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Supplementary Figure 1 The heatmap from the LinkedOmic database showed the all genes 

correlated with DLAT. 
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Supplementary Figure 2 Correlation between DLAT and immune infiltration was analyzed by 

MCPCOUNTER algorithm. 
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Supplementary Figure 3 Correlation between DLAT and immune infiltration was analyzed by 

QUANTISEQ algorithm. 
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Supplementary Figure 4 Correlation between DLAT and immune infiltration was analyzed by 

TIMER algorithm. 

 

 

Supplementary Figure 5 The impact of DLAT expression on the OS of HCC patients with enriched 

or decreased infiltration ratios. 

 


