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Supplementary figure and legends 

 

Fig. S1 Microbiota alpha diversity (shannon index) among different groups (susceptibles/ 

resistants) of infected or non-infected mice in: a) colon of CcS/Dem, b) colon of OcB/Dem, c) 

ileum of CcS/Dem and d) ileum of OcB/Dem. (p-value ≤ 0.05) was considered statistically 

significant. [R_Inf: infected resistant, R_ctr:  resistant control (non-infected), S_Inf:  infected 

susceptible, S_ctr: susceptible control (non-infected)].



 

Fig. S2 Relative abundance of the microbial population at the phylum level among different groups (susceptibles/ resistants) of infected or non-

infected mice in: a) colon of CcS/Dem, b) colon of OcB/Dem, c) ileum of CcS/Dem and d) ileum of OcB/Dem. [Inf: infected, ctr: control (non-

infected)



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. S3 Extended error bar plot showing the mean proportion (%) of significantly different predicted functional categories at second-level KEGG pathway 

between infected susceptible mice (in green) and infected resistant mice (in blue) in a) ileum of OcB/Dem, b) colon of OcB/Dem, c) ileum of CcS/Dem and d) 

colon of CcS/Dem. The values on the right show the corrected p-values that were derived from a Welch's t-test with the confidence interval method of Welch's 

inverted adjustment of 0.95 (p-value ≤ 0.05) was considered statistically significant. [Resistant_Inf:  infected resistant, Susceptible_Inf:  infected susceptible]. 



 

Fig. S4 Principal component analysis (PCA) plot of distances between second-level KEGG pathway profiles of infected susceptible mice (in green) and infected 

resistant (in blue) using the STAMP software based on Non-corrected Welch's t-test type two-sided, with the confidence interval (CI) method of Welch's 

inverted adjustment of 0.95 (p-value ≤ 0.05) was considered statistically significance. a) colon of CcS/Dem, b) colon of OcB/Dem, c) ileum of CcS/Dem and 

d) ileum of OcB/Dem. [Resistant_Inf: infected resistant, Susceptible_Inf:  infected susceptible]. 


