood. In vitro studies show predominance of either

the cytosolic or the intra-vacuolar population depending on the host cell type invaded

by the pathogen. The host and pathogen factors controlling phagosomal membrane

integrity and, as consequence, the egress into the cytosol, are intensively investigated.

Other aspects of major interest are the host defenses that may affect differentially

the cytosolic and intra-vacuolar populations and the strategies used by the pathogen

to circumvent these attacks. Here, we summarize current knowledge about these

Salmonella intracellular subpopulations and discuss how they emerge during the

interaction of this pathogen with the eukaryotic cell.
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INTRODUCTION

Pioneer studies by Takeuchi and colleagues, dated on 1967 (Takeuchi, 1967; Takeuchi and Sprinz,
1967), opened a new era for the analysis of Salmonella pathogenesis. Using electron microscopy
techniques, these authors provided the first evidence for an intracellular location of this pathogen
when it invaded the intestinal epithelium of guinea pigs. The studies described that, as bacteria
advanced into the intestinal epithelial cell, they “became membrane-enclosed” by a process like
that seen in macrophages (Takeuchi, 1967; Takeuchi and Sprinz, 1967). Subsequent in vitro studies
involving bacterial infection of cultured epithelial HeLa cells confirmed the presence of Salmonella
insidemembrane-bound vacuoles (Kihlstrom and Latkovic, 1978). This intra-vacuolar location was
further corroborated in all cell lines and cell types tested, including polarized epithelial cells (Finlay
and Falkow, 1989). Despite the widely-accepted classification of Salmonella as a pathogen residing
within membrane-bound vacuoles, the last decade has accumulated evidence supporting transit
to the cytosol of some bacteria from this intra-vacuolar population. This review focuses on the
differentiation of these two Salmonella populations, cytosolic and intra-vacuolar, and how these
lifestyles are regulated by host and pathogen factors.

http://www.frontiersin.org/cellular_and_infection_microbiology
http://www.frontiersin.org/cellular_and_infection_microbiology/editorialboard
http://www.frontiersin.org/cellular_and_infection_microbiology/editorialboard
http://www.frontiersin.org/cellular_and_infection_microbiology/editorialboard
http://www.frontiersin.org/cellular_and_infection_microbiology/editorialboard
https://doi.org/10.3389/fcimb.2017.00432
http://crossmark.crossref.org/dialog/?doi=10.3389/fcimb.2017.00432&domain=pdf&date_stamp=2017-10-04
http://www.frontiersin.org/cellular_and_infection_microbiology
http://www.frontiersin.org
http://www.frontiersin.org/cellular_and_infection_microbiology/archive
https://creativecommons.org/licenses/by/4.0/
mailto:fgportillo@cnb.csic.es
https://doi.org/10.3389/fcimb.2017.00432
http://journal.frontiersin.org/article/10.3389/fcimb.2017.00432/abstract
http://loop.frontiersin.org/people/186056/overview


Castanheira and García-del Portillo Salmonella Intracellular Populations

A RETROSPECTIVE VIEW TO THE
SALMONELLA-CONTAINING VACUOLE
(SCV) AND SALMONELLA

INTRACELLULAR POPULATIONS

The in vivo studies by Takeuchi and colleagues and the
analyses performed in the seventies focused mainly on tracking
of the pathogen in infected cells using transmission electron
microscopy (TEM). This technique allowed researchers to
demonstrate the presence of a vacuolar membrane surrounding
intracellular Salmonella (Figure 1). In the early nineties, studies
based on immunofluorescence microscopy uncovered the
identity of host proteins located in the vacuolar membrane
surrounding intracellular Salmonella, specifically the lysosomal
membrane glycoproteins Lamp-1 and Lamp-2 (García-del
Portillo et al., 1993; García-del Portillo and Finlay, 1995;
Figure 1). One of these studies coined the term Salmonella-
containing vacuole (SCV) to this specialized phagosomal
compartment (García-del Portillo and Finlay, 1995). Further
studies focused on the analysis of other eukaryotic organelle
markers in Salmonella-infected cells to dissect the trafficking
route of the SCV (Martinez-Lorenzo et al., 2001; Catron et al.,
2002; Steele-Mortimer et al., 2002). An important conclusion of
these studies was that the SCV is a highly dynamic compartment
undergoing loss and gain of Rab GTPases involved in early and
intermediate steps of the endocytic pathway (Meresse et al., 1999;
Steele-Mortimer et al., 1999; Brumell et al., 2001; Bakowski et al.,
2010; Figure 1). Interaction of the cytoskeletal motor proteins
kinesin and dynein with the SCV and the modulation of these
interactions by effector proteins translocated by specialized type
III secretion systems (T3SS), were also major breakthroughs in
the field (Guignot et al., 2004; Harrison et al., 2004; Marsman
et al., 2004; Boucrot et al., 2005; Dumont et al., 2007; Figure 1).

In a seminal paper, Holden and colleagues linked the function
of SifA, an effector translocated by the T3SS encoded in
Salmonella pathogenicity island 2 (SPI-2) -hereinafter referred
as SPI2-T3SS-, to stability of the SCV membrane. These authors
observed a high proportion of Salmonella sifA mutant bacteria
“free” in the cytosol of epithelial cells (Beuzon et al., 2000).
Further studies showed that some wild-type bacteria could also
reach the cytosol and proliferate at higher rates than when
they were intra-vacuolar (Brumell et al., 2002). Most of these
initial studies were carried out in HeLa epithelial cells, therefore
not providing clues about the vacuole-to-cytosol transition in
other infection models. Moreover, although the macrophage and
fibroblast cytosol were found not to be permissive for growth
of the sifA mutant (Beuzon et al., 2002), a comparative study
examining their bactericidal activity for wild-type Salmonellawas
not shown.

Later studies referred to a Salmonella population residing
within injured SCV (Birmingham and Brumell, 2006). Damaged
membranes expose glycans on their luminal side, which
are decorated with ubiquitin and recognized by lectins like
galectin-8. This glycan recognition is a danger signal that
facilitates recruitment of autophagy proteins and, ultimately,
autophagosome formation (Birmingham and Brumell, 2006;

Thurston et al., 2012). How the distinct Salmonella intra-
vacuolar subpopulations differing in SCV membrane integrity
and the population of “free” cytosolic bacteria interconnect
during the infection has not been yet examined in live-
cells. Other studies showed that the damaged SCV can be
“repaired,” either by increased recruitment of lysosomes with
detrimental consequences for the pathogen (Roy et al., 2004)
or, by the autophagy machinery allowing progression of the
infection (Kreibich et al., 2015). Autophagy has also been
proposed to promote replication of cytosolic bacteria (Yu et al.,
2014). Considering these observations, it is probable that some
intracellular Salmonella are only “transiently” exposed to the
host cell cytosol. Autophagy can therefore have deleterious or
beneficial effect to the pathogen depending on the host cell
type or the infection time. More recent studies focused on
the identification of host and pathogen factors that modulate
integrity of the SCV membrane (see below).

Salmonella Intracellular Populations in
Distinct Host Cell Types
Several studies claim that a cytosolic population of wild-type
Salmonella exists irrespectively of the host cell type examined
(Perrin et al., 2004; Birmingham and Brumell, 2006; Birmingham
et al., 2006; Meunier et al., 2014). Most of these studies however
lack a temporal analysis of the cytosolic population to define
whether it perpetuates along the infection or, by contrast, is
transient and effectively eradicated by the host cell defenses. As
an example, a recent work performed in rat and human fibroblast
cell lines (NRK-49F and BJ-5ta) showed that intracellular bacteria
are surrounded by a membrane containing lysosomal-membrane
glycoproteins at all post-infection times (Lopez-Montero et al.,
2016). This evidence discards the presence of a stable population
of “free” cytosolic bacteria in this cell type. Here, we summarize
these distinct features that vary depending the host cell type
invaded by the pathogen.

Epithelial Cells and Macrophages
To date, Salmonella intracellular subpopulations have been
characterized mostly in epithelial cells, predominantly in the
HeLa epithelial cell line derived from a human cervical cancer.
In this cell line, ∼10% of the initial intra-vacuolar population
gains access to the cytosol, where bacteria proliferate at high
rates to reach a progeny of >100 individuals per infected cell
(Knodler, 2015). There is also in vivo evidence for hyper-
replication of cytosolic Salmonella in the intestinal epithelium
leading to a bacteria-induced extrusion of heavily infected
enterocytes (Laughlin et al., 2014). Salmonella hyper-replication
in the cytosol was also reported in the gallbladder epithelium
and in polarized epithelial cells in which cell extrusion correlated
with inflammatory cell death, pyroptosis, characterized by the
release of IL-18 (Knodler et al., 2010). Bacteria-induced extrusion
of epithelial cells is tightly regulated, with an active role
of inflammasome components such as NAIP1-6, NLCR4 and
caspase-1/-11 (Knodler et al., 2014a; Sellin et al., 2014; Figure 2).
Heavily-infected cells are actively extruded in the gut lumen
of wild type mice whereas bacterial loads in the lumen drop

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org 2 October 2017 | Volume 7 | Article 432

http://www.frontiersin.org/cellular_and_infection_microbiology
http://www.frontiersin.org
http://www.frontiersin.org/cellular_and_infection_microbiology/archive


Castanheira and García-del Portillo Salmonella Intracellular Populations

FIGURE 1 | Main milestones in the discovery and subsequent characterization of the Salmonella-containing vacuole (SCV), the cytosolic population and the

contribution of host and pathogen factors to the dynamics of the intra-vacuolar and cytosolic populations.

significantly in mice defective for inflammasome components
(Sellin et al., 2014). This study also showed a large proportion
of infected enterocytes (∼90%) with a low average number
(≤ 10) of intracellular bacteria. This population of infected
enterocytes remained stable in numbers for the duration of the
experiment (see Figure 1D in Sellin et al., 2014). Interestingly,
these enterocytes mostly harbor intra-vacuolar bacteria (Sellin
et al., 2014). Although these infected cells were not further
examined by these authors, this intra-vacuolar population may
act as a pathogen reservoir in the intestinal epithelium (Figure 2),
an idea that could be tested in future studies. In conclusion,
the cytosolic and intra-vacuolar Salmonella populations observed
in vitro in cultured epithelial cells are also represented in vivo.
Some few differences can however be noted. For example, in vivo
the numbers of hyper-replicating cytosolic bacteria stay at an
average of 30–40 per infected cell instead of the more than 100
bacteria per cell reported in most in vitromodels (Knodler et al.,
2014b).

Salmonella intracellular populations are less characterized in
other eukaryotic cell types (Figure 2). As above mentioned, the
cytosol of macrophages and fibroblasts are not permissive for
proliferation of a Salmonella sifA mutant, which however hyper-
replicates in the cytosol of epithelial cells (Beuzon et al., 2002).
The Salmonella capacity to growth in the cytosol is therefore
a host cell type-dependent trait. In agreement with these early
observations, to date no study has reported hyper proliferation
of cytosolic wild-type Salmonella either in macrophages or in
fibroblasts. Despite early reports in mouse embryonic fibroblasts
(MEFs) showing co-localization of 10–20% of intracellular
bacteria with autophagy markers at early post-infection times (1–
4 h) (Birmingham and Brumell, 2006), evidence for subsequent
hyper-replication of this population was lacking. The restrictive
nature of the fibroblast cytosol may involve: (i) lack of nutrient

availability; (ii) an effective autophagy response, or, both factors
that could prevent the generation of a stable cytosolic population.
Similar conclusions could be reached in macrophages, in which
evidence of a population of free actively growing cytosolic
Salmonella is lacking despite TEM assays showing the eventual
presence of some cytosolic bacteria in cultured macrophages
(Perrin et al., 2004; Thurston et al., 2016b). To our knowledge,
no study has provided evidence in macrophages of a stable
population of “free” cytosolic bacteria at any post-infection
time.

Fibroblasts
Fibroblasts are ubiquitous non-phagocytic cells that play a key
role in tissue homeostasis. Unlike in epithelial cells, there are no
reports of Salmonella populations proliferating as free bacteria
within these cells. In fibroblasts, a proportion of SCV may suffer
damage early in the infection (1–2 h) as they recruit “danger”
proteins that respond to glycans exposed in the inner (luminal)
face of the SCV membrane. These include ubiquitin, LC3 or the
autophagy adaptor protein CALCOCO2/NDP52 (Birmingham
and Brumell, 2006; Lopez-Montero et al., 2016). Only recently,
the dynamics of Salmonella populations in fibroblasts was
deciphered in detail. Live-cell imaging microscopy of rat and
human fibroblast cell lines uncovered a new form of autophagy
taking place in response to Salmonella infection (Lopez-Montero
et al., 2016). Whereas, ∼10% of the SCV in these fibroblast
cell lines are positive for CALCOCO2/NDP52 and ubiquitin at
2 hpi, at later infection times (>4 h) the Salmonella population
is entirely intra-vacuolar showing no ubiquitin accessibility
(Lopez-Montero et al., 2016). This intra-vacuolar population
attempts to develop phagosomal extensions (SIFs) that further
collapse into a static aggregate formed by host endomembranes
(Lopez-Montero et al., 2016). This lack of stable SIFs agrees
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FIGURE 2 | Salmonella intracellular populations reported in epithelial cells, fibroblasts and macrophages. A comparison of the data obtained in vivo and in vitro is also

depicted. Abbreviations: NAIP1-6, neural apoptosis inhibitory proteins 1-6; NLRC4, NLR family CARD domain-containing protein 4; RNS, reactive nitrogen species;

ROS, reactive oxygen species; SCV, Salmonella-containing vacuole; SIF, Salmonella-induced filaments; T1, SPI1-encoded type III secretion system; T2,

SPI2-encoded type III secretion system.

with the inability of intracellular Salmonella to translocate
SifA in fibroblasts (Núñez-Hernández et al., 2014). Moreover,
the reaction to this aggregate occurs via a non-canonical
autophagy response that is independent of ubiquitin and
CALCOCO2/NPD52. The autophagosome captures only part of
the intra-vacuolar population, only those SCV in proximity to

the aggresome (Lopez-Montero et al., 2016; Figure 2). These
observations demonstrated the existence of two intra-vacuolar
subpopulations, one having a lifespan of 8–12 h, time at which
they are degraded inside the autophagosome and, a second intra-
vacuolar population that persists in the infected cell for longer
times. Live-cell imaging showed that this second intra-vacuolar
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population does not repeat the attempt to form SIFs, ensuring
that no subsequent rounds of autophagy take place. This
study illustrates how live-cell imaging microscopy can unravel
phenomena related to the dynamics of defined Salmonella
populations along the infection cycle. Live-cell imaging makes
unnecessary the ectopic expression of key proteins involved
in pathogen recognition or phagosome formation such as LC3
or p62 for tracing autophagy-related events (Birmingham and
Brumell, 2006; Yu et al., 2014).

Neutrophils
Neutrophils play amajor role in controlling Salmonella infections
(Keestra-Gounder et al., 2015; Crowley et al., 2016) and are
more bactericidal than macrophages, mostly through the action
of reactive oxygen species (ROS) (Miao et al., 2010). Despite this
efficient killing activity, neutrophils recruited to the intestinal
lumen in infections caused by non-typhoidal Salmonella do not
eradicate all ingested bacteria (Loetscher et al., 2012). These
luminal neutrophils have a limited life-span, which denotes
a “transient” residence for the surviving bacteria. Whether
cytosol and/or intra-vacuolar populations differentiate within
these neutrophils is unknown.

METHODS TO IDENTIFY CYTOSOLIC AND
INTRA-VACUOLAR SALMONELLA

POPULATIONS

Intra-vacuolar and cytosolic Salmonella populations are
distinguished by a variety of assays. We refer the reader to
excellent recent reports that cover in depth these techniques
(Knodler, 2015; Klein et al., 2017). Here, we briefly comment
the bases and main features of the most commonly used assays.
These include: resistance to chloroquine (CHQ); selective
membrane permeabilization with digitonin; and, assessment
by fluorescence microscopy of the distribution in infected cells
of host membrane markers and autophagy proteins. These
assays are often accompanied with estimates of the bacterial
proliferation rate, calculated after determining the number of
viable intracellular bacteria at distinct post-infection times.

The chloroquine resistance assay was used for the first
time to quantify cytosolic Salmonella in a study conducted by
Knodler and colleagues in multiple epithelial cell lines (Knodler
et al., 2014b). This assay exploits the lysosomotrophic nature
of CHQ, which accumulates in vacuolar acidic compartments
(Knodler et al., 2014b; Klein et al., 2017). Due to this property,
CHQ targets intra-vacuolar but not cytosolic bacteria and
allows the selective quantification of cytosolic bacteria through
enumeration of viable counts following exposure of infected cells
to the drug.

An alternative method consists in the use of digitonin, a
compound with detergent properties that permeabilizes more
efficiently plasma membrane than endomembranes (Checroun
et al., 2006; Meunier and Broz, 2015). Eukaryotic cells infected
with a Salmonella strain expressing a fluorescent protein are
differentially permeabilized with ditigonin at a concentration
previously adjusted for not affecting endomembrane integrity.

This adjustment is critical to validate the assay and requires prior
tests with anti-Salmonella antibodies and antibodies recognizing
a luminal region of lysosomal integral membrane glycoproteins
such as Lamp-1/Lamp-2. A suitable digitonin concentration
should prevent labeling of Lamp-1/Lamp-2, meaning that only
the plasma membrane is permeabilized. The access of anti-
Salmonella antibody to some, but not all, intracellular bacteria
is inferred as co-existence of cytosolic and intra-vacuolar
populations. The method therefore relies on a selective control
of the vacuolar membrane integrity in cells exposed to digitonin.

To invade host cells, Salmonella uses the T3SS encoded
in the Salmonella pathogenicity island 1 (SPI-1), hereinafter
referred as SPI1-T3SS. Besides their role in promoting bacterial
entry, T3SS of several pathogens involved in translocation of
effector proteins are known to elicit damage in the phagosomal
membrane (Hakansson et al., 1996; Roy et al., 2004; Birmingham
et al., 2006; Kreibich et al., 2015). Interestingly, the damage
caused by SPI1-T3SS in the SCV membrane can be repaired
by the action of autophagy proteins like ATG5, Gal3 and LC3
(Kreibich et al., 2015; Figure 3A). These “repair” events must
be considered when a cytosolic Salmonella subpopulation is
suspected in the assay. Depending on the infection time, the
selective digitonin permeabilization assay may classify as part of
the cytosolic population some bacteria that are only transiently
exposed to this compartment. This aspect also raises the question
of whether intracellular bacteria surrounded by a damaged SCV
membrane should be cataloged as “cytosolic” simply because
antibodies can reach these bacteria in a digitonin assay. In these
cases, probable co-localization of these bacteria with phagosomal
membrane proteins should be examined. Stable transfectant cells
expressing a fluorescent membrane marker protein that localizes
in the SCV, e.g., Rab5, Rab7, or Lamp-1, are appropriate to
monitor by time-lapse microscopy whether bacteria egress from
the SCV into the cytosol to generate a subpopulation lacking
membrane markers. Live-cell imaging microscopy, together with
analysis of accessibility to compartments previously loaded with
fluid endocytic marker like dextrans (Rajashekar et al., 2008;
Malik-Kale et al., 2012), can be undoubtedly very informative.

The existence of a Salmonella cytosolic population in the assay
can also be inferred bymeasurement of the pathogen intracellular
replication rate. Cytosolic Salmonella hyper-replicate in epithelial
cells with a peak of proliferation estimated at 8 h post infection
for commonly used epithelial cell lines such as HeLa cells
(Malik-Kale et al., 2012; Knodler et al., 2014b). At later post-
infection times (∼16 h), epithelial cells containing hyper-
replicating Salmonella can detach and lose plasma membrane
integrity allowing the entry of gentamicin, which can lead to
underestimation of viable intracellular bacteria. This issue was
recently addressed in a study focused in the contribution of SPI2-
T3SS to replication of intra-vacuolar Salmonella (Malik-Kale
et al., 2012). These authors showed that a defect in intra-vacuolar
replication could be masked due to the population actively
proliferating in the cytosol. TEM-based techniques, although
labor intensive, can provide definitive support to the presence of
“free” cytosolic bacteria (Beuzon et al., 2000; Knodler et al., 2010)
or bacteria enclosed within membranes having compromised
integrity (Laughlin et al., 2014).
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FIGURE 3 | Different stages and main regulatory factors (host and pathogen origin) modulating the generation of the cytosolic and intra-vacuolar Salmonella

populations. (A) Steps influencing the generation of cytosolic and intra-vacuolar populations. The factors involved are indicated. Those cases in which the effect is

inhibitory are highlighted in gray; (B) Scheme depicting the main stages characterized in various host cell types (epithelial cell, fibroblasts, macrophages) regarding the

generation of distinct bacterial populations as the infection progresses overtime. Factors known to contribute to defined steps are indicated. Abbreviations: AMPK,

AMP-activated protein kinase; ATG5, autophagy protein 5; COPII, coat protein complex-2; Gal3, galectin-3; GBPs, guanylate-binding proteins; HOPS, homotypic

fusion and vacuole sorting complex; Hsc73, heat shock cognate protein 73; LAMP-2A, receptor for chaperone-mediated autophagy; LC3, microtubule-associated

proteins 1A/1B light chain 3B; MTMR4, myotubularin-4; mTOR, mammalian target of rapamycin; PLEKHM1, Pleckstrin homology domain-containing protein family

member 1; P-L fusion, phagosome-lysosome fusion; RNS, reactive nitrogen species; ROS, reactive oxygen species; SCV, Salmonella-containing vacuole; SIF,

Salmonella-induced filaments; T1, SPI1-encoded type III secretion system; T2, SPI2-encoded type III secretion system; VAMP7, vesicle membrane-associated protein

7; TBK1, Tank-binding kinase 1; WIPI2, WD repeat domain phosphoinositide-interacting protein 2.
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Given the access of many labs to live-cell imaging and
super-resolution microscopy, the field could certainly benefit
from an increment in comparative studies involving distinct
host cell types that are infected with the same bacterial strain
and monitored overtime in parallel. This experimental design
could precisely define when and how the distinct Salmonella
intracellular populations emerge, stabilize or disappear. The
benefits of this approach are well illustrated in the live-cell
imaging study performed by Steele-Mortimer and colleagues
in epithelial cells (Malik-Kale et al., 2012). These authors
monitored the actively-growing cytosolic population in the
presence/absence of a functional SPI2-T3SS to demonstrate the
co-existence of the intra-vacuolar and cytosolic populations in
some infected cells. New approaches based on fluorescence
complementation with split-GFP allow to monitor overtime the
distribution of Salmonella effectors in live infected cells (Young
et al., 2017). This technique could be exploited to visualize
effector distribution as the distinct intracellular populations
emerge.

FACTORS MODULATING
PHAGOSOME-TO-CYTOSOL TRANSITION

Pathogen Factors
The egress of intra-vacuolar bacteria into the cytosol is only
possible if loss of integrity in the phagosomal membrane occurs.
Unlike many Gram-positive bacterial pathogens, Gram-negative
pathogens are not armed with pore-forming toxins that alter
and ultimately lyse the phagosomal membrane although they can
produce deacylases and other types of lipases that disrupt the
lipid bilayer (Ohlson et al., 2005; Linhartova et al., 2010).

Another common mechanism of membrane damage is that
mediated by the insertion into the host eukaryotic membrane
of the “translocon,” a protein complex that constitutes the most
external part of T3SS apparatuses (Deng et al., 2017). The
“puncture” of the phagosomal membrane by this complex can
result in damage in the absence of any type-III effector (Du
et al., 2016). This conclusion was reached when detecting free
in the cytosol a recombinant Escherichia coli strain expressing
the complete repertoire of Shigella type-III apparatus structural
proteins but none of its effectors (Du et al., 2016). The Shigella
translocon protein IpaC was responsible for the phagosomal
escape of E. coli (Du et al., 2016). The Salmonella translocon
ortholog protein SipC was slightly less efficient in promoting
phagosomal lysis compared to IpaC, a phenotype observed
in epithelial cells and macrophages. Interestingly, the Yersinia
translocon proteins did not cause rupture of the phagosomal
membrane (Du et al., 2016). Therefore, distinct translocon
proteins of various T3SS affect the stability of the phagosomal
membrane to different extents, which may have consequences
for the fate of intracellular bacteria. Damage to the SCV
membrane associated to the activity of the SPI1-T3SS has been
corroborated by other studies (Brumell et al., 2002; Roy et al.,
2004; Birmingham et al., 2006; Ibarra et al., 2010; Thurston et al.,
2012).

Studies of the Salmonella sifA mutant, which displays
increased release to the cytosol, showed that SCV membrane

destabilization requires the SPI2-T3SS effector SseJ, with
predicted deacetylase activity (Ruiz-Albert et al., 2002). SseJ then
destabilizes the SCV when SifA is absent, a process favored in
the presence of PipB2 and SopD2, two SPI2-T3SS effectors that
recruit kinesin to the SCV. Accumulation of this cytoskeletal
motor protein in the SCV vicinity may affect SCV membrane
integrity (Dumont et al., 2010; Schroeder et al., 2010). This view
of destabilizing factors that need to be counterbalanced by other
proteins is a common theme that extends beyond Salmonella
(Creasey and Isberg, 2014; Fredlund and Enninga, 2014). Thus,
the integrity of the Legionella-containing vacuole depends on a
delicate balance between two pathogen proteins, PlaA and SdhA
(Creasey and Isberg, 2012).

Host Factors
Pathogen and host proteins can also act in a coordinated fashion
to ensure integrity and correct maturation of the SCVmembrane
(Mcewan et al., 2015). Thus, SifA binds to the Pleckstrin
homology domain-containing protein family member 1
(PLEKHM1) to ensure recruitment of a Rab7-PLEKHM1-HOPS
complex to the SCV. This event facilitates fusion of detoxified
lysosomes to the SCV (Mcewan et al., 2015; Figure 3B). This step
is essential to allow expansion of the SCV membrane. Depletion
of PLEKHM1 results in SCV with abnormal morphology,
lack of phagosomal membrane extensions (SIF) and decreased
pathogen proliferation. Intriguingly, the inhibitory effect
on the pathogen linked to the lack of PLEKMH1 is more
pronounced in fibroblasts and macrophages, cell types in which
the intra-vacuolar population predominates (Figure 3B).

The TBK1 kinase was initially claimed to be a host
factor required for SCV membrane integrity (Radtke et al.,
2007). Loss of TBK1 function promoted access of bacteria
to the cytosol, leading to increased bacterial loads. This
function was shown to be conserved in fibroblasts, epithelial
cells and macrophages (Radtke et al., 2007). More recent
studies however assigned a slightly different function to TBK1
in relation to SCV membrane integrity. TBK1 is proposed
to control Salmonella intracellular proliferation by targeting
bacteria that are in “already” compromised SCV (Boyle et al.,
2016; Figure 3A). TBK1 is tethered to these damaged SCV
by the autophagy danger sensors optineurin/OPTN -bound
to ubiquitin- or CALCOCO2/NDP52, this latter indirectly
via the adaptors AZI2 or TBKBP1 (Boyle et al., 2016;
Thurston et al., 2016a). TBK1 activation results in stimulation
of WIPI2, a phosphoinositide-3-phosphate [PI(3)P]-binding
protein that promotes autophagosome formation (Dooley
et al., 2014; Thurston et al., 2016a). Thus, bacteria can
be “transiently” exposed to the cytosol and subsequently
confined in a closed compartment, the autophagosome, which
prevent them from hyper-replicating in the cytosol. Of note,
these studies were based on the use of tbk1−/− knock-
out MEF fibroblasts, in which distinct TBK1 constructs were
ectopically expressed together with siRNA-mediated interference
of distinct autophagy proteins (Thurston et al., 2016a). This
work was based entirely on measurement of bacterial replication
rates and, therefore, did not estimate the number of SCV
undergoing membrane alteration and TBK1/WIPI2-mediated
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autophagosomal enclosure. Despite this, the proposed TBK1-
WIPI2-dependent antibacterial mechanism (Boyle et al., 2016;
Figure 3A) is consistent with observations in fibroblasts showing
no SCV damage after 2 hpi (Lopez-Montero et al., 2016). Future
studies should evaluate if the TBK1-WIPI2 network plays a
similar role in epithelial cells or macrophages.

An important role in destabilization of the SCV in
macrophages has been recently assigned to guanylate-binding
proteins (GBP) (Meunier et al., 2014). GBP expression is
enhanced following the induction of a type-I interferon
response. These GBP proteins alter the SCV membrane integrity
(Figure 3A), favoring the release of lipopolysaccharide (LPS)
from bacteria located in the compromised SCV. This LPS
further interacts with caspase and stimulates the non-canonical
inflammasome pathway (Meunier et al., 2014; Crowley et al.,
2017). In this model, GBP proteins act upstream of caspase-11
activation and are a requisite for SCV membrane alteration.
Noteworthy, the exposure to the cytosol of glycan chains present
in the luminal side of the SCV membrane favors autophagosome
formation, returning the bacteria to a “sealed” phagosomal
compartment and avoiding in this manner caspase-11 over-
stimulation (Meunier et al., 2014). An aspect to be considered
in this model is the evidence in macrophages of a Salmonella
subpopulation of persistent intra-vacuolar bacteria that is
generated due to the action of toxin-antitoxin systems (Helaine
et al., 2014; Figure 3B). It would be of interest to analyze
whether phagosomes harboring these persistent bacteria evade
in macrophages recognition by the membrane-disrupting GBP
proteins. Moreover, LPS can also be actively released from
intra-vacuolar bacteria in the form of LPS-vesicles (García-del
Portillo et al., 1997). Thus, disruption of the SCV membrane
might not be absolutely required for exposing LPS to cytosolic
caspase-11.

Other host factors such as the endoplasmic reticulum coat
protein complex II (COPII) and VAMP7, involved in lysosomal
vesicle trafficking, influence integrity of the SCV membrane as
well (Figure 3A). Accumulation of COPII in the SCV membrane
of epithelial cells is proposed to have a destabilization effect
and, as consequence, facilitate bacterial egress into cytosol
(Santos et al., 2015). Conversely, VAMP7-positive vesicles favor
maturation of the SCV to the stage competent for SIF formation
in the HeLa infection model (Santos et al., 2015). How the
cell determines which SCV are directed to one of the other
apparently antagonistic pathway is still unknown. Intriguingly,
in the case of the L. pneumophila vacuole COPII is required for
the generation of a replicative organelle and, therefore, plays a
membrane stabilizing role (Creasey and Isberg, 2012).

A recent report also assigns to myotubularin-4 (MTMR4), a
phosphoinositide 3-phosphatase, a stabilizing role for the SCV
membrane (Teo et al., 2016). MTMR4 influences the amount
of PI(3)P present in the SCV membrane and its absence leads
to decreased bacterial loads, which correlates with enhanced
co-colocalization of SCV with autophagy-related proteins such
as LC3, galectin-8 and SQSTM1/p62 (Teo et al., 2016). These
observations provide additional support to the important role
that the PI content has in preservation of the SCV membrane
integrity.

AUTOPHAGY AND THE GENERATION OF
DISTINCT SALMONELLA INTRACELLULAR
POPULATIONS

Exposure of Salmonella to cytosolic host defenses and the
hyper-replication shown by the pathogen in this subcellular
compartment of epithelial cells seem, at first glance, contrasting
phenomena. One important aspect to consider is the co-
localization of autophagy markers with damaged SCV or
cytosolic bacteria, which occurs at early stages of the infection
and then diminishes as the infection progresses. This was
first noted by Brumell and colleagues for the LC3 autophagy
marker in SCV harboring wild-type bacteria (Birmingham et al.,
2006). Interestingly, the percentage of intracellular bacteria co-
localizing with autophagy markers at late infection times is even
lower in the case of the sifA mutant, consistent with its hyper-
replication phenotype.

Why does autophagy seem to attempt to control Salmonella
intracellular populations only early during the infection of host
cells? Which are the mechanisms that elicit this host response
and how are they subverted by intracellular Salmonella? Has
autophagy evolved to destroy in all cases intracellular Salmonella
or can it have beneficial effects ensuring persistence of intra-
vacuolar bacteria?

An example of a beneficial effect is the role that two
components of the host protein turnover pathway known as
chaperone-mediated autophagy, Hsc73 and LAMP-2A, have
in enhancing growth of intra-vacuolar Salmonella. These
chaperones facilitate nutrient access to the pathogen from the
cytosol to the SCV in both epithelial cells and macrophages
(Singh et al., 2017). A recent study in epithelial cells supports
the idea of autophagy acting only at early infection times, 1–2
hpi (Ganesan et al., 2017). This picture is different in fibroblasts,
in which two autophagy “waves” were recently described: an
early interaction with the pathogen as in other cell types (1–2
hpi) and a second response triggered at late times (≥6–8 hpi)
by endomembranous aggregates connected to the SCV (Lopez-
Montero et al., 2016; Figure 3B).

The available data provide insights into some of these
questions and how autophagy may shape the generation of
distinct Salmonella populations. A commonly accepted view is
that autophagy responds to signals linked to the lack of integrity
in the SCV membrane. These signals become active through the
recognition of glycans present in the luminal side of the SCV
and the ubiquitin decoration of the bacterial surface. The major
objective of this initial attack is to enclose the invading bacteria in
a specialized autophagosome capable of destroying the pathogen.
As a general principle, any factor destabilizing SCV membrane
integrity should favor autophagy attack while the contrary applies
for the stabilization factors, regardless of whether they are of host
or pathogen origin.

Using MEFs and epithelial cells, Hardt et al. showed that
autophagy plays an important role in the balance of the intra-
vacuolar and cytosolic Salmonella populations (Kreibich et al.,
2015). Lack of a functional autophagy machinery results in
a reduction in the proportion of intra-vacuolar bacteria, with
more bacteria escaping and hyper-replicating in the cytosol. This
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phenotype was further linked to a capacity of the autophagy
machinery to “seal” damaged SCV. Thus, in the absence of
a functional SPI1-T3SS, responsible for destabilizing the SCV
membrane (Tattoli et al., 2012a), the proportion of intra-vacuolar
bacteria remains constant regardless of the functionality of the
autophagy machinery. An issue overlooked in this study is
the capacity of Salmonella to invade fibroblasts using a SPI1-
independent “zipper” entry route (Aiastui et al., 2010; Velge
et al., 2012; Boumart et al., 2014). Such invasion route should
not provoke SCV membrane damage and, therefore, not recruit
autophagy. The SPI1-independent pathway can be responsible in
fibroblasts for invasion rates of up to 20% of that registered for the
SPI1-mediated route (Aiastui et al., 2010). A follow-up of a SPI1-
defective Salmonella strain in fibroblasts regarding its capacity to
proliferate or its distribution in vacuolar or cytosolic populations
could add valuable insights into this issue.

Another important regulator of autophagy involved in
modulating Salmonella populations is the mammalian target
of rapamycin –mTOR-, a metabolic regulator-. This protein is
a serine/threonine kinase that nucleates two distinct protein
complexes known as mTOR-complex-1 (mTORC1) and
mTORC2. Various processes including cell survival, motility,
transcription and autophagy are regulated by mTOR (Saxton
and Sabatini, 2017). Several studies have linked mTOR activity
with Salmonella infection and autophagy induction (Tattoli
et al., 2012a,b; Ganesan et al., 2017). These reports agree
in a model of autophagy acting on Salmonella exposed to
the cytosol early in the infection, coincident with a drop in
mTOR activity (Figure 3A). Such alteration in mTOR has
been proposed in epithelial cells to be associated to an early
stage of amino acid starvation in Salmonella-infected cells, a
stress response that leads to mTOR inactivation and induction
of autophagy (Tattoli et al., 2012b). Interestingly, mTOR is
reactivated at later times concomitantly to amino acid uptake
and increased co-localization of mTOR with the SCV, which
ensures autophagy escape (Figure 3A). Although this study
dissected in detail the mechanisms of autophagy induction
and further inhibition in the course of Salmonella-infection,
there was no comparison regarding mTOR activity and the
progression of the intra-vacuolar and cytosolic populations,
which are easily differentiated in HeLa cells. A more recent
study performed in macrophages has provided new insights
into how mTOR could reactivate in Salmonella-infected cells
(Ganesan et al., 2017). These authors show that AMPK, a
kinase that becomes active when the energy status -ATP levels-
drops, is targeted for degradation in lysosomes by intracellular
Salmonella together with two of its positive regulators, LKB1
and Sirt. AMPK acts directly as a negative regulator of mTOR,
so lowering activity of AMPK automatically results in increased
mTOR function and decreased autophagy (Figure 3A). Of
interest, this study shows that targeting of the LKB1/Sirt1/AMPK
checkpoint depends on a functional SPI2-T3SS (Ganesan et al.,
2017), a feature of the intra-vacuolar population (Knodler
et al., 2010, 2014b). Similar to the study of mTOR in epithelial
cells, the dynamics of Salmonella populations in macrophages
having an active/inactive LKB1/Sirt1/AMPK circuit was not
examined.

Although the mechanism is still unknown, the aggrephagy
uncovered by live-cell imaging microscopy in Salmonella-
infected fibroblasts has two unique features not described in
any other cell type (Lopez-Montero et al., 2016). First, the
autophagosome forms only at late infection times (from 6 to 8 h)
and degrades its cargo slowly for periods that last up 16 h post-
infection (see Figure 1C in Lopez-Montero et al., 2016). Second,
these “late autophagosomes” are negative for autophagy markers
such ubiquitin and CALCOCO2/NDP52. This evidence implies
the ingestion and degradation of “intact” SCV, leaving untouched
a population of persistent intra-vacuolar bacteria (Figure 3B).

CONCLUDING REMARKS

The evidence accumulated to date supports the existence of
distinct Salmonella intracellular populations, some of them with
short half-lives as it is the case of bacteria enclosed within
SCV having damaged membranes. This subpopulation can be
then considered a transient intermediate between the initial
intact SCV and bacteria replicating free in the cytosol. The
recent literature is providing examples of elaborated mechanisms
by which the host and the pathogen dispute for shifting the
equilibrium toward the intra-vacuolar and cytosolic population.
In this line of reasoning, one should however be cautious
considering that the pathogenmay, under defined circumstances,
prefer staying within a closed vacuolar compartment instead of
hyper-replicating in the cytosol. The elegant studies of Steele-
Mortimer, Knodler et al. favor the idea of cytosolic replication
as a trait that may have integrated during Salmonella evolution
to trigger the extrusion of the heavily-infected epithelial cell and
to load the lumen with large bacterial numbers (Knodler et al.,
2010; Sellin et al., 2014). The existence of Salmonella factors that
regulate positively or negatively the growth rate in the cytosol
of epithelial cells such as YdgT, CorA, RecA, or AsmA (Wrande
et al., 2016), favors the notion of a specific program involved in
the differentiation of the cytosolic population. Recent data also
supports the idea of cytosolic bacteria targeting the pro-survival
kinase Akt to prolong the lifespan of the infected cell (Finn
et al., 2017). This cytosolic population stimulating cell extrusion
from the epithelium contrasts to that of the infected epithelial
cells remaining in the epithelium and harboring low numbers of
bacteria that are mostly intra-vacuolar (Sellin et al., 2014). This
bacterial population may act as a potential persistent reservoir
that should be analyzed in detail in future studies.

Despite the evidence found for the Salmonella cytosolic
lifestyle, the intra-vacuolar lifestyle is, in our opinion,
predominant for defining the biology of Salmonella inside
eukaryotic cells. A recent study by Hensel et al. provides proof
for the nutritional function of the intricate endomembrane
network of which SIF forms part, which probably evolved to
facilitate nutrient acquisition to the intra-vacuolar bacterial
population (Liss et al., 2017). Moreover, a plethora of Salmonella
T3SS effectors have evolved to work in concert to ensure correct
biogenesis, subcellular location and maintenance of the SCV
(Deng et al., 2017), which must have an evolutionary basis. The
evidence collected to date regarding persistence of Salmonella
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inside the infected cell also point to a privileged vacuolar
compartment to do so, either in macrophages (Helaine et al.,
2014) or other host cell types as fibroblasts (Núñez-Hernández
et al., 2013).

We should also consider the power of techniques such as live-
cell (time-lapse) imaging microscopy and single cell analyses to
monitor the evolution of Salmonella intracellular populations,
i.e., how they develop and how they are favored or counter-
selected along the infection. The bulk of high throughput
data obtained in varied infection models should facilitate the
use of computational tools to raise new predictive models
valuable to examine intracellular population dynamics and
the heterogeneity in pathogen and host responses, which are
currently studied intensively (García-del Portillo, 2008; Sanchez-
Romero and Casadesus, 2014; Bumann, 2015; Saliba et al., 2016;
Rego et al., 2017). Host responses can be differentiated not only
in subpopulations of infected cells harboring either reduced or
high bacterial loads (Saliba et al., 2016) but also in bystander
non-infected cells (Ramos-Marquès et al., 2016). The generation

of subpopulations in the host and the pathogen progeny
are therefore intimately-related phenomena. Unravelling this
communication will be a major goal for future studies, especially
regarding the signals that program to be part of one or another
population.

AUTHOR CONTRIBUTIONS

FG reviewed the literature and wrote the manuscript; SC
reviewed the literature, discussed data and provided editorial
input.

ACKNOWLEDGMENTS

Work in our laboratory is supported by grants BIO2013-46281-P,
PCIN-2016-082, and BIO2016-77639-P (MINECO/FEDER)
(to FG) from the Spanish Ministry of Economy and
Competitiveness and European Regional Development Funds
(FEDER).

REFERENCES

Aiastui, A., Pucciarelli, M. G., and García-del Portillo, F. (2010). Salmonella

enterica serovar typhimurium invades fibroblasts by multiple routes
differing from the entry into epithelial cells. Infect. Immun. 78, 2700–2713.
doi: 10.1128/IAI.01389-09

Bakowski, M. A., Braun, V., Lam, G. Y., Yeung, T., Heo, W. D., Meyer, T.,
et al. (2010). The phosphoinositide phosphatase SopB manipulates membrane
surface charge and trafficking of the Salmonella-containing vacuole. Cell Host
Microbe 7, 453–462. doi: 10.1016/j.chom.2010.05.011

Beuzon, C. R., Meresse, S., Unsworth, K. E., Ruiz-Albert, J., Garvis, S.,
Waterman, S. R., et al. (2000). Salmonella maintains the integrity of its
intracellular vacuole through the action of SifA. EMBO J. 19, 3235–3249.
doi: 10.1093/emboj/19.13.3235

Beuzon, C. R., Salcedo, S. P., and Holden, D. W. (2002). Growth and
killing of a Salmonella enterica serovar Typhimurium sifA mutant strain
in the cytosol of different host cell lines. Microbiology 148, 2705–2715.
doi: 10.1099/00221287-148-9-2705

Birmingham, C. L., and Brumell, J. H. (2006). Autophagy recognizes intracellular
Salmonella enterica serovar Typhimurium in damaged vacuoles. Autophagy 2,
156–158. doi: 10.4161/auto.2825

Birmingham, C. L., Smith, A. C., Bakowski, M. A., Yoshimori, T., and Brumell,
J. H. (2006). Autophagy controls Salmonella infection in response to damage
to the Salmonella-containing vacuole. J. Biol. Chem. 281, 11374–11383.
doi: 10.1074/jbc.M509157200

Boucrot, E., Henry, T., Borg, J. P., Gorvel, J. P., and Meresse, S. (2005). The
intracellular fate of Salmonella depends on the recruitment of kinesin. Science
308, 1174–1178. doi: 10.1126/science.1110225

Boumart, Z., Velge, P., andWiedemann, A. (2014). Multiple invasion mechanisms
and different intracellular behaviors: a new vision of Salmonella-host
cell interaction. FEMS Microbiol. Lett. 361, 1–7. doi: 10.1111/1574-6968.
12614

Boyle, K. B., Thurston, T. L., and Randow, F. (2016). TBK1 directs WIPI2 against
Salmonella. Autophagy 12, 2508–2509. doi: 10.1080/15548627.2016.1235126

Brumell, J. H., Tang, P., Mills, S. D., and Finlay, B. B. (2001). Characterization
of Salmonella-induced filaments (Sifs) reveals a delayed interaction between
Salmonella-containing vacuoles and late endocytic compartments. Traffic 2,
643–653. doi: 10.1034/j.1600-0854.2001.20907.x

Brumell, J. H., Tang, P., Zaharik, M. L., and Finlay, B. B. (2002). Disruption of
the Salmonella-containing vacuole leads to increased replication of Salmonella

enterica serovar typhimurium in the cytosol of epithelial cells. Infect. Immun.

70, 3264–3270. doi: 10.1128/IAI.70.6.3264-3270.2002

Bumann, D. (2015). Heterogeneous host-pathogen encounters: act locally, think
globally. Cell Host Microbe 17, 13–19. doi: 10.1016/j.chom.2014.12.006

Catron, D. M., Sylvester, M. D., Lange, Y., Kadekoppala, M., Jones, B. D., Monack,
D. M., et al. (2002). The Salmonella-containing vacuole is a major site of
intracellular cholesterol accumulation and recruits the GPI-anchored protein
CD55. Cell. Microbiol. 4, 315–328. doi: 10.1046/j.1462-5822.2002.00198.x

Checroun, C., Wehrly, T. D., Fischer, E. R., Hayes, S. F., and Celli, J. (2006).
Autophagy-mediated reentry of Francisella tularensis into the endocytic
compartment after cytoplasmic replication. Proc. Natl. Acad. Sci. U.S.A. 103,
14578–14583. doi: 10.1073/pnas.0601838103

Creasey, E. A., and Isberg, R. R. (2012). The protein SdhAmaintains the integrity of
the Legionella-containing vacuole. Proc. Natl. Acad. Sci. U.S.A. 109, 3481–3486.
doi: 10.1073/pnas.1121286109

Creasey, E. A., and Isberg, R. R. (2014). Maintenance of vacuole
integrity by bacterial pathogens. Curr. Opin. Microbiol. 17, 46–52.
doi: 10.1016/j.mib.2013.11.005

Crowley, S. M., Knodler, L. A., and Vallance, B. A. (2016). Salmonella and
the inflammasome: battle for intracellular dominance. Curr. Top. Microbiol.

Immunol. 397, 43–67. doi: 10.1007/978-3-319-41171-2_3
Crowley, S. M., Vallance, B. A., and Knodler, L. A. (2017). Noncanonical

inflammasomes: antimicrobial defense that does not play by the rules. Cell.
Microbiol. 19:e12730. doi: 10.1111/cmi.12730

Deng,W., Marshall, N. C., Rowland, J. L., McCoy, J. M.,Worrall, L. J., Santos, A. S.,
et al. (2017). Assembly, structure, function and regulation of type III secretion
systems. Nat. Rev. Microbiol. 15, 323–337. doi: 10.1038/nrmicro.2017.20

Dooley, H. C., Razi, M., Polson, H. E., Girardin, S. E., Wilson, M. I., and Tooze, S.
A. (2014). WIPI2 links LC3 conjugation with PI3P, autophagosome formation,
and pathogen clearance by recruiting Atg12-5-16L1. Mol. Cell 55, 238–252.
doi: 10.1016/j.molcel.2014.05.021

Du, J., Reeves, A. Z., Klein, J. A., Twedt, D. J., Knodler, L. A., and Lesser, C. F.
(2016). The type III secretion system apparatus determines the intracellular
niche of bacterial pathogens. Proc. Natl. Acad. Sci. U.S.A. 113, 4794–4799.
doi: 10.1073/pnas.1520699113

Dumont, A., Boucrot, E., Drevensek, S., Daire, V., Gorvel, J. P., Pous, C.,
et al. (2010). SKIP, the host target of the Salmonella virulence factor SifA,
promotes kinesin-1-dependent vacuolar membrane exchanges. Traffic 11,
899–911. doi: 10.1111/j.1600-0854.2010.01069.x

Dumont, A., Schroeder, N., Gorvel, J. P., and Meresse, S. (2007). Analysis of
kinesin accumulation on Salmonella-containing vacuoles. Methods Mol. Biol.

394, 275–287. doi: 10.1007/978-1-59745-512-1_13
Finlay, B. B., and Falkow, S. (1989). Salmonella as an intracellular parasite. Mol.

Microbiol. 3, 1833–1841. doi: 10.1111/j.1365-2958.1989.tb00170.x

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org 10 October 2017 | Volume 7 | Article 432

https://doi.org/10.1128/IAI.01389-09
https://doi.org/10.1016/j.chom.2010.05.011
https://doi.org/10.1093/emboj/19.13.3235
https://doi.org/10.1099/00221287-148-9-2705
https://doi.org/10.4161/auto.2825
https://doi.org/10.1074/jbc.M509157200
https://doi.org/10.1126/science.1110225
https://doi.org/10.1111/1574-6968.12614
https://doi.org/10.1080/15548627.2016.1235126
https://doi.org/10.1034/j.1600-0854.2001.20907.x
https://doi.org/10.1128/IAI.70.6.3264-3270.2002
https://doi.org/10.1016/j.chom.2014.12.006
https://doi.org/10.1046/j.1462-5822.2002.00198.x
https://doi.org/10.1073/pnas.0601838103
https://doi.org/10.1073/pnas.1121286109
https://doi.org/10.1016/j.mib.2013.11.005
https://doi.org/10.1007/978-3-319-41171-2_3
https://doi.org/10.1111/cmi.12730
https://doi.org/10.1038/nrmicro.2017.20
https://doi.org/10.1016/j.molcel.2014.05.021
https://doi.org/10.1073/pnas.1520699113
https://doi.org/10.1111/j.1600-0854.2010.01069.x
https://doi.org/10.1007/978-1-59745-512-1_13
https://doi.org/10.1111/j.1365-2958.1989.tb00170.x
http://www.frontiersin.org/cellular_and_infection_microbiology
http://www.frontiersin.org
http://www.frontiersin.org/cellular_and_infection_microbiology/archive


Castanheira and García-del Portillo Salmonella Intracellular Populations

Finn, C. E., Chong, A., Cooper, K. G., Starr, T., and Steele-Mortimer, O. (2017).
A second wave of Salmonella T3SS1 activity prolongs the lifespan of infected
epithelial cells. PLoS Pathog. 13:e1006354. doi: 10.1371/journal.ppat.1006354

Fredlund, J., and Enninga, J. (2014). Cytoplasmic access by intracellular bacterial
pathogens. Trends Microbiol. 22, 128–137. doi: 10.1016/j.tim.2014.01.003

Ganesan, R., Hos, N. J., Gutierrez, S., Fischer, J., Stepek, J. M., Daglidu, E.,
et al. (2017). Salmonella typhimurium disrupts Sirt1/AMPK checkpoint
control of mTOR to impair autophagy. PLoS Pathog. 13:e1006227.
doi: 10.1371/journal.ppat.1006227

García-del Portillo, F. (2008). Heterogeneity in tissue culture infection models:
a source of novel host-pathogen interactions? Microbes Infect. 10, 1063–1066.
doi: 10.1016/j.micinf.2008.07.004

García-del Portillo, F., and Finlay, B. B. (1995). Targeting of Salmonella

typhimurium to vesicles containing lysosomal membrane glycoproteins
bypasses compartments with mannose 6-phosphate receptors. J. Cell Biol. 129,
81–97. doi: 10.1083/jcb.129.1.81

García-del Portillo, F., Stein, M. A., and Finlay, B. B. (1997). Release of
lipopolysaccharide from intracellular compartments containing Salmonella

typhimurium to vesicles of the host epithelial cell. Infect. Immun. 65, 24–34.
García-del Portillo, F., Zwick, M. B., Leung, K. Y., and Finlay, B. B. (1993).

Salmonella induces the formation of filamentous structures containing
lysosomal membrane glycoproteins in epithelial cells. Proc. Natl. Acad. Sci.
U.S.A. 90, 10544–10548. doi: 10.1073/pnas.90.22.10544

Guignot, J., Caron, E., Beuzon, C., Bucci, C., Kagan, J., Roy, C., et al. (2004).
Microtubule motors control membrane dynamics of Salmonella-containing
vacuoles. J. Cell Sci. 117, 1033–1045. doi: 10.1242/jcs.00949

Hakansson, S., Schesser, K., Persson, C., Galyov, E. E., Rosqvist, R., Homble, F.,
et al. (1996). The YopB protein of Yersinia pseudotuberculosis is essential for the
translocation of Yop effector proteins across the target cell plasma membrane
and displays a contact-dependent membrane disrupting activity. EMBO J. 15,
5812–5823.

Harrison, R. E., Brumell, J. H., Khandani, A., Bucci, C., Scott, C. C., Jiang, X., et al.
(2004). Salmonella impairs RILP recruitment to Rab7 during maturation of
invasion vacuoles.Mol. Biol. Cell 15, 3146–3154. doi: 10.1091/mbc.E04-02-0092

Helaine, S., Cheverton, A. M., Watson, K. G., Faure, L. M., Matthews, S. A.,
and Holden, D. W. (2014). Internalization of Salmonella by macrophages
induces formation of nonreplicating persisters. Science 343, 204–208.
doi: 10.1126/science.1244705

Ibarra, J. A., Knodler, L. A., Sturdevant, D. E., Virtaneva, K., Carmody, A. B.,
Fischer, E. R., et al. (2010). Induction of Salmonella pathogenicity island 1
under different growth conditions can affect Salmonella-host cell interactions
in vitro.Microbiology 156, 1120–1133. doi: 10.1099/mic.0.032896-0

Keestra-Gounder, A. M., Tsolis, R. M., and Baumler, A. J. (2015). Now you see me,
now you don’t: the interaction of Salmonella with innate immune receptors.
Nat. Rev. Microbiol. 13, 206–216. doi: 10.1038/nrmicro3428

Kihlstrom, E., and Latkovic, S. (1978). Ultrastructural studies on the interaction
between Salmonella typhimurium 395 M and HeLa cells. Infect. Immun. 22,
804–809.

Klein, J. A., Powers, T. R., and Knodler, L. A. (2017). Measurement of Salmonella

enterica internalization and vacuole lysis in epithelial cells. Methods Mol. Biol.

1519, 285–296. doi: 10.1007/978-1-4939-6581-6_19
Knodler, L. A. (2015). Salmonella enterica: living a double life in epithelial cells.

Curr. Opin. Microbiol. 23, 23–31. doi: 10.1016/j.mib.2014.10.010
Knodler, L. A., Crowley, S. M., Sham, H. P., Yang, H., Wrande, M., Ma, C.,

et al. (2014a). Noncanonical inflammasome activation of caspase-4/caspase-
11 mediates epithelial defenses against enteric bacterial pathogens. Cell Host
Microbe 16, 249–256. doi: 10.1016/j.chom.2014.07.002

Knodler, L. A., Nair, V., and Steele-Mortimer, O. (2014b). Quantitative
assessment of cytosolic Salmonella in epithelial cells. PLoS ONE 9:e84681.
doi: 10.1371/journal.pone.0084681

Knodler, L. A., Vallance, B. A., Celli, J., Winfree, S., Hansen, B., Montero,
M., et al. (2010). Dissemination of invasive Salmonella via bacterial-induced
extrusion of mucosal epithelia. Proc. Natl. Acad. Sci. U.S.A. 107, 17733–17738.
doi: 10.1073/pnas.1006098107

Kreibich, S., Emmenlauer, M., Fredlund, J., Ramo, P., Munz, C., Dehio, C., et al.
(2015). Autophagy proteins promote repair of endosomal membranes damaged
by the salmonella type three secretion system 1. Cell Host Microbe 18, 527–537.
doi: 10.1016/j.chom.2015.10.015

Laughlin, R. C., Knodler, L. A., Barhoumi, R., Payne, H. R., Wu, J., Gomez, G.,
et al. (2014). Spatial segregation of virulence gene expression during acute
enteric infection with Salmonella enterica serovar Typhimurium. MBio 5,
e00946–e00913. doi: 10.1128/mBio.00946-13

Linhartova, I., Bumba, L., Masin, J., Basler, M., Osicka, R., Kamanova,
J., et al. (2010). RTX proteins: a highly diverse family secreted
by a common mechanism. FEMS Microbiol. Rev. 34, 1076–1112.
doi: 10.1111/j.1574-6976.2010.00231.x

Liss, V., Swart, A. L., Kehl, A., Hermanns, N., Zhang, Y., Chikkaballi,
D., et al. (2017). Salmonella enterica remodels the host cell endosomal
system for efficient intravacuolar nutrition. Cell Host Microbe 21, 390–402.
doi: 10.1016/j.chom.2017.02.005

Loetscher, Y., Wieser, A., Lengefeld, J., Kaiser, P., Schubert, S., Heikenwalder,
M., et al. (2012). Salmonella transiently reside in luminal neutrophils in the
inflamed gut. PLoS ONE 7:e34812. doi: 10.1371/journal.pone.0034812

Lopez-Montero, N., Ramos-Marquès, E., Risco, C., and García-del
Portillo, F. (2016). Intracellular Salmonella induces aggrephagy of host
endomembranes in persistent infections. Autophagy 12, 1886–1901.
doi: 10.1080/15548627.2016.1208888

Malik-Kale, P., Winfree, S., and Steele-Mortimer, O. (2012). The bimodal
lifestyle of intracellular Salmonella in epithelial cells: replication in the
cytosol obscures defects in vacuolar replication. PLoS ONE 7:e38732.
doi: 10.1371/journal.pone.0038732

Marsman, M., Jordens, I., Kuijl, C., Janssen, L., and Neefjes, J. (2004). Dynein-
mediated vesicle transport controls intracellular Salmonella replication. Mol.

Biol. Cell 15, 2954–2964. doi: 10.1091/mbc.E03-08-0614
Martinez-Lorenzo, M. J., Meresse, S., De Chastellier, C., and Gorvel,

J. P. (2001). Unusual intracellular trafficking of Salmonella

typhimurium in human melanoma cells. Cell. Microbiol. 3, 407–416.
doi: 10.1046/j.1462-5822.2001.00123.x

Mcewan, D. G., Richter, B., Claudi, B., Wigge, C., Wild, P., Farhan, H., et al. (2015).
PLEKHM1 regulates Salmonella-containing vacuole biogenesis and infection.
Cell Host Microbe 17, 58–71. doi: 10.1016/j.chom.2014.11.011

Meresse, S., Steele-Mortimer, O., Finlay, B. B., and Gorvel, J. P. (1999). The
rab7 GTPase controls the maturation of Salmonella typhimurium-containing
vacuoles in HeLa cells. EMBO J. 18, 4394–4403. doi: 10.1093/emboj/18.
16.4394

Meunier, E., and Broz, P. (2015). Quantification of cytosolic vs. vacuolar
salmonella in primarymacrophages by differential permeabilization. J. Vis. Exp.
101:e52960. doi: 10.3791/52960

Meunier, E., Dick, M. S., Dreier, R. F., Schurmann, N., Kenzelmann Broz,
D., Warming, S., et al. (2014). Caspase-11 activation requires lysis of
pathogen-containing vacuoles by IFN-induced GTPases. Nature 509, 366–370.
doi: 10.1038/nature13157

Miao, E. A., Leaf, I. A., Treuting, P. M., Mao, D. P., Dors, M., Sarkar, A.,
et al. (2010). Caspase-1-induced pyroptosis is an innate immune effector
mechanism against intracellular bacteria. Nat. Immunol. 11, 1136–1142.
doi: 10.1038/ni.1960

Núñez-Hernández, C., Alonso, A., Pucciarelli, M. G., Casadesús, J., and
García-del Portillo, F. (2014). Dormant intracellular Salmonella enterica

serovar Typhimurium discriminates among Salmonella pathogenicity island
2 effectors to persist inside fibroblasts. Infect. Immun. 82, 221–232.
doi: 10.1128/IAI.01304-13

Núñez-Hernández, C., Tierrez, A., Ortega, Á. D., Pucciarelli, M. G., Godoy, M.,
Eisman, B., et al. (2013). Genome expression analysis of nonproliferating
intracellular Salmonella enterica serovar Typhimurium unravels an acid pH-
dependent PhoP-PhoQ response essential for dormancy. Infect. Immun. 81,
154–165. doi: 10.1128/IAI.01080-12

Ohlson, M. B., Fluhr, K., Birmingham, C. L., Brumell, J. H., and Miller,
S. I. (2005). SseJ deacylase activity by Salmonella enterica serovar
Typhimurium promotes virulence in mice. Infect. Immun. 73, 6249–6259.
doi: 10.1128/IAI.73.10.6249-6259.2005

Perrin, A. J., Jiang, X., Birmingham, C. L., So, N. S., and Brumell, J. H. (2004).
Recognition of bacteria in the cytosol of Mammalian cells by the ubiquitin
system. Curr. Biol. 14, 806–811. doi: 10.1016/j.cub.2004.04.033

Radtke, A. L., Delbridge, L. M., Balachandran, S., Barber, G. N., and O’riordan,
M. X. (2007). TBK1 protects vacuolar integrity during intracellular bacterial
infection. PLoS Pathog. 3:e29. doi: 10.1371/journal.ppat.0030029

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org 11 October 2017 | Volume 7 | Article 432

https://doi.org/10.1371/journal.ppat.1006354
https://doi.org/10.1016/j.tim.2014.01.003
https://doi.org/10.1371/journal.ppat.1006227
https://doi.org/10.1016/j.micinf.2008.07.004
https://doi.org/10.1083/jcb.129.1.81
https://doi.org/10.1073/pnas.90.22.10544
https://doi.org/10.1242/jcs.00949
https://doi.org/10.1091/mbc.E04-02-0092
https://doi.org/10.1126/science.1244705
https://doi.org/10.1099/mic.0.032896-0
https://doi.org/10.1038/nrmicro3428
https://doi.org/10.1007/978-1-4939-6581-6_19
https://doi.org/10.1016/j.mib.2014.10.010
https://doi.org/10.1016/j.chom.2014.07.002
https://doi.org/10.1371/journal.pone.0084681
https://doi.org/10.1073/pnas.1006098107
https://doi.org/10.1016/j.chom.2015.10.015
https://doi.org/10.1128/mBio.00946-13
https://doi.org/10.1111/j.1574-6976.2010.00231.x
https://doi.org/10.1016/j.chom.2017.02.005
https://doi.org/10.1371/journal.pone.0034812
https://doi.org/10.1080/15548627.2016.1208888
https://doi.org/10.1371/journal.pone.0038732
https://doi.org/10.1091/mbc.E03-08-0614
https://doi.org/10.1046/j.1462-5822.2001.00123.x
https://doi.org/10.1016/j.chom.2014.11.011
https://doi.org/10.1093/emboj/18.16.4394
https://doi.org/10.3791/52960
https://doi.org/10.1038/nature13157
https://doi.org/10.1038/ni.1960
https://doi.org/10.1128/IAI.01304-13
https://doi.org/10.1128/IAI.01080-12
https://doi.org/10.1128/IAI.73.10.6249-6259.2005
https://doi.org/10.1016/j.cub.2004.04.033
https://doi.org/10.1371/journal.ppat.0030029
http://www.frontiersin.org/cellular_and_infection_microbiology
http://www.frontiersin.org
http://www.frontiersin.org/cellular_and_infection_microbiology/archive


Castanheira and García-del Portillo Salmonella Intracellular Populations

Rajashekar, R., Liebl, D., Seitz, A., and Hensel, M. (2008). Dynamic
remodeling of the endosomal system during formation of Salmonella-
induced filaments by intracellular Salmonella enterica. Traffic 9, 2100–2116.
doi: 10.1111/j.1600-0854.2008.00821.x

Ramos-Marquès, E., Zambrano, S., Tierrez, A., Bianchi, M. E., Agresti,
A., and García-del Portillo, F. (2016). Single-cell analyses reveal an
attenuated NF-kappaB response in the Salmonella-infected fibroblast.Virulence
doi: 10.1080/21505594.2016.1229727. [Epub ahead of print].

Rego, E. H., Audette, R. E., and Rubin, E. J. (2017). Deletion of a mycobacterial
divisome factor collapses single-cell phenotypic heterogeneity. Nature 546,
153–157. doi: 10.1038/nature22361

Roy, D., Liston, D. R., Idone, V. J., Di, A., Nelson, D. J., Pujol, C., et al. (2004). A
process for controlling intracellular bacterial infections induced by membrane
injury. Science 304, 1515–1518. doi: 10.1126/science.1098371

Ruiz-Albert, J., Yu, X. J., Beuzon, C. R., Blakey, A. N., Galyov, E. E., and Holden,
D. W. (2002). Complementary activities of SseJ and SifA regulate dynamics of
the Salmonella typhimurium vacuolar membrane.Mol. Microbiol. 44, 645–661.
doi: 10.1046/j.1365-2958.2002.02912.x

Saliba, A. E., Li, L., Westermann, A. J., Appenzeller, S., Stapels, D. A., Schulte,
L. N., et al. (2016). Single-cell RNA-seq ties macrophage polarization
to growth rate of intracellular Salmonella. Nat. Microbiol. 2:16206.
doi: 10.1038/nmicrobiol.2016.206

Sanchez-Romero, M. A., and Casadesus, J. (2014). Contribution of phenotypic
heterogeneity to adaptive antibiotic resistance. Proc. Natl. Acad. Sci. U.S.A. 111,
355–360. doi: 10.1073/pnas.1316084111

Santos, J. C., Duchateau, M., Fredlund, J., Weiner, A., Mallet, A., Schmitt,
C., et al. (2015). The COPII complex and lysosomal VAMP7 determine
intracellular Salmonella localization and growth. Cell. Microbiol. 17,
1699–1720. doi: 10.1111/cmi.12475

Saxton, R. A., and Sabatini, D. M. (2017). mTOR signaling in growth, metabolism,
and disease. Cell 169, 361–371. doi: 10.1016/j.cell.2017.03.035

Schroeder, N., Henry, T., De Chastellier, C., Zhao, W., Guilhon, A. A., Gorvel,
J. P., et al. (2010). The virulence protein SopD2 regulates membrane
dynamics of Salmonella-containing vacuoles. PLoS Pathog. 6:e1001002.
doi: 10.1371/journal.ppat.1001002

Sellin, M. E., Muller, A. A., Felmy, B., Dolowschiak, T., Diard, M., Tardivel, A.,
et al. (2014). Epithelium-intrinsic NAIP/NLRC4 inflammasome drives infected
enterocyte expulsion to restrict Salmonella replication in the intestinal mucosa.
Cell Host Microbe 16, 237–248. doi: 10.1016/j.chom.2014.07.001

Singh, V., Finke-Isami, J., Hopper-Chidlaw, A. C., Schwerk, P., Thompson, A.,
and Tedin, K. (2017). Salmonella co-opts host cell chaperone-mediated
autophagy for intracellular growth. J. Biol. Chem. 292, 1847–1864.
doi: 10.1074/jbc.M116.759456

Steele-Mortimer, O., Brumell, J. H., Knodler, L. A., Meresse, S., Lopez, A.,
and Finlay, B. B. (2002). The invasion-associated type III secretion system
of Salmonella enterica serovar Typhimurium is necessary for intracellular
proliferation and vacuole biogenesis in epithelial cells. Cell. Microbiol. 4, 43–54.
doi: 10.1046/j.1462-5822.2002.00170.x

Steele-Mortimer, O., Meresse, S., Gorvel, J. P., Toh, B. H., and Finlay, B. B.
(1999). Biogenesis of Salmonella typhimurium-containing vacuoles in epithelial
cells involves interactions with the early endocytic pathway. Cell. Microbiol. 1,
33–49. doi: 10.1046/j.1462-5822.1999.00003.x

Takeuchi, A. (1967). Electron microscope studies of experimental Salmonella
infection. I. Penetration into the intestinal epithelium by Salmonella

typhimurium. Am. J. Pathol. 50, 109–136.
Takeuchi, A., and Sprinz, H. (1967). Electron-microscope studies of experimental

salmonella infection in the preconditioned guinea pig: ii. response of the
intestinal mucosa to the invasion by Salmonella typhimurium. Am. J. Pathol.

51, 137–161.
Tattoli, I., Philpott, D. J., and Girardin, S. E. (2012a). The bacterial and

cellular determinants controlling the recruitment of mTOR to the Salmonella-
containing vacuole. Biol. Open 1, 1215–1225. doi: 10.1242/bio.20122840

Tattoli, I., Sorbara, M. T., Vuckovic, D., Ling, A., Soares, F., Carneiro, L. A.,
et al. (2012b). Amino acid starvation induced by invasive bacterial pathogens
triggers an innate host defense program. Cell Host Microbe 11, 563–575.
doi: 10.1016/j.chom.2012.04.012

Teo, W. X., Kerr, M. C., and Teasdale, R. D. (2016). MTMR4 is required for the
stability of the Salmonella-containing vacuole. Front. Cell. Infect. Microbiol.

6:91. doi: 10.3389/fcimb.2016.00091
Thurston, T. L., Boyle, K. B., Allen, M., Ravenhill, B. J., Karpiyevich, M.,

Bloor, S., et al. (2016a). Recruitment of TBK1 to cytosol-invading Salmonella
induces WIPI2-dependent antibacterial autophagy. EMBO J. 35, 1779–1792.
doi: 10.15252/embj.201694491

Thurston, T. L., Matthews, S. A., Jennings, E., Alix, E., Shao, F., Shenoy, A. R., et al.
(2016b). Growth inhibition of cytosolic Salmonella by caspase-1 and caspase-11
precedes host cell death. Nat. Commun. 7:13292. doi: 10.1038/ncomms13292

Thurston, T. L., Wandel, M. P., Von Muhlinen, N., Foeglein, A., and Randow, F.
(2012). Galectin 8 targets damaged vesicles for autophagy to defend cells against
bacterial invasion. Nature 482, 414–418. doi: 10.1038/nature10744

Velge, P., Wiedemann, A., Rosselin, M., Abed, N., Boumart, Z., Chausse, A. M.,
et al. (2012). Multiplicity of Salmonella entry mechanisms, a new paradigm for
Salmonella pathogenesis.Microbiologyopen 1, 243–258. doi: 10.1002/mbo3.28

Wrande, M., Andrews-Polymenis, H., Twedt, D. J., Steele-Mortimer, O., Porwollik,
S., Mcclelland, M., et al. (2016). Genetic determinants of Salmonella enterica

serovar typhimurium proliferation in the cytosol of epithelial cells. Infect.
Immun. 84, 3517–3526. doi: 10.1128/IAI.00734-16

Young, A. M., Minson, M., Mcquate, S. E., and Palmer, A. E. (2017). Optimized
fluorescence complementation platform for visualizing salmonella effector
proteins reveals distinctly different intracellular niches in different cell types.
ACS Infect. Dis. 3, 575–584. doi: 10.1021/acsinfecdis.7b00052

Yu, H. B., Croxen, M. A., Marchiando, A. M., Ferreira, R. B., Cadwell, K., Foster, L.
J., et al. (2014). Autophagy facilitates Salmonella replication in HeLa cells.MBio

5:e00865-14. doi: 10.1128/mBio.00865-14

Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.

Copyright © 2017 Castanheira and García-del Portillo. This is an open-access article

distributed under the terms of the Creative Commons Attribution License (CC BY).

The use, distribution or reproduction in other forums is permitted, provided the

original author(s) or licensor are credited and that the original publication in this

journal is cited, in accordance with accepted academic practice. No use, distribution

or reproduction is permitted which does not comply with these terms.

Frontiers in Cellular and Infection Microbiology | www.frontiersin.org 12 October 2017 | Volume 7 | Article 432

https://doi.org/10.1111/j.1600-0854.2008.00821.x
https://doi.org/10.1080/21505594.2016.1229727
https://doi.org/10.1038/nature22361
https://doi.org/10.1126/science.1098371
https://doi.org/10.1046/j.1365-2958.2002.02912.x
https://doi.org/10.1038/nmicrobiol.2016.206
https://doi.org/10.1073/pnas.1316084111
https://doi.org/10.1111/cmi.12475
https://doi.org/10.1016/j.cell.2017.03.035
https://doi.org/10.1371/journal.ppat.1001002
https://doi.org/10.1016/j.chom.2014.07.001
https://doi.org/10.1074/jbc.M116.759456
https://doi.org/10.1046/j.1462-5822.2002.00170.x
https://doi.org/10.1046/j.1462-5822.1999.00003.x
https://doi.org/10.1242/bio.20122840
https://doi.org/10.1016/j.chom.2012.04.012
https://doi.org/10.3389/fcimb.2016.00091
https://doi.org/10.15252/embj.201694491
https://doi.org/10.1038/ncomms13292
https://doi.org/10.1038/nature10744
https://doi.org/10.1002/mbo3.28
https://doi.org/10.1128/IAI.00734-16
https://doi.org/10.1021/acsinfecdis.7b00052
https://doi.org/10.1128/mBio.00865-14
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://www.frontiersin.org/cellular_and_infection_microbiology
http://www.frontiersin.org
http://www.frontiersin.org/cellular_and_infection_microbiology/archive

	Salmonella Populations inside Host Cells
	Introduction
	A Retrospective View to the Salmonella-containing Vacuole (SCV) and Salmonella Intracellular Populations
	Salmonella Intracellular Populations in Distinct Host Cell Types
	Epithelial Cells and Macrophages
	Fibroblasts
	Neutrophils

	Methods to Identify Cytosolic and Intra-vacuolar Salmonella Populations
	Factors Modulating Phagosome-to-cytosol Transition
	Pathogen Factors
	Host Factors

	Autophagy and the Generation of Distinct Salmonella Intracellular Populations
	Concluding Remarks
	Author Contributions
	Acknowledgments
	References


