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Quorum sensing (QS) is a process that regulates gene expression based on cell density. In

bacteria, QS facilitates collaboration and controls a large number of pathways, including

biofilm formation and virulence factor production, which lead to lower sensitivity to

antibiotics and higher toxicity in the host, respectively. Inhibition of QS is a promising

strategy to combat bacterial infections. In this study, we tested the potential of secondary

metabolites from fungi to inhibit bacterial QS using a library derived from more than ten

thousand different fungal strains. We used the reporter bacterium, Chromobacterium

violaceum, and identified 39 fungal strains that produced QS inhibitor activity. These

strains expressed two QS inhibitors that had been described before and eight QS

inhibitors that had not been described before. Further testing for QS inhibitor activity

against the opportunistic pathogen Pseudomonas aeruginosa led to the identification

of gregatins as an interesting family of compounds with QS inhibitor activity. Although

various gregatins inhibited QS in P. aeruginosa, these gregatins did not inhibit virulence

factor production and biofilm formation. We conclude that gregatins inhibit some, but not

all aspects of QS.

Keywords: quorum sensing, gregatins, Chromobacterium violaceum, Pseudomonas aeruginosa, antimicrobial

activity, fungi

INTRODUCTION

Antibiotic resistance is a growing problem leading to ineffective antibiotic treatments, causing
bacterial infections to be lethal (Falagas and Bliziotis, 2007; Laxminarayan et al., 2016; Cassini et al.,
2019; Ventola, 2019). In particular, the treatment of Gram-negative bacteria is challenging due to
the composition of their outer membrane, which makes it hard for antibiotics to enter the cells
(Zgurskaya et al., 2015; Masi et al., 2017; Richter and Hergenrother, 2018). While new antibiotics
are still being introduced into the clinic, these often represent synthetically optimized antibiotics
from existing classes, leading to a quick rise in resistance (Fischbach and Walsh, 2009). Therefore,
it is important to look for alternative approaches to fight bacterial infections. Targeting bacterial
quorum sensing (QS) is one of these promising approaches.

Quorum sensing is an effective bacterial communication system that is triggered by changes
in cell density. Bacteria secrete signal compounds, termed autoinducers. In the case of Gram-
negative bacteria, these autoinducers are acyl-homoserine lactones (AHLs) produced by LuxI-
type autoinducer synthases. The AHLs cross the membrane and bind to LuxR-type receptors.
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If the cell population density increases, the signal increases,
eventually leading to altered gene expression (Bassler and
Losick, 2006). QS regulates various pathways involved in
the production of virulence factors and strengthening of the
biofilm (Passador et al., 1993; Jakobsen et al., 2017; Defoirdt,
2018). The opportunistic pathogen Pseudomonas aeruginosa has
three different QS pathways: two N-acyl homoserine lactone
(AHL)-based pathways (las-encoded system and rhl-encoded
system) and a unique Pseudomonas quinolone signal (pqs)-
based pathway. These three pathways are interconnected through
feedback and feed-forward mechanisms (Lee and Zhang, 2014;
Mukherjee et al., 2018). Some studies refer to IQS as the fourth
QS system in P. aeruginosa, but because this is controversial
(Cornelis, 2020), we have not addressed IQS here. The QS system
in P. aeruginosa plays a role in the production of virulence factors,
including elastase (Passador et al., 1993), protease, (Gambello
et al., 1993) and pyocyanin (Brint and Ohman, 1995), and
strengthens biofilm formation by the production of rhamnolipids
(Ochsner and Reiser, 1995) and extracellular DNA (Allesen-
Holm et al., 2006; Jakobsen et al., 2017). In general, inhibition
of QS decreases the production of toxic virulence factors and
weakens biofilm formation (Bjarnsholt et al., 2005; Jakobsen
et al., 2012). Therefore, inhibition of QS may have beneficial
effects, including less tissue damage, due to reduced levels of
toxic virulence factors and higher susceptibility to antibiotics,
because of the weakened biofilm. QS inhibitors have been isolated
from various sources over the years, including ajoene from garlic
(Jakobsen et al., 2012), quercetin from oak (Gopu et al., 2015),
furanones from alga (Givskov et al., 1996), and flavones from
natural origin or synthetically generated flavones (Skogman et al.,
2016).

In general, fungi are an interesting source of natural
compounds that have progressed into the clinic (Brakhage,
2013; Keller, 2018). For instance, the antibiotics penicillin and
cephalosporin have a fungal origin and have been used to
treat many patients (Brakhage, 2013). Yet, fungi remain rather
unexplored with respect to the production of QS inhibitors
(Kalia, 2013). Nevertheless, QS inhibitors have also been found
to be produced by fungi, including patulin and penicillic acid
(Rasmussen et al., 2005b), making them an interesting potential
source for QS inhibitors. In collaboration with the Westerdijk
Fungal Biodiversity Institute, our lab has developed a unique
library that consists of filtrates of 10,207 fungal strains (Hoeksma
et al., 2019), which facilitates the search for novel natural
compounds produced by a large variety of fungal species.

The aim of this study was to identify novel QS inhibitors. To
this end, we screened our library of fungal filtrates, which allowed
us to assess the potential of QS inhibition among 10,207 strains
of fungi. For the screening, we used the Gram-negative bacterium
Chromobacterium violaceum as a reporter.C. violaceum produces
violacein, a purple pigment, upon activation of QS, making
it an excellent reporter for high-throughput screens (Skogman
et al., 2016; Manner and Fallarero, 2018). This approach led
to the identification of eight compounds with QS inhibitor
activity that had not been described before. In addition, we tested
selected compounds for inhibition of specific aspects of QS in the
opportunistic pathogen Pseudomonas aeruginosa. We identified

TABLE 1 | Bacterial strains used in this study.

Bacterial strain Characteristic Source

Chromobacterium

violaceum

WT, ATCC 12472 Westerdijk Fungal

Biodiversity Institute

P. aeruginosa WT, PAO1

PAO1-GFP WT, PAO1 gfp-tagged Yang et al. (2007)

PAO1 lasB-GFP WT, PAO1, gfp fusion to

lasB gene

Hentzer et al. (2002)

PAO1 rhlA-GFP WT, PAO1, gfp fusion to rhlA

gene

Fong et al. (2017)

PAO1 pqsA-GFP WT, PAO1, gfp fusion to

pqsA gene

Fong et al. (2017)

PAO1 1lasI-1rhlI PAO1, QS mutant Hentzer et al. (2003)

gregatins as a promising group of compounds to inhibit QS in
various Gram-negative bacterial strains.

MATERIALS AND METHODS

Bacterial Strains and Growth Conditions
The bacterial strains used in this study are listed in Table 1.
Bacteria were stored at −80◦C in a 20% glycerol stock solution.
C. violaceumwas inoculated on tryptic soy agar (TSA), and single
colonies were grown in tryptic soy broth (TSB) at 27◦C. PAO1
strains were inoculated on Luria agar (LA) at 37◦C, and single
colonies were grown in AB minimal medium supplemented with
0.5% glucose and 0.5% casamino acids (Jakobsen et al., 2018),
unless stated otherwise.

High-Throughput Screen for
Quorum-Sensing Inhibitors
The high-throughput screen for QS inhibitors using C. violaceum
as a reporter was performed as previously described, with minor
modifications (Skogman et al., 2016; Manner and Fallarero,
2018). Overnight grown C. violaceum was diluted and grown
until an OD600 of 0.5–0.7. Then, the bacteria were diluted
1:1,000 before addition to the 96-well plate containing the
fungal supernatant to a total volume of 80 µl (1:1, v:v).
In addition to the wells with fungal supernatant, plates also
included untreated bacteria and TSB only to check the sterility
of the medium. Quercetin (Sigma-Aldrich, Merck Life Science,
Amsterdam, the Netherlands) was added at a concentration of
125µM as a positive control of violacein inhibition, and 130µM
of meropenem (Sigma-Aldrich, Merck Life Science, Amsterdam,
theNetherlands) was used as a control in the viability assay. Plates
were incubated for 20 h at 27◦C with 200 rpm shaking.

To measure the violacein production, plates were centrifuged
at 3,000 rpm for 10min to collect the precipitated violacein.
The supernatant was discarded, and the pellet was resuspended
in 200 µl of 96% ethanol. Plates were centrifuged again at
3,000 rpm for 10min to separate the cells from the violacein to
avoid interference with the signal. Half of the supernatant was
transferred to a new 96-well plate, and the violacein production
was quantified by measuring the optical density at 562 nm
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on the ASYS expert plus microplate reader (Biochrom Ltd,
Cambridge, UK).

Resazurin staining was used to measure the viability of the
bacteria. Following incubation for 20 h as described earlier, plates
were centrifuged at 3,000 rpm for 10min. The supernatant
was removed, and resazurin (25µg/mL in PBS) solution was
added. Plates were incubated in darkness for 45min at 27◦C
before fluorescence was measured on a PHERAstar microplate
reader (BMG Labtech, de Meern, the Netherlands) using
540 nm excitation and 590 nm emission wavelength. Viability was
calculated using the following equation:

% Viability =
Fluorescence sample−Fluorescence background

Fluorescence untreated− Fluorescence background

The same approachwas used in the follow-up experiments, which
measured the effect of single molecules on violacein production.
Dilution ranges of the compounds were tested in triplicates using
a maximum concentration of 2.5% DMSO to minimize the effect
of DMSO on QS and bacterial viability.

QS Inhibition in Pseudomonas aeruginosa
The experiments were performed as previously described
(Jakobsen et al., 2018). In brief, overnight grown cultures were
diluted in PBS to an OD450 of 0.1–0.2 before addition to a 96-
well plate with dilution ranges of compounds up to a volume
of 200 µl (1:1, v:v). The GFP fluorescence (excitation 485 nm,
emission 535 nm) and absorbance (600 nm) were measured every
15min for 15 h at 34◦C on a CLARIOstar microplate reader
(BMG Labtech, de Meern, the Netherlands). IC50 values were
calculated using PRISM software, by plotting the maximum slope
of GFP/OD.

Biofilm Assay
Overnight cultures were diluted 1:1,000 to a final OD600 of∼0.01.
Diluted bacterial cells were added to a 96-well plate containing
concentration ranges of the compound in triplicates up to a
volume of 200 µL (1:1, v:v). Plates were sealed with BreatheEasy
seal (Sigma-Aldrich, Merck Life Science, Amsterdam, the
Netherlands) to prevent evaporation and incubated at 37◦C
under static conditions. After 24 h, the medium was discarded,
and the wells were rinsed once with PBS. The biomass was then
stained with 0.1% (w:v) crystal violet solution for 5min. Crystal
violet was discarded, and excess crystal violet was removed by
rinsing three times with water. Plates were dried overnight, and
bound crystal violet was resuspended in 33% (v:v) acetic acid and
quantified at a wavelength of 562 nm using an ASYS expert plus
microplate reader (Biochrom Ltd, Cambridge, UK).

Pyocyanin Extraction
Pyocyanin quantification was based on a previously described
assay with minor modifications (Essar et al., 1990). In brief,
treated bacteria were grown in Kings A medium (2% (w:v)
protease peptone, 1% (w:v) potassium sulfate, 0.164% (w:v)
magnesium chloride, and 1% (v:v) glycerol in MQ) for 24 h at
37◦C in triplicates, before pelleting the cells. About 900 µL of
bacterial supernatant was added to chloroform (1:1) and tubes
were shaken vigorously. Then, 800 µL of chloroform was added

to 700 µL of 0.2M HCl and vortexed. Samples were centrifuged
for 2min at 10,000 rpm, and 600µL of 0.2MHCl was transferred
to a cuvette. Absorbance was measured at 520 nm, using 0.2M
HCl as a blank.

Rhamnolipid Extraction
Rhamnolipid concentrations were measured based on the
standard orcinol-sulfuric acid assay (Zhou et al., 2019). In brief,
treated cultures were grown at 37◦C for 24 h before collecting
900 µL of supernatant. Diethyl ether was added (1:1) to the
supernatant and mixed. Then, 800 µL of diethyl ether was
taken to a fresh tube and dried via evaporation at RT. To
each extract, 100 µL of MQ was added before the addition of
another 800 µL of 12.9mM orcinol (Sigma-Aldrich, Merck Life
Science, Amsterdam, the Netherlands) in 70% (v:v) H2SO4. The
reaction was maintained at 80◦C for 30min, and absorbance was
measured at a wavelength of 495 nm.

Purification of Compounds
Fungal strains corresponding to the active filtrates were grown
on a specific agar plate preferred by the strain and incubated at
25◦C. After 7 d, cubes of 5 × 5mm were cut out and two cubes
were used per 50mL of medium in 100mL bottles. Standard
medium consisted of 3.5% Czapek dox broth + 0.5% yeast
extract. To produce gregatins, potato dextrose broth (23% (v:v)
potato extract + 2% glucose) was used. Fungi were incubated
in a liquid medium for 7 d at preferred conditions (15◦C static,
25◦C static, or 25◦C + 100 rpm on an orbital shaker) before
filter sterilizing the medium with a 0.22µm Millipore filter
(Merck, Amsterdam, the Netherlands). The sterile supernatant
was extracted using 3 × 1/3 volume of ethyl acetate using a
separation funnel. The ethyl acetate layers were collected and
evaporated to dryness using a rotary evaporator with a water bath
at 40◦C. The dried pellet was dissolved in DMSO. The extracts
were fractionated using a preparative high-performance liquid
chromatography (HPLC) system consisting of a Shimadzu CBM-
20A controller, a Shimadzu LC-20AP pump, and a Shimadzu
FRC-10A fraction collector using a C18 reversed-phase Reprosil
column (10µm, 120 Å, 250× 22mm) and a Shimadzu SPD-20A
UV-detector set at 214 and 254 nm (Shimadzu’s Hertogenbosch,
the Netherlands). The mobile phase consisted of 100% MQ with
0.1% trifluoroacetic acid (buffer A) and 100% acetonitrile with
0.1% trifluoroacetic acid (buffer B). Protocols consisted of the
following steps: 5% buffer B for 5min, followed by a linear
gradient to 95% buffer B for 40min, 5min of 95% buffer B before
returning to 5% buffer B for another 5min with a constant flow
rate of 12 mL/min. Fractions were collected every 63 s starting
after the DMSO peak and ending at 95% buffer B, resulting in
40 fractions. About 1.9mL of the fraction was dried in a speed-
vac overnight and dissolved in 50 µl of DMSO to test for QS
inhibitory activity.

Identification of Compounds
Active fractions were analyzed for their purity using an analytical
Shimadzu LC-2030 system with PDA detection (190–800 nm)
with a Shimadzu Shim-pack GIST C18-HP reversed-phase
column (3µm, 4.6x100mm) (Shimadzu’s Hertogenbosch, the
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Netherlands). Besides determining the purity, the UV-VIS
spectrum of the fractions was also obtained. Pure fractions
were further analyzed by measuring the mass using a Shimadzu
LC-2030C 3D plus system, sometimes followed by more
accurate high-resolution mass spectrometry (HRMS) measured
on an LCT instrument (MicroMass ltd, Manchester UK).
For HRMS, the sample was mixed with sodium formate
for the detection of sodium adduct ions. In addition, this
procedure gave an internal calibrant to each sample to facilitate
a more accurate measurement of the mass of the sample.
Obtained masses and UV spectra were compared with previously
identified samples and literature. If needed, further chemical
analysis using NMR measurements was performed. For the
NMR measurements, the fractions were dried in a speed-vac
overnight and dissolved in DMSO-d6 before measurements on
a Bruker 600 MHz.

Commercial Compounds Used
Rubrofusarin (Sigma-Aldrich) was used to test for QS inhibitory
activity. Penicillic acid (VWR) and indole-3-acetic acid (Thermo-
Fisher) were used to compare with identified fungal compounds.

RESULTS

Screen for Quorum-Sensing Inhibitors
To search for novel QS inhibitors, we used a high-throughput
method using a Gram-negative bacterium, C. violaceum, as a
reporter strain, which produces a purple pigment violacein upon
activation of QS (Skogman et al., 2016; Manner and Fallarero,
2018). As a source of potential QS inhibitors, we used a library
consisting of the secondary metabolites of 10,207 fungal strains,
which was described by Hoeksma and colleagues (Hoeksma
et al., 2019). All fungi were obtained from the Westerdijk Fungal
Biodiversity Institute. The fungi we selected for further analysis
are depicted in Table 2. The fungal supernatant was added (1:1,
v:v) to C. violaceum, and after overnight incubation, the amount
of violacein was determined.

Of the 10,207 fungal filtrates, 324 inhibited violacein
production by more than 80% when compared to untreated
(Figure 1A). Since the loss of violacein production might
also be due to the loss of viability of the bacteria, analysis
of violacein production in response to the 324 hits was
repeated, and the viability of the bacteria was determined in
parallel using a resazurin staining assay (Guerin et al., 2001;
Rampersad, 2012). Seventy-nine strains were identified to inhibit
violacein production without affecting the viability. Viability is
calculated as the ratio of fluorescence intensity in the sample
and fluorescence intensity in the control. Violacein interferes
somewhat with fluorescence. Therefore, it is not surprising that in
samples with high QS inhibitor activity and hence low violacein
production, the apparent fluorescence in the resazurin assay is
higher than in the control and thus higher than 100%. A total
of 214 strains reduced violacein production and at the same
time reduced the viability of C. violaceum, which presumably
caused the observed reduction in violacein production. Thirty-
one strains from the initial screen did not affect violacein

TABLE 2 | Compounds with QS inhibitor activity.

Compound IC50

Violacein

IC50

viability

Fungus

Penicillic acid 22.13µM 126.2µM Aspergillus auricomus (CBS639.78)

Aspergillus melleus (CBS622.75)

Aspergillus ostianus (CBS627.78)

Aspergillus sulphureus (CBS117.26)

Eupenicillium baarnense

(CBS315.59)

Penicillium simplicissimum

(CBS392.78A)

Penicillium simplicissimum

(CBS391.78A)

Patulin 12µM 22µM Metarhizium brunneum (CBS316.51)

Penicillium tardum (CBS378.48)

Indole-3-acetic

acid

481µM 6091µM Colletotrichum fragariae

(CBS142.31)

6-methyl salicylic

acid

419µM 5789µM Penicillium tardum (CBS378.48)

Citrinin 201µM ∼1-2mM Aspergillus allahabadii (CBS164.63)

Penicillium citrinum (CBS309.48)

Penicillium citrinum (CBS252.55)

Penicillium citrinum (CBS341.61)

Penicillium citrinum (CBS139.45)

Penicillium spinulosum (CBS294.62)

Rubrofusarin 92µM >250µM Commercial compound

desmethyl

gregatin A

14µM >1mM Aspergillus allahabadii (CBS164.63)

Gregatin A 344µM >4mM Aspergillus panamensis

(CBS120.45)

Gregatin D 210µM >4mM Aspergillus panamensis

(CBS120.45)

Cyclogregatin 26µM >1mM Aspergillus panamensis

(CBS120.45)

Compounds with QS inhibitor activity are listed. IC50 for QS inhibitor activity (violacein

production) and IC50 for viability of C. violaceum bacteria are depicted with the name of

the fungi that produce the respective compounds.

production significantly and hence, turned out to be false
positives (Figure 1B).

The 79 strains that inhibited violacein production without
affecting the viability of C. violaceum were selected for further
analysis. The fungi were cultured again, and the growth
conditions were optimized (15◦C static, 25◦C static, and 25◦C
with shaking) to maximize the inhibitory response. Of the 79
hits, 39 showed activity after reculturing: seven preferred 15◦C
cultivation, 20 preferred 25◦C cultivation, and 12 preferred
25◦C cultivation with shaking. Of the other strains that were
cultured again, 29 did not show QS inhibitor activity in any
of the growth conditions, and 11 turned out to be toxic for
the bacteria. These 40 strains were disregarded. The remaining
39 fungal strains harbored QS inhibitor activity and were
cultured in larger volumes at the optimized growth condition
for activity-guided purification of the QS inhibitors and further
chemical analysis.
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FIGURE 1 | Screening of fungal secondary metabolites on C. violaceum reporter. (A) Inhibition of violacein production after treatment with fungal supernatant. Every

dot represents the supernatant of a single fungal strain. Fungal supernatants that show inhibition of more than 80% are shown as red dots (N = 324). (B) The 324

strains that showed inhibition of >80% were screened again, measuring both inhibition of violacein production and the viability of the bacteria. The compounds that

show inhibition of >80% while not affecting the viability (>70%) are shown as red dots (N = 79).

Identification of Bioactive Compounds
To identify the compounds with QS inhibitor activity, an activity-
guided purification approach was used (Figure 2). Briefly, after 7
d of growth in the liquid medium, the supernatant was separated
from the fungus by filtration. The secondary metabolites were
isolated by liquid–liquid extraction, evaporation of the solvent,
and dissolving in DMSO. The samples were tested for QS
inhibitor activity using violacein production as a read-out. Active
samples were analyzed using analytical HPLC, which allowed us
to avoid repeated re-identification of the same compounds with
identical retention times and UV-VIS absorbance. In case the
extract did not appear to contain known compounds with QS
inhibitor activity, the extract was fractionated using preparative
HPLC, and single fractions were tested for QS inhibitor activity.

The purity of active fractions was examined using
analytical HPLC. Pure fractions with QS inhibitor activity
were further analyzed using various methods to identify the
compound, including LC-MS, high-resolution MS, and 1H
and 13C nuclear magnetic resonance (NMR). If necessary,
subsequent 2D-NMR methods were used to identify the
chemical structure of the compound, including correlation
spectroscopy (COSY), heteronuclear single-quantum correlation
(HSQC), and heteronuclear multiple bond correlation
spectroscopy (HMBC).

Proof of Principle: Identification of
Penicillic Acid as QS Inhibitor
One of the active fungi identified during the screening
process is Penicillium simplicissimum (CBS 392.78A) with a
100% inhibition of violacein production, while viability was
not significantly affected (85% compared to untreated). We

inoculated this fungus in a large volume at 25◦C, extracted
the supernatant with ethyl acetate, and dissolved the sample in
DMSO. Purification and subsequent analysis of the fractions led
us to select fraction 15 as the active fraction (Figure 3A). Sub-
lethal levels of this compound show a concentration-dependent
violacein inhibition (Figure 3B). Viability levels appear to be
upregulated when QS is inhibited. This is likely due to low
violacein production at these concentrations, compared to the
control, which leads to an enhanced ratio of fluorescence in
this assay.

Measuring the bioactive fraction 15 on the analytical HPLC
showed a single peak with a maximum UV absorbance of
226 nm (Figure 3C). Further chemical analysis showed an m/z
of 171.1 [M + H] (Figure 3D). Next, the fraction was dried
and dissolved in DMSO-d6 for 1H-NMR spectrum analysis
(Figure 3E). Analysis of these data suggested that fraction 15
from Penicillium simplicissimum contained penicillic acid.

To verify the identity of the active compound in fraction 15,
commercially available penicillic acid was analyzed by analytical
HPLC (Figure 3F) and tested on C. violaceum (Figure 3G).
The results showed that the retention time, absorbance, and
QS inhibitor activity of commercially available penicillic acid
matched that of bioactive fraction 15. Penicillic acid was
identified as a QS inhibitor before (Rasmussen et al., 2005a).
Our results, together with the published data on penicillic
acid, provide proof-of-principle for our approach to identify
QS inhibitors.

Other QS Inhibitors From Fungi
Penicillic acid was identified as the bioactive compound in
six more fungi, based on analytical HPLC retention time
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FIGURE 2 | Activity-guided purification approach to identify QS inhibitors. A fungus of interest is grown on an agar plate for a week before inoculation in large volume

(1–10 L) for another week under preferred conditions. The supernatant is then filtrated before liquid–liquid extraction with ethyl acetate. The ethyl acetate is dried, and

the pellet is dissolved in DMSO before fractionating the extract using a preparative HPLC. Fractions are dried and tested for QS inhibitory activity before identification

of the fraction.
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FIGURE 3 | Identification of penicillic acid as QS inhibitor. (A) After growing Penicillium simplicissimum in large volume, the extract was fractionated using prep-HPLC.

Fraction 15 (red box) was the active fraction. (B) QS inhibitory activity of fraction 15 using C. violaceum as a reporter (black line and symbols) and cell viability in

parallel (red line and symbols). A range of concentrations was tested. (C) UV-VIS spectrum of fraction 15. (D) LC/MS analysis of fraction 15. (E) 1H-NMR of fraction

15. (F) Analytical HPLC chromatogram of fraction 15 (black line) compared to commercial penicillic acid (pink line), showing a similar retention time. (G) QS inhibitor

activity and viability of commercial penicillic acid. Experiments were done in triplicate. Error bars represent SEM.

and UV-VIS spectrum (Table 2). Our approach led to the
identification of a variety of other known QS inhibitors,
including patulin (Rasmussen et al., 2005a) and derivatives or
compounds closely related to known QS inhibitors, including
6-methylsalicylic acid and indole-3-acetic acid (Lee et al., 2009;
Yang et al., 2009; Tan et al., 2013; Hidalgo-Romano et al.,
2014; Monte et al., 2014; Biswas et al., 2015; Ahmed et al.,
2019). Interestingly, our approach led to the identification of
compounds that had not been described before as QS inhibitors,

including citrinin, rubrofusarin, and the family of gregatins
(Table 2, Figure 4, Supplementary Figure 1).

Rubrofusarin was detected in the active fraction of Aspergillus
carbonarius (CBS 101.14). However, the active fraction was not
pure and also contained fonsecin (Supplementary Figure 2).
We were not able to separate rubrofusarin and fonsecin by
preparative HPLC. We obtained a commercially available
rubrofusarin and established that it exhibited potent
QS inhibitor activity without affecting viability (Table 2,
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FIGURE 4 | Chemical structures of the compounds identified as QS inhibitors in this study.

Supplementary Figure 1). Unfortunately, fonsecin is not
commercially available, and hence, it remains to be determined
if fonsecin also has QS inhibitor activity.

The difference between concentrations that elicited bacterial
toxicity and QS inhibitory activity in C. violaceum was 2-
fold for patulin and 6-fold for penicillic acid, respectively

(Figure 3G, Table 2, Supplementary Figure 1). Interestingly,
this difference in concentrations was much bigger for the
newly identified QS inhibitors. For instance, the IC50 of
desmethyl-gregatin A, isolated from Aspergillus allahabadii
(CBS164.63), for the viability of bacteria was 74 times
higher than the IC50 for violacein inhibition (Table 2,
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Supplementary Figure 1). These results suggest that these
newly discovered QS inhibitors were effective at concentrations
that did not affect bacterial viability, and therefore these
QS inhibitors were selected for further analysis using other
bacterial species.

QS Inhibitor Activity on P. aeruginosa
To test if the active compounds also inhibited QS in other
bacterial species, the newly discovered compounds with QS
inhibitor activity were tested on P. aeruginosa. GFP reporters for
each of the effector protein pathways, Las, Rhl, and Pqs were
used to test for QS inhibition in the P. aeruginosa strain PAO1.
In addition, a PAO1-GFP strain was used as a control to test if
the compounds were specific QS inhibitors or merely affected
GFP or bacterial growth. GFP values were normalized to the
growth of the bacteria, and the IC50 was determined based on the
slope of the curves at different concentrations of the compound
(Figure 5). Various compounds showed a clear, concentration-
dependent reduction of the slope in one or more PAO1 QS
reporters (Figure 5, Supplementary Figure 3). However, not all
compounds with QS inhibitory activity in C. violaceum inhibited
one or more QS pathways in PAO1. For most compounds, much
higher concentrations were needed to inhibit QS in PAO1 than
in C. violaceum. Overall, the compounds had the strongest effect
on the pqsA-reporter and the least effect or no effect on the
rhlA-GFP reporter.

An interesting difference between C. violaceum and
PAO1 was also observed among the family of gregatins.
The most promising compounds in C. violaceum were
desmethyl-gregatin A and cyclogregatin. However, in PAO1,
gregatin A and gregatin D seem to be the most potent QS
inhibitors and they affected all the three pathways (Table 3).
Therefore, gregatin A and gregatin D were selected for
further analysis.

Gregatins Increase Biofilm Formation in
PAO1 QS Mutants
Since QS is involved in the formation of biofilms, we
hypothesized that inhibition of QS would inhibit biofilm
formation. To test this, we measured the effect of gregatin A
and gregatin D on the formation of biofilms in P. aeruginosa
PAO1 using crystal violet staining. We tested the gregatins both
on the formation of biofilm in WT bacteria and QS mutant
(1lasI-1rhlI). Both gregatin A and gregatin D did not show a
significant decrease or increase in biofilm formation inWTPAO1
(Figure 6). Interestingly, the biofilm formation was increased in
QS mutants after treatment with gregatin A and gregatin D.
Gregatin A appeared to be more potent than gregatin D. Both
compounds showed maximum effects at 1,000µM, at which
concentration biofilm formation of the QS mutant exceeded that
of WT (Figure 6). We conclude that gregatin A and gregatin
D do not affect biofilm formation of PAO1 significantly, but
may somehow affect biofilm formation in P. aeruginosa with
impaired QS.

Gregatins Alter the Expression Levels of
Virulence Factors
Quorum sensing also regulates the production of virulence
factors in P. aeruginosa. Therefore, we expected that the QS
inhibitor activity of gregatin A and gregatin D would inhibit
the production of virulence factors. To test this, we measured
the relative levels of the virulence factors pyocyanin and
rhamnolipids. As a control, the QS mutant was included, which
produced more than 10-fold less virulence factor than WT
PAO1 (Figure 7). Gregatin A treatment led to a dose-dependent
increase in pyocyanin production in P. aeruginosa with an
optimum at 500µM (p < 0.0001) (Figure 7A). Gregatin D did
not show an increase in pyocyanin expression, but a significant
decrease (p < 0.0001) was observed at the highest concentration
tested (2,000µM) (Figure 7B). Gregatin A and gregatin D
treatment increased rhamnolipid concentrations significantly
only at high concentrations, that is, 2,000 and 1,000µM,
respectively, in stark contrast to diminished rhamnolipid
production of the QS mutant (Figures 7C,D). Taken together,
our data show different effects of gregatins on virulence
factor production.

DISCUSSION

In this study, we found various active compounds in fungal
filtrates that inhibited QS in C. violaceum. The identification of
the known QS inhibitors (patulin and penicillic acid) showed
that C. violaceum works well as a reporter in a high-throughput
format. However, patulin and penicillic acid did not show a big
difference between concentrations that affected QS inhibition
and toxicity in bacteria, resulting in a small concentration range
to evaluate QS inhibition without effects on viability. The newly
identified QS inhibitors were more promising in this respect, and
the family of gregatins was themost promising.While desmethyl-
gregatin A and cyclogregatin showed the strongest inhibitory
effect in C. violaceum, gregatin A and gregatin D showed a
stronger effect in the opportunistic pathogen P. aeruginosa.
Interestingly, although QS was inhibited in P. aeruginosa,
gregatin A and gregatin D did not show inhibition of biofilm
formation. Only gregatin D showed inhibition of pyocyanin
production, whereas treatment with gregatin A led to an increase
in pyocyanin synthesis. Treatment with both gregatins also led to
an increase in rhamnolipid production.

While gregatin A has been identified as an anti-bacterial
and anti-fungal agent (Anke et al., 1980), the function of other
gregatins is not well-studied. Gregatins are a group of molecules
with an alkylated furanone core (Burghart-Stoll and Brückner,
2012), which could explain the potency of gregatins as QS
inhibitors. Furanones have been well-described as QS inhibitors,
probably due to the high similarity of the ring structure to the
lactone of the AHL autoinducers (Proctor et al., 2020). Therefore,
the effect of the gregatins might be due to binding to the
QS receptors.

Interestingly, although gregatins share a highly similar
structure (Figure 4), the effect of different gregatins on C.
violaceum and P. aeruginosa is distinct. Cyclogregatin and
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FIGURE 5 | QS inhibitor activity of gregatin D on Pseudomonas aeruginosa strain PAO1. Gregatin D was tested on the three QS reporters of P. aeruginosa and a

WT-GFP control. The GFP signal was normalized by dividing the OD600 values giving RFU/OD plots (graphs on the left). The maximum slopes are plotted (graphs on

the right) by which the IC50 was calculated. Experiments were done in triplicates, and the mean of RFU/OD was plotted and used for the calculations of the maximum

slope.

Frontiers in Microbiology | www.frontiersin.org 10 July 2022 | Volume 13 | Article 934235

https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/microbiology#articles


Beenker et al. Gregatins Inhibit Quorum Sensing

TABLE 3 | QS inhibitor activity of selected compounds in P. aeruginosa (PAO1) reporters.

Compound IC50 lasB-GFP IC50 rhlA-GFP IC50 pqsA-GFP IC50 PAO1-GFP

Indole-3-acetic acid Not active Not active >3125µM Not active

6-methyl salicylic acid Not active Not active 2809µM Not active

Rubrofusarin Not active >62,5µM 17µM Not active

Citrinin >2000µM Not active 1062µM Not active

Desmethyl Gregatin A 509µM Not active 130µM Not active

Gregatin A 228µM 516µM 203µM Not active

Gregatin D 282µM 398µM 294µM Not active

Cyclogregatin >500µM Not active >500µM Not active

IC50 values of the different reporters were determined. Compounds were scored as “non-active” when it was not possible to plot a nonlinear regression curve because of lack of

inhibitory activity. In case there was inhibitory activity, but 50% inhibition was not reached, the IC50 value was estimated to be higher than the highest concentrations tested. Higher

concentrations could not be tested due to excessively high DMSO concentrations or precipitation of the compound.

FIGURE 6 | The effect of the gregatins on biofilm formation in P. aeruginosa. Biofilm formation was measured by crystal violet staining after treatment with gregatin A

and gregatin D and normalized to DMSO treated. The effect on biofilm formation in both WT and QS mutants (1lasI/1rhlI) was measured. The mean of three

experiments performed in triplicates was plotted. The error bars represent the SEM. A one-way ANOVA, corrected for multiple comparisons with Dunnett’s test, was

performed to determine statistical significance. Values are compared to DMSO-treated controls (*P < 0.05; **P < 0.005; ***P < 0.001; ****P < 0.0001).

desmethyl-gregatin A showed stronger effects on C. violaceum
than on P. aeruginosa, whereas gregatin A and gregatin D
showed stronger effects on P. aeruginosa than on C. violaceum.
This might be due to differences in the QS networks between
these bacterial strains. Although the luxIR-type QS system in
C. violaceum and P. aeruginosa shows resemblance, they do
differ. The amino acid sequence of the luxR-type receptor of
C. violaceum (CviR) shares 24 and 22% identity with LasR and
RhlR from P. aeruginosa, respectively (Altschul et al., 1997, 2005).
This might explain why the removal of a methyl group to get
desmethyl-gregatin A alters the specificity of the compound. This
also provides an opportunity for the chemical alteration of the
compound to develop an optimized structure that shows strong
QS inhibitor activity in multiple species.

It is interesting to note that various molecules with QS
inhibitor activity on C. violaceum failed to show an effect on the
opportunistic pathogen P. aeruginosa. This might be due to the
robust, interconnectedQS network in P. aeruginosa. C. violaceum
has a single QS network (CviI/R) (Stauff et al., 2011), whereas
P. aeruginosa uses three systems (LasI/R, RhlI/R, and PQS) (Lee
and Zhang, 2014; Kostylev et al., 2019). These three systems

regulate each other, but also show redundant effects. For example,
in the absence of C4-HSL, RhlR is still activated via PqsE and
regulates various downstream genes, including rhlA (Mukherjee
et al., 2018). The robustness of the P. aeruginosa system might
explain the high concentrations needed to inhibit QS compared
to C. violaceum.

Another reason for the high concentrations needed or failure
of QS inhibition in P. aeruginosa compared to C. violaceum
might be the high intrinsic resistance of P. aeruginosa. All Gram-
negative bacteria have a low permeability due to the structure
of the outer membrane. However, P. aeruginosa shows a 12–
100-fold lower permeability than E. coli due to the absence
of general porins (Hancock, 1998; Chevalier et al., 2017). This
low permeability makes it hard for compounds to cross the
membrane and enter the bacteria. In addition, compounds that
were able to cross the membrane are often targets for the efflux
pumps, making it even harder to accumulate within P. aeruginosa
(Dreier and Ruggerone, 2015).

Given the difference in effects on C. violaceum and P.
aeruginosa, the question arises if C. violaceum is the best reporter
bacterium to screen for QS inhibitors that are active in P.
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FIGURE 7 | Distinct effects of gregatins on the production of virulence factors. The effect of gregatin A and gregatin D was tested on the production of the virulence

factors (A,B) pyocyanin and (C,D) rhamnolipid. The mean of the experiment performed in triplicates was plotted. A one-way ANOVA, corrected for multiple

comparisons with Dunnett’s test, was performed to determine statistical significance. Values are compared to DMSO-treated controls (*P < 0.05; **P < 0.005; ****P <

0.0001).

aeruginosa. The QS systems of C. violaceum and P. aeruginosa
overlap partially. The CviI/R QS system of C. violaceum
resembles the two AHL-dependent QS systems in P. aeruginosa,
LasI/R, and RhlI/R. The PQS system of P.aeruginosa uses
a distinct autoinducer (Williams and Cámara, 2009). High-
throughput screens using P. aeruginosa reporters have been
conducted before (Müh et al., 2006; Starkey et al., 2014; Kang
et al., 2021). For instance, Starkey and colleagues fused the pqsA
promoter to the sacB gene, resulting in a reporter bacterium that
will only grow in a sucrose-supplemented mediumwhen the PQS
pathway is inhibited (Starkey et al., 2014). More specific screens
for P. aeruginosa QS inhibitors using our fungal library or other
sources of potential QS inhibitors may result in the identification

of additional fungi with QS inhibitor activity in P. aeruginosa.
Nevertheless, screening C. violaceum led to the identification of
a range of QS inhibitors that are active against P. aeruginosa and
may be active in other Gram-negative strains as well. Given the
differential activities of the QS inhibitors that we identified in our
screen toward different bacterial strains, it is important to verify
the QS inhibitor activity in the bacterial strain of choice.

It is often reported that inhibition of QS leads to the inhibition
of biofilm formation and the production of virulence factors
(Duplantier et al., 2021). However, in this study, we only find
an inhibitory activity of gregatin D on pyocyanin production,
while it activates rhamnolipid synthesis and biofilm formation in
QS mutants. Gregatin A also shows activation of both pyocyanin
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and rhamnolipid production. This might be due to the highly
interconnected QS pathways in P. aeruginosa. For example,
Welsh and colleagues found that QS inhibition leads to a decrease
in pyocyanin production but an increase in rhamnolipids by
agonistic binding to the Rhl receptor (Welsh et al., 2015). In
addition, molecules specific to a single QS receptor do not
show big effects on virulence factor production, and the effect is
strongly dependent on the nutrient composition of the medium
(Welsh and Blackwell, 2016). Smith and colleagues describe
various QS inhibitors in P. aeruginosa that do not show an effect
on biofilm formation nor on pyocyanin production (Smith et al.,
2003a,b). They describe strong inhibition with Rhl inhibitors,
whereas inhibitors specific to the Las pathway do not have a
downstream effect. The effect of the QS inhibitors is weak on
the Rhl pathway, which may explain the lack of downstream
effects. Moreover, both biofilm formation and virulence factor
production are also controlled by various other pathways and
molecules (Bartell et al., 2017; Jakobsen et al., 2017; Huang et al.,
2019; Perinbam et al., 2020). Transcriptomic analysis of a variety
of QS inhibitors shows a wide variation in the number of genes
affected by the QS inhibitors. This is probably due to the exact
target of the inhibitor and its position in the hierarchy (Jakobsen
et al., 2013). Therefore, to explain the contradictory results, it is
important to identify the exact target of the gregatins.

Although we identified many fungal secondary metabolites
that play a role in QS, there are still many more to be found.
To find QS inhibitors, bacteria need to be treated at a specific
concentration range. Low concentrations show no QS inhibitory
activity, whereas high concentrations might be toxic. The fungi in
the library were grown in a standard growth condition. Altering
the growth conditions may lead to higher production of the
active compound or synthesis of other metabolites (Bode et al.,
2002). Hence, fungi that did not show activity in the current
study might produce interesting compounds when grown under
different conditions.

In conclusion, this study shows that fungi are a highly potent
source of novel bioactive compounds. Through screening of
10,207 fungal filtrates, we found a diverse array of compounds

that showed an inhibitory effect on QS, both in C. violaceum and
in P. aeruginosa. Interestingly, we also found that QS inhibition
in P. aeruginosa does not necessarily lead to a decrease in biofilm
formation and production of virulence factors. It is important
to find out more about the mechanism of action of gregatins,
which may allow optimization of their structure to increase
the potential of this family of compounds as QS inhibitors to
ultimately combat antimicrobial resistance.

DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation.

AUTHOR CONTRIBUTIONS

WB and JHe conceived and designed the study and wrote the
first draft of the manuscript. JHo performed experiments. All
authors contributed to manuscript revision, read, and approved
the submitted version.

FUNDING

This work was funded in part by a KNAW Research Fund grant.

ACKNOWLEDGMENTS

We would like to thank Tim Holm Jakobsen for sharing the
P. aeruginosa strains with us and for taking the time for some
valuable discussions. In addition, we would like to thank Helen
Buttstedt and Jesse de Ruijter for their technical support.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fmicb.
2022.934235/full#supplementary-material

REFERENCES

Ahmed, S. A. K. S., Rudden, M., Smyth, T. J., Dooley, J. S. G., Marchant,
R., and Banat, I. M. (2019). Natural quorum sensing inhibitors effectively
downregulate gene expression of Pseudomonas aeruginosa virulence factors.
Appl. Microbiol. Biotechnol. 103, 3521–3535. doi: 10.1007/s00253-019-
09618-0

Allesen-Holm, M., Barken, K. B., Yang, L., Klausen, M., Webb, J. S., Kjelleberg,
S., et al. (2006). A characterization of DNA release in Pseudomonas

aeruginosa cultures and biofilms. Mol. Microbiol. 59, 1114–1128.
doi: 10.1111/j.1365-2958.2005.05008.x

Altschul, S. F., Madden, T. L., Schäffer, A. A., Zhang, J., Zhang, Z., Miller,
W., et al. (1997). Gapped BLAST and PSI-BLAST: a new generation
of protein database search programs. Nucleic Acids Res. 25, 3389–3402.
doi: 10.1093/genetics/156.4.1997

Altschul, S. F., Wootton, J. C., Gertz, E. M., Agarwala, R., Morgulis,
A., Schäffer, A. A., et al. (2005). Protein database searches using
compositionally adjusted substitution matrices. FEBS J. 272, 5101–5109.
doi: 10.1111/j.1742-4658.2005.04945.x

Anke, H., Schwab, H., and Achenbach, H. (1980). Tetronic acid derivatives from
Aspergillus panamensis. J. Antibiot. 33, 6–11. doi: 10.7164/antibiotics.33.931

Bartell, J. A., Blazier, A. S., Yen, P., Thøgersen, J. C., Jelsbak, L., Goldberg, J.
B., et al. (2017). Reconstruction of the metabolic network of Pseudomonas

aeruginosa to interrogate virulence factor synthesis. Nat. Commun. 8, 14631.
doi: 10.1038/ncomms14631

Bassler, B. L., and Losick, R. (2006). Bacterially speaking. Cell 125, 237–246.
doi: 10.1016/j.cell.2006.04.001

Biswas, N. N., Kutty, S. K., Barraud, N., Iskander, G. M., Griffith, R., Rice, S. A.,
et al. (2015). Indole-based novel small molecules for themodulation of bacterial
signalling pathways. Org. Biomol. Chem. 13, 925–937. doi: 10.1039/c4ob02096k

Bjarnsholt, T., Jensen, P. Ø., Burmølle, M., Hentzer, M., Haagensen, J. A. J.,
Hougen, H. P., et al. (2005). Pseudomonas aeruginosa tolerance to tobramycin,
hydrogen peroxide and polymorphonuclear leukocytes is quorum-sensing
dependent.Microbiology 151, 373–383. doi: 10.1099/mic.0.27463-0

Bode, H. B., Bethe, B., Höfs, R., and Zeeck, A. (2002).
Big effects from small changes: possible ways to explore
nature’s chemical diversity. ChemBioChem 3, 619–627.
doi: 10.1002/1439-7633(20020703)3:7<619::AID-CBIC619>3.0.CO;2-9

Frontiers in Microbiology | www.frontiersin.org 13 July 2022 | Volume 13 | Article 934235

https://www.frontiersin.org/articles/10.3389/fmicb.2022.934235/full#supplementary-material
https://doi.org/10.1007/s00253-019-09618-0
https://doi.org/10.1111/j.1365-2958.2005.05008.x
https://doi.org/10.1093/genetics/156.4.1997
https://doi.org/10.1111/j.1742-4658.2005.04945.x
https://doi.org/10.7164/antibiotics.33.931
https://doi.org/10.1038/ncomms14631
https://doi.org/10.1016/j.cell.2006.04.001
https://doi.org/10.1039/c4ob02096k
https://doi.org/10.1099/mic.0.27463-0
https://doi.org/10.1002/1439-7633(20020703)3:7$<$619::AID-CBIC619$>$3.0.CO
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/microbiology#articles


Beenker et al. Gregatins Inhibit Quorum Sensing

Brakhage, A. A. (2013). Regulation of fungal secondary metabolism. Nat. Rev.
Microbiol. 11, 21–32. doi: 10.1038/nrmicro2916

Brint, J. M., and Ohman, D. E. (1995). Synthesis of multiple exoproducts
in Pseudomonas aeruginosa is under the control of RhlR-RhlI,
another set of regulators in strain PAO1 with homology to the
autoinducer-responsive LuxR-LuxI family. J. Bacteriol. 177, 7155–7163.
doi: 10.1128/jb.177.24.7155-7163.1995

Burghart-Stoll, H., and Brückner, R. (2012). Total syntheses of the gregatins
A-D and aspertetronin A: structure revisions of these compounds and of
aspertetronin B, together with plausible structure revisions of gregatin E,
cyclogregatin, graminin A, the penicilliols A and B, and the huaspenones A.
Eur. J. Org. Chem. 2012, 3978–4017. doi: 10.1002/ejoc.201200207

Cassini, A., Högberg, L. D., Plachouras, D., Quattrocchi, A., Hoxha, A., Simonsen,
G. S., et al. (2019). Attributable deaths and disability-adjusted life-years caused
by infections with antibiotic-resistant bacteria in the EU and the European
Economic Area in 2015: a population-level modelling analysis. Lancet Infect.
Dis. 19, 56–66. doi: 10.1016/S1473-3099(18)30605-4

Chevalier, S., Bouffartigues, E., Bodilis, J., Maillot, O., Lesouhaitier, O.,
Feuilloley, M. G. J., et al. (2017). Structure , function and regulation
of Pseudomonas aeruginosa porins. FEMS Microbiol. Rev. 41, 698–722.
doi: 10.1093/femsre/fux020

Cornelis, P. (2020). Putting an end to the Pseudomonas aeruginosa IQS
controversy.Microbiologyopen 9, 2019–2020. doi: 10.1002/mbo3.962

Defoirdt, T. (2018). Quorum-sensing systems as targets for antivirulence therapy.
Trends Microbiol. 26, 313–328. doi: 10.1016/j.tim.2017.10.005

Dreier, J., and Ruggerone, P. (2015). Interaction of antibacterial compounds
with RND efflux pumps in Pseudomonas aeruginosa. Front. Microbiol. 6, 660.
doi: 10.3389/fmicb.2015.00660

Duplantier, M., Lohou, E., and Sonnet, P. (2021). Quorum sensing inhibitors
to quench P. aeruginosa pathogenicity. Pharmaceuticals 14, 1262.
doi: 10.3390/ph14121262

Essar, D. W., Eberly, L., Hadero, A., and Crawford, I. P. (1990). Identification
and characterization of genes for a second anthranilate synthase in
Pseudomonas aeruginosa: interchangeability of the two anthranilate
synthase and evolutionary implications. J. Bacteriol. 172, 884–900.
doi: 10.1128/jb.172.2.884-900.1990

Falagas, M. E., and Bliziotis, I. A. (2007). Pandrug-resistant Gram-negative
bacteria: the dawn of the post-antibiotic era? Int. J. Antimicrob. Agents 29,
630–636. doi: 10.1016/j.ijantimicag.2006.12.012

Fischbach, M. A., and Walsh, C. T. (2009). Antibiotics for emerging pathogens.
Science 325, 1089–1093. doi: 10.1126/science.1176667

Fong, J., Yuan, M., Jakobsen, T. H., Mortensen, K. T., Delos Santos, M.M. S., Chua,
S. L., et al. (2017). Disulfide bond-containing ajoene analogues as novel quorum
sensing inhibitors of Pseudomonas aeruginosa. J. Med. Chem. 60, 215–227.
doi: 10.1021/acs.jmedchem.6b01025

Gambello, M. J., Kaye, S., and Iglewski, B. H. (1993). LasR of Pseudomonas

aeruginosa is a transcriptional activator of the alkaline protease gene (apr)
and an enhancer of exotoxin A expression. Infect. Immun. 61, 1180–1184.
doi: 10.1128/iai.61.4.1180-1184.1993

Givskov, M., De Nys, R., Manefield, M., Gram, L., Maximilien, R., Eberl, L., et al.
(1996). Eukaryotic interference with homoserine lactone-mediated prokaryotic
signalling. J. Bacteriol. 178, 6618–6622. doi: 10.1128/jb.178.22.6618-6622.
1996

Gopu, V., Meena, C. K., and Shetty, P. H. (2015). Quercetin influences quorum
sensing in food borne bacteria: in-vitro and in-silico evidence. PLoS ONE 10,
1–17. doi: 10.1371/journal.pone.0134684

Guerin, T. F., Mondido, M., McClenn, B., and Peasley, B. (2001).
Application of resazurin for estimating abundance of contaminant-
degrading micro-organisms. Lett. Appl. Microbiol. 32, 340–345.
doi: 10.1046/j.1472-765X.2001.00916.x

Hancock, R. E. W. (1998). Resistance mechanisms in Pseudomonas aeruginosa

and other nonfermentative gram-negative bacteria. Clin. Infect. Dis. 27, 93–99.
doi: 10.1086/514909

Hentzer, M., Riedel, K., Rasmussen, T. B., Heydorn, A., Andersen, J. B., Parsek,
M. R., et al. (2002). Inhibition of quorum sensing in Pseudomonas aeruginosa

biofilm bacteria by a halogenated furanone compound. Microbiology 148,
87–102. doi: 10.1099/00221287-148-1-87

Hentzer, M., Wu, H., Andersen, J. B., Riedel, K., Rasmussen, T. B., Bagge, N., et al.
(2003). Attenuation of Pseudomonas aeruginosa virulence by quorum sensing
inhibitors. EMBO J. 22, 3803–3815. doi: 10.1093/emboj/cdg366

Hidalgo-Romano, B., Gollihar, J., Brown, S. A., Whiteley, M., Valenzuela, E.,
Kaplan, H. B., et al. (2014). Indole inhibition of N-acylated homoserine
lactone-mediated quorum signalling is widespread in Gram-negative bacteria.
Microbiology 160, 2464–2473. doi: 10.1099/mic.0.081729-0

Hoeksma, J., Misset, T., Wever, C., Kemmink, J., Kruijtzer, J., Versluis, K., et al.
(2019). A new perspective on fungal metabolites: identification of bioactive
compounds from fungi using zebrafish embryogenenis as read-out. Sci. Rep.
9, 1–16. doi: 10.1038/s41598-019-54127-9

Huang, H., Shao, X., Xie, Y., Wang, T., Zhang, Y., Wang, X., et al.
(2019). An integrated genomic regulatory network of virulence-related
transcriptional factors in Pseudomonas aeruginosa. Nat. Commun. 10, 2931.
doi: 10.1038/s41467-019-10778-w

Jakobsen, T. H., Alhede, M., Hultqvist, L. D., Bjarnsholt, T., and Givskov,
M. (2018). “Qualitative and quantitative determination of quorum sensing
inhibition in vitro”, in Methods in Molecular Biology, Leoni, L., Rampioni, G.
(eds) pp. 275–285. doi: 10.1007/978-1-4939-7309-5_21

Jakobsen, T. H., Bjarnsholt, T., Jensen, P. Ø., Givskov, M., and Høiby, N. (2013).
Targeting quorum sensing in Pseudomonas aeruginosa biofilms: current and
emerging inhibitors. Future Microbiol. 8, 901–921. doi: 10.2217/fmb.13.57

Jakobsen, T. H., Tolker-Nielsen, T., and Givskov, M. (2017). Bacterial biofilm
control by perturbation of bacterial signaling processes. Int. J. Mol. Sci. 18, 1970.
doi: 10.3390/ijms18091970

Jakobsen, T. H., van Gennip, M., Phipps, R. K., Shanmugham, M. S., Christensen,
L. D., Alhede, M., et al. (2012). Ajoene, a sulfur-rich molecule from garlic,
inhibits genes controlled by quorum sensing. Antimicrob. Agents Chemother.
56, 2314–2325. doi: 10.1128/aac.05919-11

Kalia, V. C. (2013). Quorum sensing inhibitors: an overview. Biotechnol. Adv. 31,
224–245. doi: 10.1016/j.biotechadv.2012.10.004

Kang, D., Zhang, L., and Kirienko, N. V. (2021). High-throughput approaches for
the identification of Pseudomonas aeruginosa antivirulents. mBio 12, e02240-
20. doi: 10.1128/mBio.02240-20

Keller, N. P. (2018). Fungal secondary metabolism: regulation, function and drug
discovery. Nat. Rev. Microbiol. 17, 167–180. doi: 10.1038/s41579-018-0121-1

Kostylev, M., Kim, D. Y., Smalley, N. E., Salukhe, I., Greenberg, E. P.,
and Dandekar, A. A. (2019). Evolution of the Pseudomonas aeruginosa

quorum-sensing hierarchy. Proc. Natl. Acad. Sci. U. S. A. 116, 7027–7032.
doi: 10.1073/pnas.1819796116

Laxminarayan, R., Matsoso, P., Pant, S., Brower, C., Røttingen, J. A., Klugman, K.,
et al. (2016). Access to effective antimicrobials: a worldwide challenge. Lancet
387, 168–175. doi: 10.1016/S0140-6736(15)00474-2

Lee, J., Attila, C., Cirillo, S. L. G., Cirillo, J. D., and Wood, T. K. (2009). Indole
and 7-hydroxyindole diminish Pseudomonas aeruginosa virulence. Microb.

Biotechnol. 2, 75–90. doi: 10.1111/j.1751-7915.2008.00061.x
Lee, J., and Zhang, L. (2014). The hierarchy quorum sensing

network in Pseudomonas aeruginosa. Protein Cell 6, 26–41.
doi: 10.1007/s13238-014-0100-x

Manner, S., and Fallarero, A. (2018). Screening of natural product derivatives
identifies two structurally related flavonoids as potent quorum sensing
inhibitors against gram-negative bacteria. Int. J. Mol. Sci. 19, 1346.
doi: 10.3390/ijms19051346

Masi, M., Réfregiers, M., Pos, K. M., and Pagès, J. M. (2017). Mechanisms
of envelope permeability and antibiotic influx and efflux in Gram-negative
bacteria. Nat. Microbiol. 2, 17001. doi: 10.1038/nmicrobiol.2017.1

Monte, J., Abreu, A. C., Borges, A., Simões, L. C., and Simões, M. (2014).
Antimicrobial activity of selected phytochemicals against Escherichia coli

and Staphylococcus aureus and their biofilms. Pathogens 3, 473–498.
doi: 10.3390/pathogens3020473

Müh, U., Schuster, M., Heim, R., Singh, A., Olson, E. R., and Greenberg,
E. P. (2006). Novel Pseudomonas aeruginosa quorum-sensing inhibitors
identified in an ultra-high-throughput screen. Antimicrob. Agents Chemother.
50, 3674–3679. doi: 10.1128/AAC.00665-06

Mukherjee, S., Moustafa, D. A., Stergioula, V., Smith, C. D., Goldberg, J. B.,
and Bassler, B. L. (2018). The PqsE and RhlR proteins are an autoinducer
synthase–receptor pair that control virulence and biofilm development in

Frontiers in Microbiology | www.frontiersin.org 14 July 2022 | Volume 13 | Article 934235

https://doi.org/10.1038/nrmicro2916
https://doi.org/10.1128/jb.177.24.7155-7163.1995
https://doi.org/10.1002/ejoc.201200207
https://doi.org/10.1016/S1473-3099(18)30605-4
https://doi.org/10.1093/femsre/fux020
https://doi.org/10.1002/mbo3.962
https://doi.org/10.1016/j.tim.2017.10.005
https://doi.org/10.3389/fmicb.2015.00660
https://doi.org/10.3390/ph14121262
https://doi.org/10.1128/jb.172.2.884-900.1990
https://doi.org/10.1016/j.ijantimicag.2006.12.012
https://doi.org/10.1126/science.1176667
https://doi.org/10.1021/acs.jmedchem.6b01025
https://doi.org/10.1128/iai.61.4.1180-1184.1993
https://doi.org/10.1128/jb.178.22.6618-6622.1996
https://doi.org/10.1371/journal.pone.0134684
https://doi.org/10.1046/j.1472-765X.2001.00916.x
https://doi.org/10.1086/514909
https://doi.org/10.1099/00221287-148-1-87
https://doi.org/10.1093/emboj/cdg366
https://doi.org/10.1099/mic.0.081729-0
https://doi.org/10.1038/s41598-019-54127-9
https://doi.org/10.1038/s41467-019-10778-w
https://doi.org/10.1007/978-1-4939-7309-5_21
https://doi.org/10.2217/fmb.13.57
https://doi.org/10.3390/ijms18091970
https://doi.org/10.1128/aac.05919-11
https://doi.org/10.1016/j.biotechadv.2012.10.004
https://doi.org/10.1128/mBio.02240-20
https://doi.org/10.1038/s41579-018-0121-1
https://doi.org/10.1073/pnas.1819796116
https://doi.org/10.1016/S0140-6736(15)00474-2
https://doi.org/10.1111/j.1751-7915.2008.00061.x
https://doi.org/10.1007/s13238-014-0100-x
https://doi.org/10.3390/ijms19051346
https://doi.org/10.1038/nmicrobiol.2017.1
https://doi.org/10.3390/pathogens3020473
https://doi.org/10.1128/AAC.00665-06
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/microbiology#articles


Beenker et al. Gregatins Inhibit Quorum Sensing

Pseudomonas aeruginosa. Proc. Natl. Acad. Sci. U. S. A. 115, E9411–E9418.
doi: 10.1073/pnas.1814023115

Ochsner, U. A., and Reiser, J. (1995). Autoinducer-mediated regulation of
rhamnolipid biosurfactant synthesis in Pseudomonas aeruginosa. Proc. Natl.
Acad. Sci. U. S. A. 92, 6424–6428. doi: 10.1073/pnas.92.14.6424

Passador, L., Cook, J. M., Gambello, M. J., Rust, L., and Iglewski, B. H. (1993).
Expression of Pseudomonas aeruginosa virulence genes requires cell-to-cell
communication. Science 260, 1127–1130. doi: 10.1126/science.8493556

Perinbam, K., Chacko, J. V, Kannan, A., Digman, M. A., and Siryaporn, A.
(2020). A shift in Central metabolism accompanies virulence activation
in Pseudomonas aeruginosa. mBio 11, e02730-18. doi: 10.1128/mBio.0
2730-18

Proctor, C. R., McCarron, P. A., and Ternan, N. G. (2020). Furanone quorum-
sensing inhibitors with potential as novel therapeutics against Pseudomonas

aeruginosa. J. Med. Microbiol. 69, 195–206. doi: 10.1099/jmm.0.00
1144

Rampersad, S. N. (2012). Multiple applications of alamar blue as an indicator of
metabolic function and cellular health in cell viability bioassays. Sensors 12,
12347–12360. doi: 10.3390/s120912347

Rasmussen, T. B., Bjarnsholt, T., Skindersoe, M. E., Hentzer, M., Kristoffersen,
P., Ko, M., et al. (2005a). Screening for quorum-sensing inhibitors (QSI) by
use of a novel genetic system, the QSI selector. J. Bacteriol. 187, 1799–1814.
doi: 10.1128/JB.187.5.1799

Rasmussen, T. B., Skindersoe, M. E., Bjarnsholt, T., Phipps, R. K., Christensen,
K. B., Jensen, P. O., et al. (2005b). Identity and effects of quorum-sensing
inhibitors produced by Penicillium species. Microbiology 151, 1325–1340.
doi: 10.1099/mic.0.27715-0

Richter, M. F., and Hergenrother, P. J. (2018). The challenge of converting Gram-
positive-only compounds into broad-spectrum antibiotics.Ann. N. Y. Acad. Sci.
1435, 1–21. doi: 10.1111/nyas.13598

Skogman, M. E., Kanerva, S., Manner, S., Vuorela, P. M., and Fallarero, A.
(2016). Flavones as quorum sensing inhibitors identified by a newly optimized
screening platform using Chromobacterium violaceum as reporter bacteria.
Molecules 21, 1211. doi: 10.3390/molecules21091211

Smith, K. M., Bu, Y., and Suga, H. (2003a). Induction and inhibition of
Pseudomonas aeruginosa quorum sensing by synthetic autoinducer analogs.
Chem. Biol. 10, 81–89. doi: 10.1016/s1074-5521(03)00002-4

Smith, K. M., Bu, Y., and Suga, H. (2003b). Library screening for synthetic agonists
and antagonists of a Pseudomonas aeruginosa autoinducer. Chem. Biol. 10,
563–571. doi: 10.1016/s1074-5521(03)00107-8

Starkey,M., Lepine, F., Maura, D., Bandyopadhaya, A., Lesic, B., He, J., et al. (2014).
Identification of anti-virulence compounds that disrupt quorum-sensing
regulated acute and persistent pathogenicity. PLoS Pathog. 10, e1004321.
doi: 10.1371/journal.ppat.1004321

Stauff, D. L., Bassler, B. L., Hughes, H., and Chase, C. (2011). Quorum sensing
in Chromobacterium violaceum: DNA recognition and gene regulation by the
CviR receptor†. J. Bacteriol. 193, 3871–3878. doi: 10.1128/JB.05125-11

Tan, S. Y. Y., Chua, S. L., Chen, Y., Rice, S. A., Kjelleberg, S., Nielsen, T. E., et al.
(2013). Identification of five structurally unrelated quorum-sensing inhibitors

of Pseudomonas aeruginosa from a natural-derivative database. Antimicrob.

Agents Chemother. 57, 5629–5641. doi: 10.1128/AAC.00955-13
Ventola, C. L. (2019). The antibiotic resistance crisis. Pharm. Ther. 40, 561–564.

doi: 10.24911/ijmdc.51-1549060699
Welsh, M. A., and Blackwell, H. E. (2016). Chemical genetics reveals environment-

specific roles for quorum sensing circuits in Pseudomonas aeruginosa. Cell
Chem. Biol. 23, 361–369. doi: 10.1016/j.chembiol.2016.01.006

Welsh, M. A., Eibergen, N. R., Moore, J. D., and Blackwell, H. E. (2015).
Small molecule disruption of quorum sensing cross-regualtion in Pseudomonas

aeruginosa causes major and unexpected alterations to virulence phenotypes. J.
Am. Chem. Soc. 137, 1510–1519. doi: 10.1021/ja5110798.Small

Williams, P., and Cámara, M. (2009). Quorum sensing and environmental
adaptation in Pseudomonas aeruginosa: a tale of regulatory networks
and multifunctional signal molecules. Curr. Opin. Microbiol. 12, 182–191.
doi: 10.1016/j.mib.2009.01.005

Yang, L., Barken, K. B., Skindersoe, M. E., Christensen, A. B., Givskov, M.,
and Tolker-Nielsen, T. (2007). Effects of iron on DNA release and biofilm
development by Pseudomonas aeruginosa. Microbiology 153, 1318–1328.
doi: 10.1099/mic.0.2006/004911-0

Yang, L., Rybtke, M. T., Jakobsen, T. H., Hentzer, M., Bjarnsholt,
T., Givskov, M., et al. (2009). Computer-aided identification of
recognized drugs as Pseudomonas aeruginosa quorum-sensing inhibitors.
Antimicrob. Agents Chemother. 53, 2432–2443. doi: 10.1128/AAC.0128
3-08

Zgurskaya, H. I., Löpez, C. A., and Gnanakaran, S. (2015). Permeability barrier of
gram-negative cell envelopes and approaches to bypass it. ACS Infect. Dis. 1,
512–522. doi: 10.1021/acsinfecdis.5b00097.Permeability

Zhou, S., Zhang, A., and Chu, W. (2019). Phillyrin is an effective inhibitor of
quorum sensing with potential as an anti-Pseudomonas aeruginosa infection
therapy. J. Vet. Med. Sci. 81, 473–479. doi: 10.1292/jvms.18-0523

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors

and do not necessarily represent those of their affiliated organizations, or those of

the publisher, the editors and the reviewers. Any product that may be evaluated in

this article, or claim that may be made by its manufacturer, is not guaranteed or

endorsed by the publisher.

Copyright © 2022 Beenker, Hoeksma and den Hertog. This is an open-access article

distributed under the terms of the Creative Commons Attribution License (CC BY).

The use, distribution or reproduction in other forums is permitted, provided the

original author(s) and the copyright owner(s) are credited and that the original

publication in this journal is cited, in accordance with accepted academic practice.

No use, distribution or reproduction is permitted which does not comply with these

terms.

Frontiers in Microbiology | www.frontiersin.org 15 July 2022 | Volume 13 | Article 934235

https://doi.org/10.1073/pnas.1814023115
https://doi.org/10.1073/pnas.92.14.6424
https://doi.org/10.1126/science.8493556
https://doi.org/10.1128/mBio.02730-18
https://doi.org/10.1099/jmm.0.001144
https://doi.org/10.3390/s120912347
https://doi.org/10.1128/JB.187.5.1799
https://doi.org/10.1099/mic.0.27715-0
https://doi.org/10.1111/nyas.13598
https://doi.org/10.3390/molecules21091211
https://doi.org/10.1016/s1074-5521(03)00002-4
https://doi.org/10.1016/s1074-5521(03)00107-8
https://doi.org/10.1371/journal.ppat.1004321
https://doi.org/10.1128/JB.05125-11
https://doi.org/10.1128/AAC.00955-13
https://doi.org/10.24911/ijmdc.51-1549060699
https://doi.org/10.1016/j.chembiol.2016.01.006
https://doi.org/10.1021/ja5110798.Small
https://doi.org/10.1016/j.mib.2009.01.005
https://doi.org/10.1099/mic.0.2006/004911-0
https://doi.org/10.1128/AAC.01283-08
https://doi.org/10.1021/acsinfecdis.5b00097.Permeability
https://doi.org/10.1292/jvms.18-0523
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://www.frontiersin.org/journals/microbiology#articles

	Gregatins, a Group of Related Fungal Secondary Metabolites, Inhibit Aspects of Quorum Sensing in Gram-Negative Bacteria
	Introduction
	Materials and Methods
	Bacterial Strains and Growth Conditions
	High-Throughput Screen for Quorum-Sensing Inhibitors
	QS Inhibition in Pseudomonas aeruginosa
	Biofilm Assay
	Pyocyanin Extraction
	Rhamnolipid Extraction
	Purification of Compounds
	Identification of Compounds
	Commercial Compounds Used

	Results
	Screen for Quorum-Sensing Inhibitors
	Identification of Bioactive Compounds
	Proof of Principle: Identification of Penicillic Acid as QS Inhibitor
	Other QS Inhibitors From Fungi
	QS Inhibitor Activity on P. aeruginosa
	Gregatins Increase Biofilm Formation in PAO1 QS Mutants
	Gregatins Alter the Expression Levels of Virulence Factors

	Discussion
	Data Availability Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


