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Background: Lipid droplets have been implicated in HCV virion assembly.
Results: Inhibitors of the synthesis of triacylglycerol and cholesterol ester, the main components of lipid droplets, impair virion
assembly.
Conclusion: Production of infectious HCV is linked integrally with the biosynthesis of the major components of lipid droplets.
Significance: Inhibitors of enzymes that generate acylglycerols and cholesterol esters have antiviral activity.

In hepatitis C virus infection, replication of the viral genome
and virion assembly are linked to cellular metabolic processes.
In particular, lipid droplets, which store principally triacylglyc-
erides (TAGs) and cholesterol esters (CEs), have been impli-
cated in production of infectious virus. Here, we examine the
effect on productive infection of triacsin C and YIC-C8-434,
which inhibit synthesis of TAGs and CEs by targeting long-
chain acyl-CoA synthetase and acyl-CoA:cholesterol acyltrans-
ferase, respectively. Our results present high resolution data on
the acylglycerol and cholesterol ester species that were affected
by the compounds. Moreover, triacsin C, which blocks both trig-
lyceride and cholesterol ester synthesis, cleared most of the lipid
droplets in cells. By contrast, YIC-C8-434, which only abrogates
production of cholesterol esters, induced an increase in size of
droplets. Although both compounds slightly reduced viral RNA
synthesis, they significantly impaired assembly of infectious
virions in infected cells. In the case of triacsin C, reduced stabil-
ity of the viral core protein, which forms the virion nucleocapsid
and is targeted to the surface of lipid droplets, correlated with
lower virion assembly. In addition, the virus particles that were
released from cells had reduced specific infectivity. YIC-C8-434
did not alter the association of core with lipid droplets but
appeared to decrease production of infectious virus particles,
suggesting a block in virion assembly. Thus, the compounds
have antiviral properties, indicating that targeting synthesis of
lipids stored in lipid droplets might be an option for therapeutic
intervention in treating chronic hepatitis C virus infection.

Hepatitis C virus (HCV)3 typically establishes a chronic
infection in the liver that can lead to a range of hepatic disorders

including cirrhosis, hepatocellular carcinoma, and liver failure
(1). Metabolic diseases including insulin resistance and steato-
sis are particular features of chronic infection (2, 3), and there is
now conclusive evidence that factors and pathways involved in
lipid metabolism are interlinked with various stages of the virus
life cycle (4). First, virus particles are found in association with
lipoprotein in serum, forming lipoviroparticles that are infec-
tious in animal models (5–7). Second, the low density lipopro-
tein receptor and SRB-1, a scavenger receptor for cholesterol,
contribute to virus entry (8, 9). Third, HCV RNA replication is
sensitive to lipid-modulating agents, and finally, virion assem-
bly is thought to be coupled to the assembly pathway for very
low density lipoprotein (VLDL) (10 –14). Within this pathway,
storage organelles called lipid droplets (LDs) play a crucial role
in the production of lipoprotein particles (15–17).

Much of the evidence for a role for LDs in HCV virion assem-
bly has focused on the viral core protein, which is targeted to
the surface of the organelles after maturation by two host
proteases, signal peptidase and signal peptide peptidase (18 –
22). The mature form of core can be separated into two
domains: the D1 domain, which has a high proportion of posi-
tively charged residues and binds RNA, and the D2 domain,
which consists of two amphipathic �-helices separated by a
hydrophobic loop (23, 24). Mutations in the D2 domain that
disrupt LD attachment reduce the yield of infectious virus (25–
27). Other viral proteins (e.g. NS5A and NS3) are also found in
close proximity to or bound to the surface of LDs in cells pro-
ducing virions (26, 28 –30). Moreover, some LDs with attached
viral proteins are juxtaposed to the sites of HCV RNA replica-
tion (25, 26). It has been proposed that such close apposition of
replication sites and LDs coated with viral proteins may indi-
cate sites where the first stages of virion assembly occur.
Because LDs participate in the lipidation of VLDL and infec-
tious virions are associated with lipoprotein, the targeting of
LDs by viral proteins could represent a mechanism for the virus
to access the VLDL assembly pathway.
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Although there is evidence for the participation of LDs in
HCV assembly, how they contribute to virion production has
not been fully elucidated. Previously, we have shown that dis-
rupting the redistribution of LDs, which is mediated by the
HCV core protein and requires trafficking by the microtubule
network, reduces virus production (25). Other approaches to
establish the role of LDs in virion assembly have relied on tar-
geting cellular factors that are involved in lipid metabolism. For
example, a recent report has shown that nordihydroguaiaretic
acid, a hypolipidemic drug that represses fatty acid production
while stimulating fatty acid oxidation (31), suppresses virus
release (32). The mechanism involved in this suppression was
suggested as resulting from an increase in the average size of
LDs that was accompanied by an overall decrease in their num-
ber. The drug also inhibited VLDL secretion apparently by
inducing a decrease in transcription of the microsomal triglyc-
eride transfer protein gene. Compared with the broad spectrum
of genes controlling fatty acid metabolism that are affected by
nordihydroguaiaretic acid, specific targeting of diacylglycerol
acyltransferase 1 (DGAT1), which is responsible for the final
step in triglyceride synthesis, impairs virion production (33).
From this study, it has been proposed that virus assembly
requires LDs generated through DGAT1 activity.

The lipid composition of LDs is distinct between the surface
and the core of the organelles. The LD core is primarily made up
of triglycerides (TAGs) and cholesterol esters (CEs), although
diacylglycerides (DAGs) are also incorporated into LDs; the
presence of other lipid species such as free cholesterol and fatty
acids in the LD core cannot be excluded (34 –37). Phospholip-
ids predominate at the LD surface, mainly phosphatidylcholine,
but phosphatidylethanolamine, phosphatidylinositol, choles-
terol, lysophosphatidylcholine, and lysophosphatidylethano-
lamine are also detected (34). Interestingly, the phospholipid
monolayer at the surface of LDs has a distinct fatty acid com-
position that differs from that for the endoplasmic reticulum
(38).

Here, we focused on deepening insight into the role of LDs in
HCV infection by modulating the intracellular synthesis of the
two major components of droplets, namely TAGs and CEs,
using two compounds, triacsin C and YIC-C8-434. Triacsin C is
a potent inhibitor of long-chain acyl-CoA synthetase, an en-
zyme that generates fatty acyl-CoAs for incorporation into trig-
lycerides and cholesterol esters (39). Conversely, YIC-C8-434
blocks the conversion of cholesterol to cholesterol esters
through inhibition of Acyl-CoA:cholesterol acyltransferase
(40). Our study examined the impact of these compounds on
the cellular lipidome and distribution of LDs and hence their
effects on HCV RNA replication and virion assembly.

EXPERIMENTAL PROCEDURES

Reagents—YIC-C8-434 and triacsin C were obtained from
Sigma-Aldrich and Enzo Life Sciences, respectively. Chemicals
for lipid extraction (HPLC grade) were purchased from Fisher
Scientific, and lipid standards were supplied by Avanti Polar
Lipids with the exception of TAGs, MAGs, and free fatty acids,
which were obtained from Sigma-Aldrich. The pJFH1 plasmid
and LD540 were gifts from Takaji Wakita (National Institute of
Infectious Diseases, Tokyo, Japan) and Christoph Thiele (Uni-

versity of Bonn), respectively. Antibodies used to detect HCV
core (rabbit antiserum 4210), E2 (AP33; a gift from Arvind
Patel, Glasgow University), dsRNA (J2; supplied by SCICONS,
Hungary), NS5A (sheep antiserum; a gift from Mark Harris,
Leeds University), NS3 (mouse antibody; a gift from Thomas
Pietschmann, TWINCORE, Hannover, Germany), human
apoE (clone EP1374Y; supplied by Abcam), and human Perili-
pin-2 (PLIN2) have been described previously (25, 41– 44). For
detection of PLIN2 by indirect immunofluorescence, an anti-
body raised in guinea pig against the protein was used (Progen).
Actin was detected in Western blots with an antibody pur-
chased from Sigma.

Maintenance of Tissue Culture Cells—Huh-7 cells were
propagated in Dulbecco’s modified Eagle’s medium (DMEM)
supplemented with 10% fetal calf serum and 100 IU/ml
penicillin-streptomycin.

In Vitro Synthesis of RNA, Electroporation of Cells, and Treat-
ment with Compounds—Plasmid pJFH1, which contains the
full-length genomic sequence for HCV strain JFH1 (genotype
2a), was linearized with XbaI and treated with mung bean
nuclease. RNA was transcribed in vitro from linearized DNA
using the T7 RiboMAX Express Large Scale RNA Production
System (Promega). Transcripts were introduced into Huh-7
cells by electroporation as described previously (45). Two days
after electroporation with JFH1 RNA, cells were incubated with
the appropriate concentrations of triacsin C and YIC-C8-434
for 5 h followed by a further 24 h with fresh medium containing
the compounds. At the end of treatment, culture medium and
cells were harvested for further analysis.

Concentration of Virus Particles—Virus particles in �30 ml
of culture medium from infected cells were concentrated by
filtration through a 0.45-�m filter followed by centrifugation
through a 3-ml cushion of 20% sucrose. Virus particles were
pelleted at 100,000 � g for 5 h at 4 °C. Pellets were dissolved in
sample buffer used for SDS-PAGE (see below).

Infection of Cells and Determination of Virus Titers—Super-
natants from cells electroporated with JFH1 RNA were re-
moved at required time points and used to infect monolayers of
naive Huh-7 cells. Infected cells were detected at 3 days posti-
noculation by indirect immunofluorescence using NS5A anti-
serum. The tissue culture 50% infectious dose (TCID50) was
determined by limiting dilution assay (46). For measuring the
TCID50 of intracellular virus, cells were washed with phos-
phate-buffered saline (PBS), scraped into PBS, and pelleted by
centrifugation at 400 � g for 5 min at room temperature. Pel-
leted cells were resuspended in fresh culture medium, and after
several cycles of freeze-thawing, cell debris was removed by
centrifugation at 1500 � g for 5 min. The supernatant of the cell
suspension was used to infect Huh-7 cells to determine the
TCID50.

Preparation of Cell Extracts, SDS-PAGE, and Western Blot
Analysis—To prepare extracts, cell monolayers were washed
with PBS and solubilized in sample buffer (160 mM Tris-HCl,
pH 6.7, 2% SDS, 700 mM �-mercaptoethanol, 10% glycerol, bro-
mophenol blue). Samples were heated at 95 °C for 10 min prior
to electrophoresis through 8, 10, or 12% SDS-polyacrylamide
gels (acrylamide:bisacrylamide ratio of 37.5:1). For Western
blot analysis, proteins were transferred to nitrocellulose
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membrane. After blocking with blocking buffer (PBS con-
taining 5% milk powder (Marvel) and 0.1% Tween 20), mem-
branes were incubated with the relevant primary and HRP-
linked secondary antibodies diluted in blocking buffer. After
washing, bound antibody was detected using ECL Plus (Amer-
sham Biosciences).

Indirect Immunofluorescence Staining and Quantification of
Lipid Droplets—Electroporated cells plated on 13-mm cover-
slips were fixed in methanol at �20 °C for 20 min or in 4%
paraformaldehyde for 1 h at room temperature. After parafor-
maldehyde fixation, cells were permeabilized with 40 �g/ml
digitonin for 30 min at room temperature. Cells were washed in
PBS and then incubated with primary antibody diluted in PBS/
FCS (PBS containing 1% fetal calf serum) for 2 h at room tem-
perature. Cells were washed extensively with PBS and then
incubated with secondary antibody conjugated to Alexa Fluor
fluorescent tags diluted in PBS/FCS for 60 min at room temper-
ature. After washing with PBS, cells were rinsed with distilled
water before mounting on slides using water and sealed with
nail polish. To stain LDs, cells were fixed with 4% paraformal-
dehyde in PBS for a minimum of 1 h followed by washing with
PBS. The cells were then incubated with a 1:2000 dilution of
LD540 (stock solution, 0.5 mg/ml in ethanol) in PBS for 30 min.
After washing with PBS, cells were rinsed with distilled water
before mounting on slides using water and sealed with nail pol-
ish. Slides were thereafter examined with a Zeiss LSM510
META microscope. Images were recorded with a Plan-Apo-
chromat �63 lens (numerical aperture, 1.4). Adobe Photoshop
(CS2) was used for further image processing.

To quantify the numbers of LDs and estimate their sizes,
images of cells stained with LD540 were converted to black and
white pictures, and the same threshold was applied to cell
images using WCIF ImageJ (open source NIH). Cell areas were
manually drawn, and this region of interest was used to analyze
and calculate average LD size and number in each cell with
ImageJ software.

Buoyant Density Fractionation of HCV Virions—Virions
from the culture medium were concentrated by filtration through
a 0.45-�m filter followed by centrifugation at 100,000 � g for 5 h at
4 °C. The pellet was dissolved overnight in PBS at 4 °C and
applied to the top of a continuous 10 – 40% iodixanol gradient.
After centrifugation at 200,000 � g at 4 °C for 16 –18 h, frac-
tions were taken from the top and stored at 4 °C for later anal-
ysis of virus titers by measuring secreted embryonic alkaline
phosphatase from Huh-7/J20 cells as described previously (47).
In short, Huh-7/J20 cells were seeded the day before infection
with the gradient fractions. The cells were incubated for 3 days
at 37 °C after infection with each fraction (in triplicate). Cells
were then lysed with a buffer containing 50 mM Tris-HCl, pH
7.4, 0.1 M NaCl, 1 mM EDTA, and 0.5% Triton X-100. Placental
alkaline phosphatase secretion was measured using the Phos-
pha-Light System from Applied Biosystems according to the
manufacturer’s instructions.

Statistical Analysis—Unpaired t tests were performed in all
cases where statistical validation was required.

Real Time Quantification of RNA—Total cellular and viral
RNA was extracted from Huh-7 cells using the RNeasy Mini kit
(Qiagen) according to the manufacturer’s instructions. RT-

qPCRs were carried out in two stages. First, cDNA was pro-
duced from total RNA using a TaqMan kit (Applied Biosci-
ences) and random hexamer oligonucleotides following the
manufacturer’s instructions. Reverse transcription was per-
formed in a Thermo Hybaid PX2 thermal cycler using the fol-
lowing conditions: (i) primer annealing at 25 °C for 10 min, (ii)
strand elongation at 37 °C for 1 h, and (iii) reverse transcriptase
inactivation at 95 °C for 5 min. For the second step, cDNAs
were analyzed by qPCR using TaqMan Fast Universal PCR
Master Mix, no AmpErase UNG (Applied Biosystems). Each
sample was run as a singleplex reaction containing appropriate
primers and TaqMan probe or probe/primer mixture. The
HCV probe and primer sequences were located in the 5�-UTR
of the JFH1 genome (primers, 5�-TCTGCGGAACCGGTGA-
GTAC-3� (nucleotides 147–166) and 5�-GCACTCGCAAGC-
ACCCTATC-3� (nucleotides 295–314); probe, 5�-GGCCTTG-
TGGTACTG-3� (nucleotides 277–291)). GAPDH probe/
primer mixture (VIC/minor groove binder probe) was purchased
from Applied Biosystems. Reactions were performed using
an Applied Biosystems 7500 Fast Real-Time PCR machine as
follows: (i) dsDNA strand separation at 95 °C for 3 s and (ii)
primer annealing and strand elongation at 60 °C for 30 s. Steps
i and ii were repeated 40 times. All qPCRs were performed in
triplicate, and values were normalized to endogenous GAPDH
levels. Data were analyzed using 7500 Fast System Software
(SDS version 1.3.1, Applied Biosystems).

Lipid Extraction from Cells—Subconfluent Huh-7 cells on
150-mm culture dishes were treated either with DMSO, triac-
sin C, or YIC-C8-434 for a total of 29 h at 37 °C. Growth
medium was then removed, and the cells were washed twice
with PBS. Cells were scraped into 5 ml of PBS and pelleted at
500 � g for 10 min. Cell pellets were typically stored for short
periods at �20 °C prior to extraction of lipid. To extract lipids,
cell pellets were resuspended in 0.75 ml of ice-cold methanol
and transferred to silanized screw-capped glass tubes. A further
0.75 ml of methanol was used to rinse the container and com-
bined with the initial volume. Internal standards were then
added to allow quantification of lipid species. To this solution,
1.5 ml of 0.9% NaCl and 3 ml of chloroform were added to give
a final proportion of 2:1:1 chloroform:methanol:water (Folch
procedure). This mixture was vortexed vigorously to mix the
organic and aqueous phases and then sonicated in an ice-cooled
ultrasonic bath for 5 min. After a second vortex, the tubes were
centrifuged at 1000 � g for 15 min to separate aqueous and
organic phases. The lower organic phase was transferred into a
silanized glass tube using a glass Pasteur pipette. The upper
phase was re-extracted as before with 3 ml of chloroform. Both
lower phases were then combined, and the chloroform was
evaporated. Samples were frozen at �20 °C for short term stor-
age before analysis by mass spectrometry.

Mass Spectrometry and Determination of Lipids—A Shi-
madzu ion trap-TOF LC-MS/MS system hyphenated with a
five-channel on-line degasser, four pumps, column oven, and
autosampler with cooler (Prominence HPLC, Shimadzu) was
used for lipid analysis. The lipid classes were separated using a
normal phase silica gel column (2.1 � 150 mm, 4 �m, Micro-
Solv Technology) with hexane/dichloromethane/chloroform/
methanol/acetonitrile/water/ethylamine solvent gradients (48)
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based on the polarity of the headgroup. Accurate mass (mass
accuracy of �5 ppm) and tandem mass spectrometry (MS)
were used for molecular species identification and quantifica-
tion. The identity of lipids was further confirmed by using
appropriate lipid standards. The ion trap-TOF MS operation
conditions were: ESI interface voltage, �4.5 kV for positive ESI
and �4 kV for negative ESI; heat block temperature, 230 °C;
nebulizing gas flow, 1.4 liters/min; curved desolvation line tem-
perature, 210 °C with drying gas on at a pressure of 100 kilopas-
cals. All the solvents used for lipid extraction and LC-MS/MS
analysis were of LC-MS grade (Fisher Scientific). For choles-
terol (CH) and CE analysis, we modified the method of Liebisch
et al. (49). Briefly, lipid extracts remaining from the other lipid
analyses were dried at room temperature using a Thermo
SpeedVac. The dried lipid residues were acetylated with 170 ml
of 1:5 (v/v) acetyl chloride:chloroform at room temperature for
2 h. The acetylation solvent was removed at room temperature
under vacuum. The acetylated residues were redissolved in 40
�l of 10 mM ammonium acetate in 3:1 (v/v) methanol:chloro-
form, and 7 �l was injected via an autosampler for ESI-MS/MS
analysis. A Shimadzu Prominence HPLC hyphenated with
ABSciex 4000 QTRAP was used for CH and CE analysis; 7.5 mM

ammonium acetate in 3:1 (v/v) methanol:chloroform (0.25
ml/min) was pumped to the 4000 QTRAP source for ESI-
MS/MS analysis. The following MS operation parameters were
used: (i) source/gas parameters: curtain gas, 20; collision gas,
medium; ion spray voltage, 5500 V; temperature, 400 °C; ion
source gas 1, 45; ion source gas 2, 20; interface heater, on; (ii)
compound parameters: entrance potential, 9.0; collision cell
exit potential, 11.0; declustering potential, 60 for CE analysis, 50
for acetylated CH analysis; collision energy, 19 for CE analysis,
15 for acetylated CH analysis. Both Q1 and Q3 masses were set
at unit resolution for multiple reaction monitoring analysis of
each molecular species of CE and CH. For the detailed multiple
reaction monitoring setup, see Liebisch et al. (49).

RESULTS

Changes in Intracellular Lipid Composition Elicited by Triac-
sin C and YIC-C8-434 —In this study, we examined the roles of
LDs and lipid metabolism in HCV infection using compounds
that modulate synthesis of acylglycerides and CEs, the major
components of LDs. Two compounds were selected for this
purpose, triacsin C and YIC-C8-434. Based on cell viability
experiments across a range of concentrations for both com-
pounds, Huh-7 cells had 85% viability after incubation for 29 h
with 0.15 and 0.3 �M triacsin C and 10 and 20 �M YIC-C8-434
(supplemental Fig. 1); at higher concentrations, cell viability
decreased to less than 80% (data not shown). Therefore, these
subtoxic concentrations were selected for studies on their
effects on intracellular lipids, LDs, and the HCV life cycle.

To determine the alterations in lipid composition following
treatment with the two inhibitors, extracts from cells treated
with triacsin C and YIC-C8-434 were analyzed by HPLC-MS
(Fig. 1). Triacsin C reduced the amount of cellular MAGs,
DAGs, TAGs, and CEs but had no effect on cholesterol levels
(Fig. 1, A and B, panel i in each case). YIC-C8-434 reduced the
level of CEs, and we observed accompanying rises in cholesterol
as well as MAGs and DAGs, although these did not reach sta-

tistical significance (Fig. 1, A and B, panel i). Examination of the
molecular species of the neutral lipids indicated a selective
effect of triacsin C because not all molecular species were
affected equally. Notably, the amounts of 18:1 MAG and its
likely acylated product 36:2 DAG (Fig. 1B, panels ii and iii) were
reduced. The TAG species were generally reduced, although
the minor species TAG 48:1, TAG 50:1, TAG 50:2, and TAG
52:2 appeared to be unaffected as their relative proportions
were significantly elevated (Fig. 1B, panel iv). Fig. 1A (panel ii)
shows no overall change in most CE molecular species follow-
ing triacsin C and YIC-C8-434 treatment except for small but
significant increases in the 16:0 and 18:0 CE species by triacsin
C (both concentrations) and YIC-C8-434 at 10 �M. These sub-
tle alterations require more detailed analysis to determine the
apparent selectivity induced by the compounds.

Morphologic Changes to Lipid Droplets following Treatment
with Triacsin C and YIC-C8-434 —To further assess the impact
of triacsin C and YIC-C8-434, immunofluorescence was used to
determine their effect on the abundance, size, and distribution
of LDs. Huh-7 cells were treated with both compounds for 29 h,
then fixed, and stained for LDs using LD540, a lipophilic dye
(50). In agreement with previous reports, mock-treated Huh-7
cells contained abundant numbers of LDs that were dispersed
throughout the cell (Fig. 2A, panel i). A similar pattern was
observed for cells treated with DMSO (data not shown). How-
ever, cells incubated with triacsin C were almost completely
devoid of visible LDs (Fig. 2A, panels ii and iii); those that could
be detected tended to cluster toward the cell periphery (Fig. 2A,
panel iii, arrow, and supplemental Fig. 2). In contrast to the
effect of triacsin C, the LDs in cells treated with YIC-C8-434
were larger than those in mock-treated cells (Fig. 2A, panel iv).
To provide a more quantitative assessment of the effects of the
compounds, we also conducted detailed analysis of overall
numbers and sizes of stained LDs in drug-treated cells (Fig. 2, B
and C). The data revealed a significant decrease in the number
of LDs in both triacsin C- and YIC-C8-434-treated cells with
triacsin C-treated cells containing very few LDs (Fig. 2B).
For those cells that retained some LDs after triacsin C treat-
ment, the average size of LDs did not differ significantly from
mock-treated cells (Fig. 2C). However, LDs in YIC-C8-434-
treated cells were on average twice the size of those in mock-
treated cells but could be up to 3 times larger (Fig. 2C). Com-
bined with the overall decrease in the number of stained LDs in
cells treated with YIC-C8-434, the compound may have
induced a modest increase in lipid stored in LDs. This addi-
tional stored lipid could be derived from the greater abundance
of cholesterol, MAGs, and DAGs that is detected in YIC-C8-
434-treated cells. In addition, there may be increased targeting of
cholesterol and acylglycerols from other cellular compartments to
LDs. From these data, we concluded that triacsin C and YIC-C8-
434 had quite distinct effects on LDs. Blocking synthesis of acyl-
glycerides and CEs with triacsin C significantly decreased the
numbers of LDs, whereas impairing the conversion of CH to CEs
with YIC-C8-434 led to an increase in the size of LDs.

Triacsin C and YIC-C8-434 Impair Virus Production—Previ-
ous reports have shown that compounds that block the early
stages of lipid biosynthesis decrease HCV replication (11, 12,
51, 52). The effect of triacsin C and YIC-C8-434 on viral RNA
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synthesis and virion production was tested using the HCVcc
system, which generates infectious virus that is released from
cells. Huh-7 cells were electroporated with full-length genomic
JFH1 RNA and then treated with either compound at 48 h after
electroporation for a total of 29 h. Relative quantification of
viral RNA in infected cells following drug treatment revealed
that triacsin C reduced HCV transcripts by just over 20% (Fig.
3A). For YIC-C8-434, the drop in viral RNA levels was less
marked (Fig. 3A). In contrast to the modest reduction in viral
RNA levels in cells treated with triacsin C, there was a greater
decrease in virus released from cells that reached 3-fold at the
higher concentration of the drug (Fig. 3A). At this concentra-
tion of triacsin C, the reduction in virus production was signif-
icantly different from any effect of the drug on viral RNA syn-
thesis. YIC-C8-434 lowered the titer of infectious virus to a
similar extent as triacsin C, and there was a significant differ-
ence between the effect on HCV RNA replication and virion
production (Fig. 3A).

Measurement of extracellular virus assesses both intracellu-
lar assembly and subsequent release of virions from infected
cells. To examine whether the reduction in infectious virus
arises from either assembly or release, cells electroporated with
JFH1 RNA and treated with the two drugs were lysed, and the
TCID50 values of intracellular HCVcc were determined. For
both triacsin C and YIC-C8-434, TCID50 values were decreased
by about 5-fold for intracellular virus (Fig. 3B). Hence, although
the compounds may partially impair viral RNA replication, they

have a more pronounced impact on assembly of infectious
virus.

Antiviral Mechanisms of Action of Triacsin C and YIC-C8-
434 —To explore the possible mechanisms responsible for inhi-
bition of intracellular assembly by triacsin C and YIC-C8-434,
we first examined the impact of the two drugs on the abundance
of a series of viral proteins as well as PLIN2, a cellular factor
located at the surface of LDs. Two of these viral proteins, core
and NS5A, also are found at the surface of the storage organ-
elles, whereas the other two HCV species examined, E2 and
NS3, are targeted to the endoplasmic reticulum membrane.
JFH1 RNA was electroporated into Huh-7 cells, which were
subsequently treated with triacsin C and YIC-C8-434. After
incubation for 29 h, cell extracts were prepared. Western blot
analysis showed that PLIN2 levels were reduced by more than
70%, particularly at the higher concentration of triacsin C (Fig.
4, A and B), whereas YIC-C8-434 had very little effect on the
abundance of the protein. These results are consistent with the
overall reduction in LDs in triacsin C-treated cells compared
with YIC-C8-434 (Fig. 2B). We found similar patterns for HCV
core and NS5A proteins with levels of core as much as 5-fold
lower following triacsin C treatment (Fig. 4, A and B). By con-
trast, E2 and NS3 were reduced to a much lesser extent, reflect-
ing the lower HCV RNA synthesis induced by triacsin C, which
would affect the abundance of translated proteins from viral
genomes. These results are consistent with a link between the
presence of intracellular LDs and stability of viral and cellular

FIGURE 1. Changes in lipid composition brought about by triacsin C and YIC-C8-434. Lipids were extracted from control and inhibitor-treated cells, and the
lipid composition was determined by HPLC-ESI-MS. A and B, panel i, the relative total amounts of CEs, CH, MAGs, DAGs, and TAGs in DMSO-, triacsin C- (TC), or
YIC-C8-434 (YIC)-treated cells compared with control cells. A, panel ii, and B, panels ii–iv, the molecular species of each of lipid class was determined and
expressed as a percentage of the total of the species within a lipid class. Error bars represent S.D. of three determinations. * represents p � 0.1, ** is p � 0.05, and
*** is p � 0.01.
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factors that bind to them. Thus, the impairment of virus assem-
bly by triacsin C is likely to arise from the reduction in numbers
of LDs and associated lack of stability of core and NS5A pro-
teins. By contrast, YIC-C8-434 did not mediate any reduction
in the viral proteins and therefore presumably decreases virus
assembly by a different mechanism (45, 53).

Having established that YIC-C8-434 did not lower the stabil-
ity of core protein, we examined the effect of the drug on its
intracellular distribution by indirect immunofluorescence. In
parallel, we also analyzed cells treated with triacsin C. Huh-7
cells were electroporated with JFH1 RNA and then treated with
the two drugs as described above. Following drug treatment,
cells were fixed and probed with antibodies against core,
PLIN2, and dsRNA, which has been used previously to identify
putative sites of HCV RNA replication (25). In cells treated only
with DMSO, core and PLIN2 co-localized, indicating the pres-
ence of core on the surface of LDs (Fig. 4, C, panels i and ii, white
arrows, and D). We also found dsRNA distributed as cytoplas-
mic punctate foci (Fig. 4C, panel iii). In the presence of triacsin
C, PLIN2 was detected in a low proportion of cells, consistent
with the reduction in LDs (Fig. 4C). PLIN2 in such cells tended
to be distributed toward the cell periphery (Fig. 4C, panel v,
white arrow), which would coincide with the remaining LDs
found in triacsin C-treated cells shown in Fig. 2. HCV core
protein was barely detected (Fig. 4C, panel vi) in agreement
with the reduced levels identified by Western blot analysis (Fig.
4A). By contrast, we found that there was no apparent reduc-
tion in the number of punctate sites recognized by the dsRNA
antibody, indicating the small effect of the drug on HCV RNA
replication (Fig. 4C, panel vii). In cells treated with YIC-C8-434,
we did not find any significant reduction in the signals detected
for either PLIN2 or core, and the two proteins co-localized to
the same extent as with DMSO treatment (Fig. 4C, panels ix and
x, white arrow). This similarity in co-localization between
DMSO- and YIC-C8-434-treated cells was confirmed by deter-
mining Pearson correlation coefficient measurements (Fig.
4D). We conclude therefore that the distribution of core pro-
tein is not altered upon YIC-C8-434 treatment despite the
larger size of the LDs. Moreover, the dsRNA antibody detected
punctate sites, similar to those in DMSO-treated cells, that co-

localize or are in close proximity to core (Fig. 4, C, panels iv and
xii, and D).

Triacsin C but Not YIC-C8-434 Lowers the Specific Infectivity
of Virus Released from Infected Cells—To further examine the
possible impact of triacsin C and YIC-C8-434 on infectivity, the
physical characteristics of extracellular virus following treat-
ment of infected cells with the two drugs were analyzed by
buoyant density centrifugation. HCVcc released from cells
treated with the drugs were layered onto 10 – 40% iodixanol
density gradients, and gradient fractions were analyzed for
infectivity following centrifugation (Fig. 5A). For comparative
purposes, we included virus released from mock- and DMSO-
treated cells as well as HCVcc produced by a variant that
encoded a glycine to arginine mutation at amino acid residue
451 in the E2 glycoprotein (JFH1/G451R). Previous studies
have shown that the peak of infectivity for this variant has
higher buoyant density as compared with WT HCVcc (54, 55).
For WT HCVcc virions produced in either mock- or DMSO-
treated cells, peak infectivity had a buoyant density of between
1.03 and 1.06 g/ml. By contrast, the buoyant density of JFH1/
G145R virions was higher at between 1.08 and 1.10 g/ml. We
found that the peak of infectious HCVcc made in the presence
of YIC-C8-434 shifted to a higher buoyant density compared
with WT JFH1 (1.05 to 1.08 g/ml), whereas triacsin C did not
shift the density of particles from that for WT virus. This alter-
ation in buoyant density is likely to result from a change in the
lipid content of virus particles released from cells treated with
YIC-C8-434. However, determining the lipid content of virions
purified by both buoyant density centrifugation and affinity
purification has not proven possible (56).

To further examine virus released from infected cells, the
specific infectivity of virions made in the presence of the two
drugs was determined by comparing TCID50 values with the
amount of viral RNA released from cells (Fig. 5B). We found
that for virus released from triacsin C-treated cells TCID50 val-
ues were reduced to a greater extent compared with extracellu-
lar viral RNA; the amount of extracellular RNA released from
triacsin C-treated cells was less than for mock or DMSO treat-
ment, but this reduction correlated with the modest impair-
ment of viral RNA synthesis mediated by triacsin C (see Fig.
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3A). Hence, the specific infectivity of virus released from triac-
sin C-treated cells was reduced compared with either mock- or
DMSO-treated cells. Previous studies have shown that most of
the viral RNA found in the supernatant of infectious cultures
from strain JFH1 is encapsidated in non-infectious particles
that contain core protein (57, 58). From Western blot analysis
of pelleted material from infected cells, the amount of core pro-
tein in extracellular material was slightly lowered by triacsin C
(Fig. 5C), which fits with the reduction in extracellular viral

RNA. We concluded that the lower specific infectivity medi-
ated by triacsin C did not arise from impaired release of viral
RNA but release of particles with lower infectivity. YIC-C8-434
treatment resulted in even less extracellular viral RNA and a
concomitant reduction in core protein (Fig. 5, B and C). This
lowering of viral RNA does not arise from any effect of the drug
on viral RNA synthesis and therefore is presumed to result from
an inhibition of particle assembly and release upon YIC-C8-434
treatment. Combined with the TCID50 values calculated for

PLIN2

actin

NS5A

core

M
ock

DM
SO Mµ

TC 0
.30

Mµ

TC 0
.15

Mµ

YIC
 10

Mµ

YIC
 20 M

ock

DM
SO Mµ

TC 0
.30

Mµ

TC 0
.15

Mµ

YIC
 10

Mµ

YIC
 20

R
el

at
iv

e 
to

 m
oc

k-
tre

at
ed

 c
el

ls

D

D
M

S
O

TC
 0

.3
0µ

M
Y

IC
 1

0µ
M

PLIN2 core core / dsRNAC core / dsRNA
i ii iii iv

v vi vii viii

ix x xi xii

Colocalisation in Pearson Correlation Coefficient

PLIN2 and core
core and dsRNA
number of cells measured

Mock DMSO Triacsin C YIC-C8-434
0.57 (+/- 0.13)

0.22 (+/- 0.11)
6

0.54 (+/- 0.12)

0.21 (+/- 0.10)
11

0.27 (+/- 0.18)
0.10 (+/- 0.05)

10

0.60 (+/- 0.08)

0.31 (+/- 0.11)
14

E2

NS3

0

40

20

60

80

100

120

140

160

180

200 PLIN2NS5AcoreE2 NS3

*

*
*

* *

*
**

ix

i

FIGURE 4. The effect of triacsin C and YIC-C8-434 on viral proteins. JFH1 RNA was electroporated into Huh-7 cells for 48 h followed by 29 h of incubation with
DMSO, triacsin C (TC), or YIC-C8-434 (YIC). In A, the cells were lysed for SDS-PAGE and Western blot analysis using antibodies against the indicated viral and cell
proteins. B shows quantification of the data from three independent experiments as determined by densitometry. Error bars represent S.D., and * indicates p �
0.05 compared with DMSO-treated samples. In C, cells were fixed and stained for PLIN2 (panels i, v, and ix), core (panels ii, vi, and x; in red in panels iii, vii, and xi),
and dsRNA (in green in panels iii, vii, and xi). The highlighted boxes in panels iii, vii, and xi are shown as higher magnifications in panels iv, viii, and xii, respectively.
Cell boundaries are indicated in panels i, v, and ix, and the scale bar in panel ix represents 10 �m. In D, co-localization is shown by Pearson correlation coefficient
where �1 means exclusion, 0 is random localization, and �1 represents complete overlap between two signals.

HCV Virion Assembly and Lipid Synthesis

AUGUST 1, 2014 • VOLUME 289 • NUMBER 31 JOURNAL OF BIOLOGICAL CHEMISTRY 21283



virus released from YIC-C8-434-treated cells, the specific
infectivity of virus was similar to that for mock treatment (Fig.
5A). Hence, YIC-C8-434 treatment appears to block virus pro-
duction, but the released virions have similar infectivity com-
pared with those from mock-treated cells. These effects on

virus generated in the presence of triacsin C and YIC-C8-434
appear unrelated to lipoprotein release as the abundance of
apoE found in supernatants did not change upon treatment of
cells with either drug (Fig. 5C).

DISCUSSION

In this report, we demonstrate that disrupting the pathways
that synthesize the major lipid species of LDs leads to a reduc-
tion in production of infectious HCV. Our approach utilized
two different compounds that had distinct effects on LDs.
Hence, the mechanisms for disrupting virion assembly are
likely to differ between the compounds, illustrating the inti-
mate but somewhat complex link between HCV and LDs.

The lipid analysis shown in Fig. 1 demonstrates clear differ-
ences in the effects of triacsin C and YIC-C8-434 upon cellular
lipids. Although both inhibitors brought about a decrease in
CEs, triacsin C also reduced mono-, di-, and triglycerides. The
reduction in TAGs, DAGs, and CEs by triacsin C is to be
expected as the inhibitor reduces the abundance of acyl-CoA,
which is necessary for their biosynthesis. However, the change
in MAGs is more difficult to explain directly. MAG is generated
in cells through TAG and DAG hydrolysis, and thus its decrease
is presumably a reflection not just in synthesis of DAGs and
TAGs but also in their turnover. Examination of the acyl chain
structures of TAGs, DAGs, and MAGs suggests that the addi-
tion of oleoyl groups to MAGs and subsequently TAGs is selec-
tively inhibited by triacsin C. Similarly, it would appear that
oleoyl incorporation into CEs is inhibited by triacsin C,
although this did not reach statistical significance. The lipid
species analysis demonstrated that the reduction in CEs by
YIC-C8-434 is a largely general effect across all species except
for 16:0 and 18:0 CEs, which showed small rises in their relative
proportions.

The different effects upon lipid levels by the two inhibitors
reveal apparent distinct roles for TAGs and CEs in LD struc-
ture. In the triacsin C-treated cells where both TAG and CE
levels were reduced, there was a clear loss of LDs. However, the
reduction in CEs in the YIC-C8-434-treated cells brought
about a reduction in LD number and an increase in their size.
The mechanism underlying this affect on the physical charac-
teristics of LDs is not known but could arise from changing the
balance among CEs, acylglycerols, and CH. We did observe
small increases in MAGs, DAGs, and CH in YIC-C8-434-
treated cells. Such changes in the relative ratios of intracellular
lipids may induce alterations in the physical properties of LDs,
leading to an increase in size. These larger, CE-depleted LDs are
clearly less efficient in promoting viral maturation. It is possible
that this is due to a distinct alteration in the surface structure of
droplets in addition to a change in their size that leads to
impairment in virus assembly. Alternatively, droplet CEs may
play a key role in virus maturation. The latter hypothesis is
supported by the increased density of virus particles from YIC-
C8-434-treated cells, suggesting that there is an altered associ-
ation between virions and cellular lipids from LDs in such cells.
Another possibility is that the altered size in LDs induced by
YIC-C8-434 may affect the trafficking of LDs, which we previ-
ously demonstrated is linked to virion production (59).
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core to apoE as determined by densitometry.
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Both inhibitors had small but reproducible suppressive
effects on HCV RNA replication, although inhibition by triac-
sin C was more pronounced than that by YIC-C8-434. Previous
studies have used acetyl-CoA carboxylase, fatty-acid synthase,
and DGAT1 inhibitors to suppress fatty acid biosynthesis and
assess their impact on HCV RNA replication (12, 33, 51, 52).
Both acetyl-CoA carboxylase and fatty-acid synthase function
at the earliest stages of de novo fatty acid production, whereas
DGAT1 acts at the final stage of TAG synthesis. Inhibition of
DGAT1 has no effect on viral RNA replication, whereas block-
ing either acetyl-CoA carboxylase or fatty-acid synthase activ-
ity reduces HCV genome synthesis by at least 50% (12, 33, 51,
52). In the cholesterol pathway, inhibition of the key regulator
HMG-CoA reductase with statins also impairs HCV RNA rep-
lication (11). Collectively therefore, replication requires lipid
species that are synthesized at early stages in TAG and CE
production.

Triacsin C inhibits acyl-CoA synthetase, thereby blocking
production of fatty acyl-CoA, which is an essential substrate for
phospholipid and TAG synthesis as well as esterification of CH
in the CE pathway. Labeling studies have demonstrated that,
although de novo phospholipid synthesis from glycerol is inhib-
ited by triacsin C, there is apparent selective channeling of
available fatty acyl-CoAs toward incorporation into phospho-
lipid (39). Hence, phospholipid levels are less affected by triac-
sin C compared with its impact on the abundance of TAGs. Any
slight impairment in phospholipid synthesis by triacsin C could
disrupt the composition of membranes, leading to a reduction
in viral RNA synthesis at the endoplasmic reticulum. Recent
evidence for the importance of acyl-CoA synthetase in the rep-
lication of positive strand RNA viruses has been highlighted
from studies on poliovirus where infection induces increased
acyl-CoA synthetase activity to facilitate the membrane altera-
tions needed for creating sites of RNA replication (60). In con-
trast to triacsin C, YIC-C8-434 blocks only conversion of CH to
CEs through inhibiting acyl-CoA:cholesterol acyltransferase
activity (40). It is possible that any subtle variation in the CH:CE
ratio or the flux of CH through this pathway may disturb the
balance of sterols in the cell and affect membrane fluidity. Such
changes could in turn partially modulate replication complex
formation or viral protein mobility, leading to the modest
decrease in viral RNA levels.

Triacsin C efficiently cleared Huh-7 cells of detectable LDs
and thereby reduced virion assembly by about 3-fold. We found
that the compound also significantly lowered the levels of viral
core and NS5A proteins compared with E2 and NS3. Both core
and NS5A are targeted to the surface of LDs, in particular core,
which is almost exclusively detected on the storage organelles
for strain JFH1 (27). From previous studies, introduction of
mutations into core that disrupt localization to LDs also desta-
bilizes the protein (45, 53). Such a loss in the stability of core
through mutational insertion could result from improper fold-
ing (61) and not necessarily a failure to bind to LDs. In our
studies, decreasing the number of LDs in cells by triacsin C
treatment was sufficient to target core for proteolysis. Hence,
our findings formally demonstrate that core requires LDs as a
platform to maintain protein stability. Such a requirement for
binding to the surface of LDs as a mechanism to enable stability

has also been found for other LD-associated proteins such as
PLIN1 and PLIN2, which are degraded upon displacement
from the storage organelles (62– 65). In our experiments, deple-
tion of LDs also led to a decrease in PLIN2 protein levels. There-
fore, our results are consistent with the general notion that the
stability of LD-associated proteins is intrinsically linked to the
presence of the organelles. Parenthetically, LDs also act as a
junction for regulating protein stability through the ubiquitin-
proteasome pathway. Among the proteins regulated in this
manner is apoB, a major component of VLDL (66, 67). Thus,
LDs not only act as storage organelles for lipids but also as
compartments that regulate the balance between storage and
degradation of proteins (66 – 69). Presumably, triacsin C-medi-
ated depletion of LDs disrupts these regulatory mechanisms
and perhaps exposes LD-associated proteins to alternative deg-
radative pathways. Ultimately, the consequence of removing
LDs is a decrease in the abundance of core, which would abro-
gate virus particle formation.

Compared with triacsin C, YIC-C8-434 did not lead to loss of
LDs but increased their overall size. Nonetheless, treatment of
cells with the compound reduced virion production. We did
not detect any apparent decrease in the abundance of core, and
it retained its distribution on the surface of LDs. Therefore, the
mechanism for impairing virus assembly is likely to be different
from that for triacsin C. Despite the presence of core on LDs,
intracellular infectivity was reduced in YIC-C8-434-treated
cells, indicating a defect in assembly of infectious virus. Target-
ing of core to LDs is mediated by a C-terminal domain, termed
D2. We have found that decreasing the mobility of the D2
domain at the surface of LDs can block virion production.4 We
examined D2 mobility in the presence of YIC-C8-434 but did
not detect any differences compared with untreated cells (data
not shown). Moreover, secretion of apoE, which plays a major
role in VLDL assembly, did not decrease upon YIC-C8-434
treatment (Fig. 5C), suggesting that lipoprotein secretion is
similar in CE-depleted cells compared with normal cells. These
data are in agreement with studies on LDL receptor and acyl-
CoA:cholesterol acyltransferase 2 knock-out mice, which have
a similar amount of VLDL secretion as compared with LDL
receptor-only knock-out mice. Interestingly, the double knock-
out mice secreted VLDL with depleted levels of CEs but slightly
increased TAGs (70). CE depletion by YIC-C8-434 may alter
the lipid composition of virus particles that are assembled as
part of the cellular VLDL pathway. Indeed, lipidomic analysis of
affinity-purified virus particles suggests that CEs and choles-
terol are major lipids in virions (56). Formal demonstration that
the lipid content of infectious virus particles is altered by either
YIC-C8-434 or triacsin C would require isolation of purified
virions from density gradients; however, such an approach has
proven technically challenging because of low yields that are
not feasible for biochemical studies (56).

Although we were unable to examine the composition and
morphology of virions produced in the presence of the two
drugs, we did examine the specific infectivity of the virus parti-
cles released from cells. Virions produced in the presence of

4 A. Filipe, R. Montserret, S. Boulant, F. Penin, and J. McLauchlan, manuscript in
preparation.
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triacsin C had lower specific infectivity, whereas infectivity was
not affected by YIC-C8-434 compared with mock-treated cells.
This suggests that depleting cells of LDs increases the ratio of
non-infectious particles released from cells compared with
those that are infectious. Hence, there may be more than one
route for release of particles containing viral RNA and protein,
but the presence of LDs enhances production of infectious viri-
ons. By contrast, YIC-C8-434 does not affect specific infectivity
but does decrease the overall numbers of viral particles
released. This could be regulated by increased size of LDs and
their disengagement from cell pathways that are necessary for
the entire assembly and release process. We have shown previ-
ously that restricting the mobility of LDs reduces virus assem-
bly (59). It is possible that those LDs, which would typically
participate in virion assembly and release, may be sequestered
in YIC-C8-434-treated cells. Such a situation would not affect
either core localization or stability but could reduce virion
assembly.

Our studies formally demonstrate the importance of LDs to
the assembly pathway for HCV virions. The two compounds
used in the study had quite distinct effects on LDs, but it is
perhaps worth noting that the quantitative changes in total CEs
and TAGs were not dramatic. Therefore, even subtle changes in
the cell lipidome can have significant effects on virus assembly.
The use of acyl-CoA:cholesterol acyltransferase inhibitors in
particular to treat atherosclerosis or hypocholesterolemia has
been explored in the past with little success (71, 72). There is
renewed interest in such compounds because of their potential
as anticancer agents (73). Thus, any agents that target synthesis
of TAGs and CEs with therapeutic value, especially in the devel-
opment of HCV-associated hepatocellular carcinoma, could
display antiviral properties as well as anticancer properties.
This would expand the options for treating chronic HCV infec-
tion, especially in patients with serious liver disease who fre-
quently respond less well to current therapies.

Acknowledgment—We thank Graham Hope and Allan Angus for
technical support and advice.

REFERENCES
1. Di Bisceglie, A. M. (1997) Hepatitis C and hepatocellular carcinoma.

Hepatology 26, 34S–38S
2. Kaddai, V., and Negro, F. (2011) Current understanding of insulin resis-

tance in hepatitis C. Expert Rev. Gastroenterol. Hepatol. 5, 503–516
3. Negro, F. (2010) Abnormalities of lipid metabolism in hepatitis C virus

infection. Gut 59, 1279 –1287
4. Targett-Adams, P., Boulant, S., Douglas, M. W., and McLauchlan, J. (2010)

Lipid metabolism and HCV infection. Viruses 2, 1195–1217
5. André, P., Komurian-Pradel, F., Deforges, S., Perret, M., Berland, J. L.,

Sodoyer, M., Pol, S., Bréchot, C., Paranhos-Baccalà, G., and Lotteau, V.
(2002) Characterization of low- and very-low-density hepatitis C virus
RNA-containing particles. J. Virol. 76, 6919 – 6928

6. Nielsen, S. U., Bassendine, M. F., Martin, C., Lowther, D., Purcell, P. J.,
King, B. J., Neely, D., and Toms, G. L. (2008) Characterization of hepatitis
C RNA-containing particles from human liver by density and size. J. Gen.
Virol. 89, 2507–2517

7. Thomssen, R., Bonk, S., Propfe, C., Heermann, K. H., Köchel, H. G., and
Uy, A. (1992) Association of hepatitis C virus in human sera with beta-
lipoprotein. Med. Microbiol. Immunol. 181, 293–300

8. Agnello, V., Abel, G., Elfahal, M., Knight, G. B., and Zhang, Q. X. (1999)

Hepatitis C virus and other Flaviviridae viruses enter cells via low density
lipoprotein receptor. Proc. Natl. Acad. Sci. U.S.A. 96, 12766 –12771

9. Scarselli, E., Ansuini, H., Cerino, R., Roccasecca, R. M., Acali, S., Filocamo,
G., Traboni, C., Nicosia, A., Cortese, R., and Vitelli, A. (2002) The human
scavenger receptor class B type I is a novel candidate receptor for the
hepatitis C virus. EMBO J. 21, 5017–5025

10. Huang, H., Sun, F., Owen, D. M., Li, W., Chen, Y., Gale, M., Jr., and Ye, J.
(2007) Hepatitis C virus production by human hepatocytes dependent on
assembly and secretion of very low-density lipoproteins. Proc. Natl. Acad.
Sci. U.S.A. 104, 5848 –5853

11. Ikeda, M., Abe, K., Yamada, M., Dansako, H., Naka, K., and Kato, N. (2006)
Different anti-HCV profiles of statins and their potential for combination
therapy with interferon. Hepatology 44, 117–125

12. Kapadia, S. B., and Chisari, F. V. (2005) Hepatitis C virus RNA replication
is regulated by host geranylgeranylation and fatty acids. Proc. Natl. Acad.
Sci. U.S.A. 102, 2561–2566

13. Leu, G. Z., Lin, T. Y., and Hsu, J. T. (2004) Anti-HCV activities of selective
polyunsaturated fatty acids. Biochem. Biophys. Res. Commun. 318,
275–280

14. Sakamoto, H., Okamoto, K., Aoki, M., Kato, H., Katsume, A., Ohta, A.,
Tsukuda, T., Shimma, N., Aoki, Y., Arisawa, M., Kohara, M., and Sudoh,
M. (2005) Host sphingolipid biosynthesis as a target for hepatitis C virus
therapy. Nat. Chem. Biol. 1, 333–337

15. Gibbons, G. F., Islam, K., and Pease, R. J. (2000) Mobilisation of triacyl-
glycerol stores. Biochim. Biophys. Acta 1483, 37–57

16. Magnusson, B., Asp, L., Boström, P., Ruiz, M., Stillemark-Billton, P., Lin-
dén, D., Borén, J., and Olofsson, S. O. (2006) Adipocyte differentiation-
related protein promotes fatty acid storage in cytosolic triglycerides and
inhibits secretion of very low-density lipoproteins. Arterioscler. Thromb.
Vasc. Biol. 26, 1566 –1571

17. Ye, J., Li, J. Z., Liu, Y., Li, X., Yang, T., Ma, X., Li, Q., Yao, Z., and Li, P.
(2009) Cideb, an ER- and lipid droplet-associated protein, mediates VLDL
lipidation and maturation by interacting with apolipoprotein B. Cell
Metab. 9, 177–190

18. Hüssy, P., Langen, H., Mous, J., and Jacobsen, H. (1996) Hepatitis C virus
core protein: carboxy-terminal boundaries of two processed species sug-
gest cleavage by a signal peptide peptidase. Virology 224, 93–104

19. McLauchlan, J., Lemberg, M. K., Hope, G., and Martoglio, B. (2002) In-
tramembrane proteolysis promotes trafficking of hepatitis C virus core
protein to lipid droplets. EMBO J. 21, 3980 –3988

20. Okamoto, K., Mori, Y., Komoda, Y., Okamoto, T., Okochi, M., Takeda, M.,
Suzuki, T., Moriishi, K., and Matsuura, Y. (2008) Intramembrane process-
ing by signal peptide peptidase regulates the membrane localization of
hepatitis C virus core protein and viral propagation. J. Virol. 82,
8349 – 8361

21. Okamoto, K., Moriishi, K., Miyamura, T., and Matsuura, Y. (2004) In-
tramembrane proteolysis and endoplasmic reticulum retention of hepati-
tis C virus core protein. J. Virol. 78, 6370 – 6380

22. Targett-Adams, P., Hope, G., Boulant, S., and McLauchlan, J. (2008) Mat-
uration of hepatitis C virus core protein by signal peptide peptidase is
required for virus production. J. Biol. Chem. 283, 16850 –16859

23. McLauchlan, J. (2000) Properties of the hepatitis C virus core protein: a
structural protein that modulates cellular processes. J. Viral Hepat. 7,
2–14

24. Santolini, E., Migliaccio, G., and La Monica, N. (1994) Biosynthesis and
biochemical properties of the hepatitis C virus core protein. J. Virol. 68,
3631–3641

25. Targett-Adams, P., Boulant, S., and McLauchlan, J. (2008) Visualization of
double-stranded RNA in cells supporting hepatitis C virus RNA replica-
tion. J. Virol. 82, 2182–2195

26. Miyanari, Y., Atsuzawa, K., Usuda, N., Watashi, K., Hishiki, T., Zayas, M.,
Bartenschlager, R., Wakita, T., Hijikata, M., and Shimotohno, K. (2007)
The lipid droplet is an important organelle for hepatitis C virus produc-
tion. Nat. Cell Biol. 9, 1089 –1097

27. Shavinskaya, A., Boulant, S., Penin, F., McLauchlan, J., and Bartenschlager,
R. (2007) The lipid droplet binding domain of hepatitis C virus core pro-
tein is a major determinant for efficient virus assembly. J. Biol. Chem. 282,
37158 –37169

HCV Virion Assembly and Lipid Synthesis

21286 JOURNAL OF BIOLOGICAL CHEMISTRY VOLUME 289 • NUMBER 31 • AUGUST 1, 2014



28. Ma, Y., Yates, J., Liang, Y., Lemon, S. M., and Yi, M. (2008) NS3 helicase
domains involved in infectious intracellular hepatitis C virus particle as-
sembly. J. Virol. 82, 7624 –7639

29. Romero-Brey, I., Merz, A., Chiramel, A., Lee, J. Y., Chlanda, P., Haselman,
U., Santarella-Mellwig, R., Habermann, A., Hoppe, S., Kallis, S., Walther,
P., Antony, C., Krijnse-Locker, J., and Bartenschlager, R. (2012) Three-
dimensional architecture and biogenesis of membrane structures associ-
ated with hepatitis C virus replication. PLoS Pathog. 8, e1003056

30. Shi, S. T., Polyak, S. J., Tu, H., Taylor, D. R., Gretch, D. R., and Lai, M. M.
(2002) Hepatitis C virus NS5A colocalizes with the core protein on lipid
droplets and interacts with apolipoproteins. Virology 292, 198 –210

31. Lee, M. S., Kim, D., Jo, K., and Hwang, J. K. (2010) Nordihydroguaiaretic
acid protects against high-fat diet-induced fatty liver by activating AMP-
activated protein kinase in obese mice. Biochem. Biophys. Res. Commun.
401, 92–97

32. Syed, G. H., and Siddiqui, A. (2011) Effects of hypolipidemic agent nordi-
hydroguaiaretic acid on lipid droplets and hepatitis C virus. Hepatology
54, 1936 –1946

33. Herker, E., Harris, C., Hernandez, C., Carpentier, A., Kaehlcke, K., Rosen-
berg, A. R., Farese, R. V., Jr., and Ott, M. (2010) Efficient hepatitis C virus
particle formation requires diacylglycerol acyltransferase-1. Nat. Med. 16,
1295–1298

34. Fujimoto, T., and Parton, R. G. (2011) Not just fat: the structure and
function of the lipid droplet. Cold Spring Harb. Perspect. Biol. 3, a004838

35. Zweytick, D., Athenstaedt, K., and Daum, G. (2000) Intracellular lipid
particles of eukaryotic cells. Biochim. Biophys. Acta 1469, 101–120

36. Kuerschner, L., Moessinger, C., and Thiele, C. (2008) Imaging of lipid
biosynthesis: how a neutral lipid enters lipid droplets. Traffic 9, 338 –352

37. Fujimoto, T., Ohsaki, Y., Cheng, J., Suzuki, M., and Shinohara, Y. (2008)
Lipid droplets: a classic organelle with new outfits. Histochem. Cell Biol.
130, 263–279

38. Tauchi-Sato, K., Ozeki, S., Houjou, T., Taguchi, R., and Fujimoto, T.
(2002) The surface of lipid droplets is a phospholipid monolayer with a
unique fatty acid composition. J. Biol. Chem. 277, 44507– 44512

39. Igal, R. A., Wang, P., and Coleman, R. A. (1997) Triacsin C blocks de novo
synthesis of glycerolipids and cholesterol esters but not recycling of fatty
acid into phospholipid: evidence for functionally separate pools of acyl-
CoA. Biochem. J. 324, 529 –534

40. Ohishi, K., Sawada, H., Yoshida, Y., Yokoi, W., Hatano, H., Aiyama, R.,
Watanabe, T., and Yokokura, T. (2003) Inhibitory effects of N-(3,5-dime-
thoxy-4-n-octyloxycinnamoyl)-N�-(3,4-dimethylphenyl)piperazine
(YIC-C8-434), an acyl-CoA:cholesterol O-acyltransferase inhibitor, on
cholesterol esterification in the intestine and liver. Biol. Pharm. Bull. 26,
1125–1128

41. Macdonald, A., Crowder, K., Street, A., McCormick, C., Saksela, K., and
Harris, M. (2003) The hepatitis C virus non-structural NS5A protein in-
hibits activating protein-1 function by perturbing ras-ERK pathway sig-
naling. J. Biol. Chem. 278, 17775–17784

42. Oehler, V., Filipe, A., Montserret, R., da Costa, D., Brown, G., Penin, F.,
and McLauchlan, J. (2012) Structural analysis of hepatitis C virus core-E1
signal peptide and requirements for cleavage of the genotype 3a signal
sequence by signal peptide peptidase. J. Virol. 86, 7818 –7828

43. Targett-Adams, P., Chambers, D., Gledhill, S., Hope, R. G., Coy, J. F.,
Girod, A., and McLauchlan, J. (2003) Live cell analysis and targeting of the
lipid droplet-binding adipocyte differentiation-related protein. J. Biol.
Chem. 278, 15998 –16007

44. Clayton, R. F., Owsianka, A., Aitken, J., Graham, S., Bhella, D., and Patel,
A. H. (2002) Analysis of antigenicity and topology of E2 glycoprotein pres-
ent on recombinant hepatitis C virus-like particles. J. Virol. 76, 7672–7682

45. Hope, R. G., and McLauchlan, J. (2000) Sequence motifs required for lipid
droplet association and protein stability are unique to the hepatitis C virus
core protein. J. Gen. Virol. 81, 1913–1925

46. Lindenbach, B. D., Evans, M. J., Syder, A. J., Wölk, B., Tellinghuisen, T. L.,
Liu, C. C., Maruyama, T., Hynes, R. O., Burton, D. R., McKeating, J. A., and
Rice, C. M. (2005) Complete replication of hepatitis C virus in cell culture.
Science 309, 623– 626

47. Iro, M., Witteveldt, J., Angus, A. G., Woerz, I., Kaul, A., Bartenschlager, R.,
and Patel, A. H. (2009) A reporter cell line for rapid and sensitive evalua-

tion of hepatitis C virus infectivity and replication. Antiviral Res. 83,
148 –155

48. Rainero, E., Caswell, P. T., Muller, P. A., Grindlay, J., McCaffrey, M. W.,
Zhang, Q., Wakelam, M. J., Vousden, K. H., Graziani, A., and Norman, J. C.
(2012) Diacylglycerol kinase alpha controls RCP-dependent integrin traf-
ficking to promote invasive migration. J. Cell Biol. 196, 277–295

49. Liebisch, G., Binder, M., Schifferer, R., Langmann, T., Schulz, B., and
Schmitz, G. (2006) High throughput quantification of cholesterol and
cholesteryl ester by electrospray ionization tandem mass spectrometry
(ESI-MS/MS). Biochim. Biophys. Acta 1761, 121–128

50. Spandl, J., White, D. J., Peychl, J., and Thiele, C. (2009) Live cell multicolor
imaging of lipid droplets with a new dye, LD540. Traffic 10, 1579 –1584

51. Su, A. I., Pezacki, J. P., Wodicka, L., Brideau, A. D., Supekova, L., Thimme,
R., Wieland, S., Bukh, J., Purcell, R. H., Schultz, P. G., and Chisari, F. V.
(2002) Genomic analysis of the host response to hepatitis C virus infec-
tion. Proc. Natl. Acad. Sci. U.S.A. 99, 15669 –15674

52. Yang, W., Hood, B. L., Chadwick, S. L., Liu, S., Watkins, S. C., Luo, G.,
Conrads, T. P., and Wang, T. (2008) Fatty acid synthase is up-regulated
during hepatitis C virus infection and regulates hepatitis C virus entry and
production. Hepatology 48, 1396 –1403

53. Vauloup-Fellous, C., Pène, V., Garaud-Aunis, J., Harper, F., Bardin, S.,
Suire, Y., Pichard, E., Schmitt, A., Sogni, P., Pierron, G., Briand, P., and
Rosenberg, A. R. (2006) Signal peptide peptidase-catalyzed cleavage of
hepatitis C virus core protein is dispensable for virus budding but desta-
bilizes the viral capsid. J. Biol. Chem. 281, 27679 –27692

54. Grove, J., Nielsen, S., Zhong, J., Bassendine, M. F., Drummer, H. E., Balfe,
P., and McKeating, J. A. (2008) Identification of a residue in hepatitis C
virus E2 glycoprotein that determines scavenger receptor BI and CD81
receptor dependency and sensitivity to neutralizing antibodies. J. Virol.
82, 12020 –12029

55. Zhong, J., Gastaminza, P., Chung, J., Stamataki, Z., Isogawa, M., Cheng, G.,
McKeating, J. A., and Chisari, F. V. (2006) Persistent hepatitis C virus
infection in vitro: coevolution of virus and host. J. Virol. 80, 11082–11093

56. Merz, A., Long, G., Hiet, M. S., Brügger, B., Chlanda, P., Andre, P., Wie-
land, F., Krijnse-Locker, J., and Bartenschlager, R. (2011) Biochemical and
morphological properties of hepatitis C virus particles and determination
of their lipidome. J. Biol. Chem. 286, 3018 –3032

57. Gastaminza, P., Kapadia, S. B., and Chisari, F. V. (2006) Differential bio-
physical properties of infectious intracellular and secreted hepatitis C vi-
rus particles. J. Virol. 80, 11074 –11081

58. Vieyres, G., Thomas, X., Descamps, V., Duverlie, G., Patel, A. H., and
Dubuisson, J. (2010) Characterization of the envelope glycoproteins asso-
ciated with infectious hepatitis C virus. J. Virol. 84, 10159 –10168

59. Boulant, S., Douglas, M. W., Moody, L., Budkowska, A., Targett-Adams,
P., and McLauchlan, J. (2008) Hepatitis C virus core protein induces lipid
droplet redistribution in a microtubule- and dynein-dependent manner.
Traffic 9, 1268 –1282

60. Nchoutmboube, J. A., Viktorova, E. G., Scott, A. J., Ford, L. A., Pei, Z.,
Watkins, P. A., Ernst, R. K., and Belov, G. A. (2013) Increased long chain
acyl-CoA synthetase activity and fatty acid import is linked to membrane
synthesis for development of picornavirus replication organelles. PLoS
Pathog. 9, e1003401

61. Boulant, S., Vanbelle, C., Ebel, C., Penin, F., and Lavergne, J. P. (2005)
Hepatitis C virus core protein is a dimeric �-helical protein exhibiting
membrane protein features. J. Virol. 79, 11353–11365

62. Brasaemle, D. L., Barber, T., Kimmel, A. R., and Londos, C. (1997) Post-
translational regulation of perilipin expression. Stabilization by stored in-
tracellular neutral lipids. J. Biol. Chem. 272, 9378 –9387

63. Gross, D. N., Miyoshi, H., Hosaka, T., Zhang, H. H., Pino, E. C., Souza,
S., Obin, M., Greenberg, A. S., and Pilch, P. F. (2006) Dynamics of lipid
droplet-associated proteins during hormonally stimulated lipolysis in
engineered adipocytes: stabilization and lipid droplet binding of adi-
pocyte differentiation-related protein/adipophilin. Mol. Endocrinol. 20,
459 – 466

64. Souza, S. C., Muliro, K. V., Liscum, L., Lien, P., Yamamoto, M. T., Schaffer,
J. E., Dallal, G. E., Wang, X., Kraemer, F. B., Obin, M., and Greenberg, A. S.
(2002) Modulation of hormone-sensitive lipase and protein kinase A-me-
diated lipolysis by perilipin A in an adenoviral reconstituted system. J. Biol.

HCV Virion Assembly and Lipid Synthesis

AUGUST 1, 2014 • VOLUME 289 • NUMBER 31 JOURNAL OF BIOLOGICAL CHEMISTRY 21287



Chem. 277, 8267– 8272
65. Xu, G., Sztalryd, C., Lu, X., Tansey, J. T., Gan, J., Dorward, H., Kimmel,

A. R., and Londos, C. (2005) Post-translational regulation of adipose dif-
ferentiation-related protein by the ubiquitin/proteasome pathway. J. Biol.
Chem. 280, 42841– 42847

66. Ohsaki, Y., Cheng, J., Fujita, A., Tokumoto, T., and Fujimoto, T. (2006)
Cytoplasmic lipid droplets are sites of convergence of proteasomal and
autophagic degradation of apolipoprotein B. Mol. Biol. Cell 17,
2674 –2683

67. Suzuki, M., Otsuka, T., Ohsaki, Y., Cheng, J., Taniguchi, T., Hashimoto,
H., Taniguchi, H., and Fujimoto, T. (2012) Derlin-1 and UBXD8 are en-
gaged in dislocation and degradation of lipidated ApoB-100 at lipid drop-
lets. Mol. Biol. Cell 23, 800 – 810

68. Cermelli, S., Guo, Y., Gross, S. P., and Welte, M. A. (2006) The lipid-
droplet proteome reveals that droplets are a protein-storage depot. Curr.
Biol. 16, 1783–1795

69. Hodges, B. D., and Wu, C. C. (2010) Proteomic insights into an ex-

panded cellular role for cytoplasmic lipid droplets. J. Lipid Res. 51,
262–273

70. Lee, R. G., Shah, R., Sawyer, J. K., Hamilton, R. L., Parks, J. S., and Rudel,
L. L. (2005) ACAT2 contributes cholesteryl esters to newly secreted
VLDL, whereas LCAT adds cholesteryl ester to LDL in mice. J. Lipid Res.
46, 1205–1212

71. Fazio, S., and Linton, M. (2006) Failure of ACAT inhibition to retard
atherosclerosis. N. Engl. J. Med. 354, 1307–1309

72. Meuwese, M. C., de Groot, E., Duivenvoorden, R., Trip, M. D., Ose, L.,
Maritz, F. J., Basart, D. C., Kastelein, J. J., Habib, R., Davidson, M. H.,
Zwinderman, A. H., Schwocho, L. R., and Stein, E. A. (2009) ACAT inhi-
bition and progression of carotid atherosclerosis in patients with familial
hypercholesterolemia: the CAPTIVATE randomized trial. JAMA 301,
1131–1139

73. Bemlih, S., Poirier, M. D., and El Andaloussi, A. (2010) Acyl-coenzyme
A:cholesterol acyltransferase inhibitor Avasimibe affect survival and pro-
liferation of glioma tumor cell lines. Cancer Biol. Ther. 9, 1025–1032

HCV Virion Assembly and Lipid Synthesis

21288 JOURNAL OF BIOLOGICAL CHEMISTRY VOLUME 289 • NUMBER 31 • AUGUST 1, 2014


