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Abstract: Autophagy is an evolutionarily conserved process that contributes to maintain 
cell homeostasis. Although it is strongly regulated by many extracellular factors, induction 
of autophagy is mainly produced by starvation of nutrients. In mammalian cells, the 
regulation of autophagy by amino acids, and also by the hormone insulin, has been 
extensively investigated, but knowledge about the effects of other autophagy regulators, 
including another nutrient, glucose, is more limited. Here we will focus on the signalling 
pathways by which environmental glucose directly, i.e., independently of insulin and 
glucagon, regulates autophagy in mammalian cells, but we will also briefly mention some 
data in yeast. Although glucose deprivation mainly induces autophagy via AMPK 
activation and the subsequent inhibition of mTORC1, we will also comment other 
signalling pathways, as well as evidences indicating that, under certain conditions, 
autophagy can be activated by glucose. A better understanding on how glucose regulates 
autophagy not only will expand our basic knowledge of this important cell process, but it 
will be also relevant to understand common human disorders, such as cancer and diabetes, 
in which glucose levels play an important role. 
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JNK: c-Jun amino-terminal kinase; PAS: preautophagosomal structure;  
PI3K: phospahtidylinositol 3-kinase; PKA: cAMP-dependent protein kinase A;  
ROS: reactive oxygen species; TAB: TAK-binding protein; V-ATPase: vacuolar ATPase. 

 

1. Introduction 

Autophagy is the process by which lysosomes degrade organelles and cellular components. Three 
different forms of autophagy coexist in most cells (Figure 1): Microautophagy, chaperone-mediated 
autophagy and macroautophagy [1]. 

Figure 1. Different forms of autophagy. 

 
The diagram shows the three different forms of autophagy. Microautophagy consists in the direct 
engulfment of cytoplasmic components by lysosomes. Chaperone-mediated autophagy (CMA) 
selectively degrades cytosolic proteins with KFERQ-like sequences. The most important form of 
autophagy is macroautophagy, in which cytoplasmic components are surrounded by a double 
membrane, forming an autophagosome. Finally, autophagosomes fuse with lysosomes to form 
autolysosomes, where cargo is degraded. 

Microautophagy, a still poorly characterized type of autophagy in mammalian cells, consists in the 
direct engulfment of cytoplasmic components in intralysosomal tubules and vesicles, which are 
produced by various modifications of the lysosomal membranes. Chaperone-mediated autophagy is a 
selective lysosomal pathway for the degradation of cytosolic proteins with KFERQ-like sequences, in 
which both cytosolic and lysosomal chaperones facilitate the transport of these proteins for degradation 
into the lysosomal lumen through a multimer of the lysosomal protein LAMP2A spanning the 
lysosomal membrane. Macroautophagy is the most important and better known form of autophagy. 
Initially, cytoplasmic components are surrounded by a double membrane, with still an unclear origin, 
forming a vacuole, which is called an autophagosome. Autophagosomes fuse with endosomes and 
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lysosomes to form autolysosomes with an acidic pH and where the degradation of the sequestered 
material by lysosomal hydrolases occurs. While autophagy has been usually considered a nonselective 
and an in bulk degradation process, there are also selective autophagic pathways. For example, the 
selective degradation of mitochondria, peroxisomes or ribosomes by autophagy is called, respectively, 
mitophagy, pexophagy or ribophagy. In this paper, unless otherwise stated, 
only refer to macroautophagy, and we will not review here the two other forms of autophagy. 

Autophagy is regulated by a high number of extracellular stimuli, which are transduced through a 
large variety of signalling pathways with the kinase mTORC1 occupying a central position in most of 
them [2,3]. In mammalian cells, the main regulators of autophagy are hormonal and nutritional factors. 
Among those, the regulation by amino acids and insulin, their signalling pathways and the underlying 
mechanisms on the autophagic machinery have been investigated in most detail (see e.g. [4]). In 
contrast, the information on other molecules that also regulate autophagy is much scarce. 

Autophagy, like protein degradation [5], in spite of being a catabolic process requires an input of 
energy, as first established by Plomp et al. [6]. ATP (adenosine triphosphate) is required for, at least, 
two autophagic steps: (i) sequestration of the cytosolic material in autophagosomes; and  
(ii) maintenance of the activity of the proton pump (vacuolar-type ATPase or V-ATPase) at the 
lysosomal membrane to produce the lysosomal acidification required in the autophagic flux. Since 
most ATP in the cell derives from glucose metabolism, this metabolite should be important for the 
normal functioning of autophagy. However, glucose is also a nutrient, and it is well known that 
nutrient depletion induces autophagy to provide the cell with energy and building blocks. Therefore, 
whether glucose affects positively or negatively autophagy is a matter of discussion, as we will see 
below. In this review, we aim to present an overview of what is specifically known on the signalling 
pathways that regulate autophagy in response to glucose or glucose-deprivation. Due to space 
limitations, we will mention only those papers dealing, more or less directly, with this question, while 
other specific stimuli regulating autophagy, other signalling pathways and the autophagy machinery 
will not be reviewed here. We will mainly concentrate on mammalian cells, but first we will give in 
the next section a brief and general account on this subject in yeast. 

2. Regulation of Autophagy by Glucose in Yeast 

Most of our current knowledge on the molecular machinery of autophagy derives from studies in 
yeast that, initially, were mainly carried out in the laboratories of Yoshinori Ohsumi in Japan, Michael 
Thumm in Germany and Dan Klionsky in USA. In the late 90s, two different forms of autophagy were 
recognized in yeast: micro- and macroautophagy [7]. The first was described in yeast as a process by 
which cell components are surrounded by cytoplasmic invaginations or finger-like protrusions of the 
vacuole, which eventually form intravacuolar vesicles that, together with their content, are degraded by 
the vacuolar hydrolytic enzymes. In macroautophagy, cytoplasmic components are surrounded by a 
membrane from a compartment called the preautophagosomal structure (PAS) that closes to form a 
double-membrane autophagosome [8]. Then, the outer membrane of the autophagosome fuses with the 
vacuolar membrane and the single membrane autophagic body that has entered into the vacuole is 
degraded by vacuolar hydrolases [9]. The identification of the ATG (autophagy-related) genes provided 
insights into the molecular basis of autophagy. Many of the codified proteins in yeast are conserved in 
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mammals, but there are also mammalian specific ATG proteins. Now, the role of some, but not all, of 
the more than 30 identified Atg proteins is known and has been discussed elsewhere [10 12]. Most of 
them participate in the initiation of autophagy, but some others are essential for other autophagic steps. 

In yeast, autophagy is mainly affected by nitrogen starvation, but glucose starvation plays also an 
important role, as we will see below in a few examples. The growth of Saccharomyces cerevisiae in a 
medium without glucose induces the synthesis of gluconeogenic enzymes (fructose-1,6-bis-phosphatase, 
malate dehydrogenase, phosphoenolpyruvate carboxykinase) and also of the galactose and maltose 
transporters. When these cells are subsequently incubated in a medium containing glucose, the 
transcription of these genes is suppressed and the induced proteins are degraded [13] in the general 
process of catabolite repression. In the specific case of fructose-1,6-bisphosphatase, it has been 
proposed that glucose induces its sequestration within double membrane vesicles, which eventually 
fuse with the vacuole by a process that requires protein synthesis [14]. 

Something similar occurs with the methylotrophic yeasts Pichia pastoris and  
Hansenula polymorpha when they are incubated in a medium containing methanol [15,16]. This 
induces the synthesis of enzymes that facilitate methanol uptake, such as alcohol oxidase in 
peroxisomes and formate dehydrogenase in the cytosol, as well as an overproduction of peroxisomes. 
When these yeasts are next cultured in a medium with glucose, formate dehydrogenase and the 
peroxisomes produced in excess are selectively degraded [15]. In the specific transfer from methanol 
to glucose, peroxisomes are degraded either by macroautophagy (macropexophagy, which sequesters 
single peroxisomes within pexophagosomes that fuse with the vacuole to degrade their content) in  
H. polymorpha [16] or by microautophagy (micropexophagy, which sequesters and degrades a cluster 
of peroxisomes within vacuolar membranes and a micropexophagy specific apparatus) in  
P. pastoris [15]. Pexophagy requires some specific proteins, such as for example Vac8 on the vacuolar 
membrane, the peroxisome receptor Atg30 or the peroxins Pex3 and Pex14 on the membrane of 
peroxisomes [17 19]. Other proteins involved in the activation of the selective autophagy triggered by 
glucose have been identified in yeast. One of those, Ras2, is at least involved in the degradation of 
fructose-1,6-bisphosphatase, because its mutants block the degradation of this protein [20], and other 
proteins, such as Gpr1 and Gpa2, are required in pexophagy for glucose sensing [21]. 

The data mentioned above indicate that some types of specific autophagy are induced by glucose. 
However, other experiments indicate that glucose could also produce in yeast the opposite effect, 
namely an inhibition of autophagy, at least in the case of the nonselective autophagy. For example, this 
can occur in S. cerevisiae via inhibition by glucose of the expression of Snf1p, the closest yeast 
homologue of AMPK (AMP-activated protein kinase). Both Snf1p and the cyclin-dependent kinase 
Pho85p have been described to control autophagy in opposite directions, activating and inhibiting it, 
respectively, via the autophagic proteins Atg1 and Atg13 [22]. Another example is provided by  
S. cerevisiae maintained in a medium with plenty of nutrients. Under these conditions, autophagy is 
inhibited via PKA (cAMP-dependent protein kinase A) and also, and independently, via TorC1 [23,24]. 
Both kinases phosphorylate Atg13 at different sites and inhibit, in a different way, the Atg1 complex [24], 
a key site that integrates different autophagic signals, as indicated also by the above reported effects of 
Snf1p and Pho85p [22]. In this regard, it is relevant that under glucose deprivation the regulatory and 
catalytic subunits form the PKA inactive complex [25], because this supports the inhibitory role of 
glucose on autophagy. Sch9, the closest yeast homologue of mammalian S6K1 and a substrate of 
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TorC1, is also involved in nutrient sensing as an inhibitor of autophagy and in cooperation with  
PKA [26], although it is apparently less important. 

In summary, while it is known that depletion of nitrogen mainly inactivates TorC1 and induces 
autophagy, the signalling pathways by which glucose-deprivation produces the same effect are less 
known. It is possible that in yeast TorC1 mainly responds to nitrogen levels while the response to 
carbon levels occurs mainly via the Ras/PKA pathway [27] and also, but to a lesser extent, via Snf1, 
TorC1 and Sch9, as described before. 

In addition to the sequestration step, glucose in yeast can also affect positively autophagy at later 
steps, for example regulating the assembly of the V-ATPase, which, as mentioned before, consumes 
ATP. The V-ATPase is a supramolecular complex responsible for the acidification of organelles in 
eukaryotic cells [28] and has two main domains, V1, responsible for ATP hydrolysis, and Vo, 
responsible for proton translocation. In yeast, glucose is important to modify the activity of the  
V-ATPase independently of protein synthesis [29]. Thus, in the absence of glucose, only 15 20% of 
the subunits of the V1 domain remain attached to V0, while with glucose this figure rises to  
50 70% [30]. This reduces ATP consumption when the availability of glucose is limited, because the 
separation of the V1 and V0 portions produces the loss of their respective functions. To explain how 
glucose increases the V1 Vo coupling, an activation of the proton pump Pma1 at the plasma membrane 
that produces an increase in cytosolic pH [31] and a regulation by Ras/cAMP/PKA [32] have  
been postulated. 

In summary, glucose in yeast can both induce and inhibit autophagy. For example, glucose induces 
a selective autophagy during an adaptive phase to specifically remove enzymes or organelles 
previously overproduced, and increases also the assembly and the activity of the V-ATPase and, thus, 
of the vacuolar acid hydrolases. However, glucose in a nutrient-rich medium can also suppress 
nonspecific autophagy to prevent an unnecessary autodigestion of the cell, and this mainly occurs via 
Ras/cAMP/PKA but also via TorC1 and Sch9 and by inactivation of Snf1p. 

3. Regulation of Autophagy by Glucose in Mammalian Cells 

In mammalian cells, as in yeast, autophagy is a process highly regulated by nutrients. Over the last 
years, the effects of amino acids on autophagy have been extensively studied. However, the role of 
glucose is less known, despite its implication in diseases such as diabetes or different types of cancer. 
In mammals low and high blood glucose levels induce the production and release of, respectively, 
glucagon by alpha cells and insulin by beta cells of pancreas. It is also well known that, for example in 
liver, glucagon activates autophagy while insulin inhibits it. However, the amount of glucose in the 
environment may also produce an autophagic response unrelated to these hormones. This response is 
mainly due to the role of glucose as an important determinant of the cellular energy status, but also to 
other glucose effects, such as oxidative stress and ROS accumulation. In the following sections we will 
not review the glucose effects on autophagy mediated by hormones, because they have been 
extensively described elsewhere, and we will deal exclusively with those other glucose effects. 

As in yeast, in mammalian cells the availability of glucose promotes the assembly, via PI3K 
(phosphatidylinositol 3-kinase), of the V-ATPase [33] favouring the acidification of lysosomes 
required for the optimal activity of the lysosomal hydrolases. Although further details on this 
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signalling pathway are unknown, AKT and p70S6K have been discarded as regulators [33]. Since 
lysosomal degradation is a late step in autophagy, these data could suggest a positive role for glucose 
in autophagy. However, only few works have postulated a positive effect of glucose on autophagy. For 
example, Ravikumar et al. [34] showed in cultured cells that glucose induces autophagy by inhibition 
of the main negative regulator of autophagy, mTOR. In addition, trehalose, a disaccharide composed 
of two molecules of glucose, activates autophagy, as demonstrated by an increased degradation of 

-synuclein mutants [35,36]. 
In contrast to these data, most investigators consider that in mammalian cells glucose inhibits 

autophagy [37 40]. When energy depletion occurs in cells incubated in a glucose-free medium, 
autophagy is activated as a mechanism to restore ATP from cellular components [41]. This drop in 
energy results in an increase in the AMP/ATP ratio, which will be sensed by AMPK to induce 
autophagy [42] by different mechanisms that will be later described. However, other authors conclude 
that ATP depletion is not necessary to induce autophagy by glucose deprivation. For example, 
endoplasmic reticulum (ER) stress caused by 2-deoxy-D-glucose (a non-metabolizable glucose 
analogue, 2-DG) induces autophagy [43]. Although 2-DG treatment reduces intracellular ATP content 
and activates AMPK, it is the restoration of the ER homeostasis (by mannose) what causes a decrease 
in LC3-II levels without affecting ATP or AMPK [43]. In addition, autophagy can be also stimulated 
by an increase in reactive oxygen species (ROS), caused both by glucose deprivation or a high glucose 
concentration, which can produce ER stress [44 46]. 

In the following sections, we will discuss different signalling pathways that regulate autophagy by 
glucose. In spite of the apparent importance of PKA in the signalling pathways by which glucose 
regulates autophagy in yeast, its relevance in mammalian cells remains elusive and, therefore, will not 
be mentioned here. Some of the implicated proteins, such as AMPK, p53 or p27KIP1, induce autophagy 
when ATP decreases in cells incubated without glucose. Others, such as p38, ERK (extracellular 
signal-regulated protein kinase) or JNK (c-Jun amino-terminal kinase), respond to ROS generated by 
an excessively low or high availability of glucose, activating autophagy. Finally, we will also mention 
the possible role of IKK (I B kinase) and FOXO (forkhead class O) proteins in the induction of 
autophagy by glucose, which occurs without an apparent relation with ATP or ROS. All this reflects 
the existence in mammalian cells of a complicated network that interconnects different signalling 
pathways in the regulation of autophagy by glucose. 

3.1. Role of Energy-Dependent Pathways 

Glucose is an important and immediate source of energy in the form of ATP. Therefore, it is logical 
to consider that the regulation of autophagy by glucose may be explained by changes in energetic 
levels. As mentioned above, AMPK is an important stimulator of autophagy that is activated by a drop 
in ATP levels produced, for example, by glucose withdrawal [47]. Induction of autophagy by AMPK 
not only is due to mTORC1 inhibition [48], but also to the activation of other signalling pathways, 
such as p53 [49] or p27KIP1 [50] (see Figure 2). 
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Figure 2. Role of energy dependent pathways.  

 
Glucose deprivation causes an increase in the AMP/ATP ratio and as a result AMPK becomes 
activated. AMPK regulates autophagy through direct phosphorylation of ULK1 and TSC2. Once 
phosphorylated, ULK1 forms a complex with ATG13 and FIP200 leading to an induction of 
autophagy. TSC2 inhibits mTOR, which can also inhibit the phosphorylation of ULK1 by AMPK. 
AMPK also regulates autophagy by phosphorylating p53 and p27 upon glucose withdrawal. 
Cytosolic p53 inhibits autophagy, however, once phosphorylated, it translocates to the nucleus and 
induces the expression of SESTRIN2, DAPK1 and AMPK genes; SESTRIN2 activates both AMPK 
and TSC2, and DAPK1 phopshorylates BECLIN1, leading to an induction of autophagy. Finally, 
p27 induces autophagy by inhibiting RHOA. RHOA activates calpains that in turn cleave 
BECLIN1. Therefore, the inhibition of RHOA allows autophagy to take place. 

3.1.1. AMPK/mTOR 

AMPK collaborates in the maintenance of energy homeostasis by triggering catabolic processes that 
produce energy and by turning off biosynthetic processes that consume ATP [51]. AMP binds to the 
Crystathionine- [52] causing a conformational change 

[53], which allows its phosphorylation by LKB1 [54]. 
When investigating the role of AMPK in autophagy, it is necessary to reconsider some former 

results in which chemical regulators of AMPK activity were used, since they can influence autophagy 
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independently of this kinase (discussed in [55]). For example, the activator AICAR  
(5-aminoimidazole-4-carboxamide-1- -D-ribofuranoside) inhibits autophagy because it blocks the 
interaction between PI3K-class III and BECLIN1 [56] and the inhibitor Compound C activates 
autophagy by suppressing the AKT-mTORC1 pathway in cancer cells [57]. Although silencing of 
AMPK can induce autophagy to protect pancreatic -cells from a high (30 mM) glucose  
concentration [58], now it is generally accepted that AMPK positively regulates autophagy [59]. 
AMPK activates autophagy through TSC phosphorylation and mTORC1 inhibition [60]. In the 
absence of an effect of AMPK, mTORC1 is also a critical factor in the energetic equilibrium, since the 
inhibition of mTORC1 with rapamycin in TSC2-/-MEFs incubated in a glucose-free medium increases 
the ATP levels [61]. More recently, it has been shown a competition between AMPK and mTORC1 
for the phosphorylation of ULK1 [42,62]. Under glucose deprivation, AMPK phosphorylates ULK1 at 
S317 and S777 inducing autophagy, whereas phosphorylation at S757 by mTORC1 inhibits it [42]. 
Furthermore, this last phosphorylation, as well as the overexpression of RHEB (a GTPase that is a 
TSC substrate and activates mTORC1) in TSC-/- MEFs, disrupts the AMPK/ULK1 interaction, which 
is restored by rapamycin [42]. Finally, under glucose deprivation the expression of the mTORC1 
inhibitor DEPTOR is also induced to enhance autophagy [63,64]. 

Since AMPK is an energy sensor, its activity is important in many human diseases, in most cases in 
relationship with glucose levels and autophagy. This is highlighted for example in carcinomas in which 
the glycoprotein MUC1 is overexpressed. These cells incubated under low glucose conditions (1 mM) 
show a higher AMPK activity than normal cells [65] and, since autophagy is more active producing 
metabolites that generate energy, this provides them with a survival advantage. 

3.1.2. p53 

Glucose deprivation induces the phosphorylation of p53 by AMPK in Ser15 (Ser18 in mice) [66 68]. 
Thus, in 293T cells expressing a dominant negative form of AMPK under low glucose conditions  
(0.5 mM), Ser18 is no longer phosphorylated [66]. In WI-38 HDF cells, glucose deprivation activates 
the AMPK/p53 pathway through ATM kinase and an increased expression of IFI16, leading to an 
induction of autophagy [49]. Notwithstanding, p53 has also been shown to be phosphorylated at the 
same site in AMPK-/- MEFs incubated in glucose free medium [38], suggesting that other kinases might 
also be involved. This phosphorylation stabilizes p53 because it prevents its ubiquitination and 
subsequent degradation by proteasomes [69]. In low glucose conditions, phosphorylation of p53 results 
in mTOR inhibition and induction of autophagy [67], through a mechanism that involves p53 
translocation to the nucleus [70], where it binds to promoter regions to induce the expression of 
different genes implicated in autophagy, e.g., SESTRIN 2 and DAPK-1 (death-associated protein kinase 1). 
SESTRIN 2 activates AMPK and induces TSC2 phosphorylation to inhibit mTORC1 [71]. DAPK-1 
phosphorylates BECLIN1 and prevents the formation of the BECLIN1/BCL-2 complex that inhibits 
autophagy [72]. Other genes inducing autophagy also regulated by p53 are AMPKB1 [68], DRAM 
(damage-regulated autophagy modulator) and TSC2 [73,74]. The fact that under glucose deprivation 
AMPK phosphorylates p53 and induces its nuclear translocation, and that AMPK is activated by p53 
transcription targets and is itself a p53 target, suggests the existence of a positive feedback loop 
between AMPK and p53. 
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The cytoplasmic-nuclear shuttling of p53 has a major role in autophagy regulation [75]. Whereas 
nuclear p53 induces autophagy, it has been shown that cytosolic p53 has a negative role in autophagy 
that is accompanied by a reduced phosphorylation of AMPK and TSC2 and an increased activation of 
mTOR, as indicated by the phosphorylation of p70S6K [76]. 

3.1.3. p27KIP1 

Glucose deprivation increases the phosphorylation (at S83, T170 and mT197/hT198) of the cyclin-
dependent kinase inhibitor p27KIP1 through LKB1/AMPK, allowing its stabilization [50,77]. HeLa 
cells, which do not express LKB1, show low levels of both total and phosphorylated p27KIP1, even 
upon glucose starvation. Reconstitution of these cells with LKB1 produces an increase in both total 
and P-T198 p27KIP1 levels in glucose free medium, as well as in ACC phosphorylation [50]. All these 
results suggest that p27KIP1 is activated by LKB1/AMPK during glucose deprivation. Moreover, 
glucose deprivation induces the expression of p27KIP1, while moderate increments in D-(+)-glucose 
reduces it [78]. Conversely, there is one report showing that under glucose starvation, p27KIP1 is 
ubiquitinated by SIAH/SIP and degraded by proteasomes [79]. This degradation of p27KIP1 is 
associated with a decrease in cell motility, but the effect on autophagy was not studied. 

Phosphorylation of p27KIP1 by AMPK under glucose starvation determines, in addition to its 
stabilization, its cellular localization. Thus, in NIH3T3 cells expressing a constitutively active form of 
AMPK, only 10% of p27 KIP1 presents a nuclear localization, whereas in cells that express a dominant 
negative AMPK this percentage increases up to 70% [77]. This can be explained because 
phosphorylated p27KIP1 is sequestered in the cytosol by 14 3 3 proteins, which prevent its binding to 

, responsible of its transport to the nucleus [80]. 
p27KIP1 has been shown to induce autophagy under glucose deprivation conditions, since a 

prolonged incubation without glucose produces an increment in the number of autophagic vacuoles in 
p27+/+ MEFs, while autophagy is repressed in p27-/- MEFs. In addition, ectopic expression of the 
phosphomimic p27 T198D mutant is sufficient to induce autophagy [50]. 

Although the precise mechanism by which p27KIP1 activates autophagy is not known, it could be 
mediated by its effect on the RHOA-GTPase. Cytosolic p27KIP1 prevents the activation of  
RHOA-GTPase [81,82] and it is known that RHOA induces the activation of calpains involved in 
BECLIN1 degradation [83].  

3.2. Role of Oxidative Stress-Dependent Pathways 

Apart from variations in the energy levels, there are other changes that take place in the cells 
depending on the availability of glucose. Both glucose deprivation [84,85] and high levels of glucose 
alter the oxidative phosphorylation leading to mitochondrial hyperpolarization [86,87] and produce an 
accumulation of ROS that increases autophagy. For example, it has been shown that glucose 
withdrawal in cultured neonatal rat cardiac myocytes causes a two fold increase in ROS levels and a 
decrease in glutathione levels, which leads to the activation of autophagy [44]. More specifically,  
Chen et al. [88] established that superoxide is the main ROS responsible for autophagy induction, at 
least in response to glucose deprivation, and Scherz-Shouval et al. [89] showed that this increase in 
autophagy induced by ROS is mediated by regulating the activity of ATG4. 
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This increase in ROS levels is subsequently sensed by proteins such as AMPK [46], p38MAPK, 
JNK or ERK, which will ultimately play a role in the activation of autophagy (see Figure 3). Since 
AMPK has been discussed previously, we will not give here further details on this kinase. 

Figure 3. Role of oxidative stress dependent pathways.  

 
Both hyperglycemia and glucose deprivation increases the levels of ROS in the cells. This increase 
can lead to the induction of autophagy through p38MAPK, JNK or ERK. p38MAPK induces 
autophagy through two mechanisms. First, it phosphorylates BCL-2, what results in the breakage of 
the complex formed by BCL-2 and BECLIN1. BECLIN1 can then initiate autophagy. Second, 
p38MAPK can also translocate to the nucleus, where it activates p53 and NF- B through the kinase 
MSK1. JNK can also phosphorylate BCL-2 preventing the formation of the complex  
BCL-2/BECLIN1. 

3.2.1. p38MAPK 

p38MAPK is activated upon oxidative stress caused both by glucose deprivation and  
hyperglycemia [85,90]. There are conflicting data about the role of p38 in autophagy. While it has 
been shown that the activation of p38MAPK by ROS or ER stress induces autophagy [91,92], this 
kinase has been also described to act as an autophagy inhibitor [93]. 
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Starting with the positive effect on autophagy, it is known that once the p38MAPK is activated by 
different stimuli it can phosphorylate BCL-2 [94], allowing in this way the release of BECLIN1 from 
the BCL-2/BECLIN1 complex to initiate autophagy [95]. p38MAPK can also activate autophagy at a 
different level, by translocating to the nucleus to phosphorylate the downstream kinase MSK1/2, which 
in turn activates NF- , and p53 [96] likewise implicated in the positive regulation of autophagy [91]. 
Furthermore, data from our laboratory support a positive role for p38MAPK on autophagy induction, 
since we observe that addition of glucose under starvation conditions leads to p38MAPK 
phosphorylation and to an increase in autophagy (unpublished observations). 

As for an inhibitory role, it has been described, for example, that phosphorylation of p38MAPK 
increases its affinity with the p38 Interacting Protein (p38IP), competing with ATG9 for its binding. 
As a result, there is a decrease in the formation of the p38IP/ATG9 complex, needed for 
autophagosome formation [93]. However, most of the studies that claim an inhibitory role for 
p38MAPK are based on observations using p38MAPK inhibitors such as SB203580 or  
SB202190 [97 99], and it has been recently described that these inhibitors induce the formation of 
autophagic vacuoles independently of p38MAPK [100 101]. Therefore, the role of p38MAPK on 
autophagy should be still revised, although most data favour a positive effect. 

3.2.2. JNK 

Another effect of oxidative stress due to both a high glucose concentration or glucose deprivation is 
the increased expression and activation of JNK [102,103]. For example, glucose deprivation produces 
an increase in the cellular H2O2 levels, which ultimately will lead to the activation of the 
ASK1/SEK1/JNK pathway [103]. In addition, it has been established that under low glucose 
conditions, K-RAS induces autophagy through JNK activation [104]. 

A high glucose concentration leads to an interaction of JNK with other regulatory pathways such as 
ERK/p53 [105] or NF- [102], but the exact mechanism by which low glucose conditions induce 
autophagy via JNK has not been described. However, it is known that during nutrient deprivation JNK 
regulates autophagy by phosphorylating BCL-2 at residues T69, S70 and S87 and, once 
phosphorylated, BCL-2 dissociate from BECLIN1 allowing autophagy to take place [95]. Therefore, it 
is quite probable that the same occurs under glucose deprivation. 

3.2.3. ERK 

ERK1/2 is also considered an activator of autophagy, because its inhibition lessens the induction of 
autophagy produced by different stimuli [106,107]. In this sense, it has been described that under 
amino acid deprivation ERK1/2 induces autophagy either through a trimeric G protein [108,109] or 
through the non-canonical module MEK/ERK downstream of AMPK and upstream of TSC and  
mTOR [106]. However, Corcelle et al. [110] have also shown that a sustained activation of ERK by 
the carcinogen Lindane has the opposite effect since it inhibits the maturation of autophagosomes. 

Since it is known that glucose induces both ROS and AMPK, which activate ERK1/2 [106,111], it 
seems possible that ERK1/2 is one of the molecules involved in activation of autophagy by glucose. In 
fact, ERK1/2 is phosphorylated under high glucose concentrations [112,113]. A more direct 
relationship among glucose availability, ERK activation and autophagy was provided by Yan et al. [105] 
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that showed that in diabetic GK rats, hyperglycemia-associated oxidative stress may induce autophagy 
through upregulation of the ROS-ERK/JNK-p53 pathway. 

3.3. Role of Other Pathways 

In addition to the signalling pathways related with energy changes and ROS induction that appear to 
be implicated in the regulation of autophagy in response to glucose levels, there are others implicated 
in this regulation. Here we will describe the role of NF- , SIRT1 and FOXO (see Figure 4). 

Figure 4. Other pathways involved in autophagy regulation by glucose.  

 
Autophagy is also activated by the IKK/NF- B pathway. Hyperglycemia produces an activation of 
the IKK kinases that phosphorylate I B  leading to its degradation by the proteasomes. This 
allows the dimer of NF- B to translocate to the nucleus where it induces the expression of the 
BECLIN1 gene to activate autophagy. Glucose starvation also activates IKK, which can induce 
autophagy independently of NF- B by three different ways. First, IKK can directly phosphorylate 
AMPK or JNK. Second, IKK inhibits PI3K, avoiding its negative effect on autophagy. And third, 
IKK favours the dissociation of the proteins TAB2 and TAB3 form the complex formed with 
BECLIN1. In one hand, this permits BECLIN1 to induce autophagy. On the other hand, TAB2 and 
TAB3 work together with TAK1 to activate IKK. Glucose deprivation can also induce autophagy 
through FOXO1 and FOXO3, which induce the expression of GABARAPL1 and of RAB7 and 
ATG12 genes, respectively. 
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3.3.1. NF-  

Several studies have established an effect of a high glucose concentration in the activation of  
IKK [114], which can be also produced by deprivation of amino acids and serum [115]. 
Hyperglycemia activates IKK, , and subsequent 
activation of NF- [116]. It has been also shown that a high 
glucose concentration produces an activation of NF- d translocation to the 
nucleus of the NF- [117]. 

Independently of the above-mentioned reports, it has been shown a positive correlation in the 
activities of NF- , Copetti et al. [118] described that activation of T cells with 
PMA/ionomycin leads to p65-induced expression of BECLIN1. Comb et al. [119] recently showed 
that under starvation conditions, expression of BECLIN1, LC3 and ATG5 relay only on IKK complex 
but not on NF-
phosphorylation of JNK1 and AMPK [120]. Finally, starvation produces the dissociation of the 
complex formed by TAK1-binding proteins 2 and 3 (TAB2 and TAB3) and BECLIN1. In one hand, 
this allows BECLIN1 to induce autophagy, and on the other hand TAB2/TAB3 activates TAK1 that in 
turn activates IKK [121]. IKK can also phosphorylate the p85 regulator subunit of PI3K at Ser690, 
inhibiting the PI3K/AKT pathway and thus suppressing its inhibitory role on autophagy [115]. 

Although the direct relationship among glucose availability, induction of NF-
effect on autophagy has not been described yet, these data suggest a possible role of NF-
glucose-induced autophagy. Therefore, more studies are needed to verify this possibility. 

3.3.2. SIRT1 and FOXO 

SIRT1 is a NAD+-dependent deacetylase that has been reported to deacetylate, upon nutrient 
deprivation (HBBS medium), ATG5, ATG7 and ATG8 proteins to induce autophagy [122]. Under 
serum and glucose deprivation the expression of SIRT1 is induced, that in turn deacetylates FOXO1 
and FOXO3 [39,123]. As a consequence, FOXO proteins translocate to the nucleus where they induce 
the expression of RAB7 (a GTPase protein implicated in the fusion of autophagosomes with 
endosomes and lysosomes) [39], GABARAPL1, LC3 and ATG12 (which participates in the elongation 
of the autophagic vesicles) genes [123]. Therefore, glucose deprivation can induce autophagy via 
SIRT1/FOXO1/3. 

4. Pathological Implications of Autophagy Regulation by Glucose 

In addition to its obvious importance for a better understanding of the physiological roles of 
autophagy, the issue of the regulation of autophagy by the available glucose levels has also important 
pathological implications. We will present here only two examples in relationship with two important 
pathologies: cancer and diabetes. 

The induction of autophagy under conditions of glucose deprivation is very important for the 
maintenance of cell homeostasis. When the availability of glucose is a limiting factor and thus 
depletion of energy occurs, as is the case in most cancers, an increased autophagy allows to obtain 
energy from the superfluous cell constituents. Cancer cells survive and even grow in poor nutrient 
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microenvironments thanks to an induction of autophagy via AMPK, p53 or JNK [124]. In the case of 
K-RAS transformed cells, JNK induces autophagy and when these cells are incubated under low 
glucose conditions their growth is not affected [104]. In addition, human hepatoma tissues with low 
glucose uptake and high K-RAS expression show increased LC3-II levels [104]. Thus, induction of 
autophagy in environments with low glucose availability seems to be essential to maintain the survival 
of tumour cells. 

We have also discussed above that glucose deprivation, as well as hyperglycemia, induces 
autophagy by signalling pathways mediated by ROS production. This is of great importance in the 
pathology of diabetes, where the production of ROS by hyperglycemia has been shown to be an 
important factor influencing its clinical complications [125]. The hyperglycemic environment in which 
the cells survive leads to ROS accumulation, mitochondrial dysfunction and ER stress that causes an 
incorrect folding of the proteins, which as a consequence tend to form aggregates [126]. Therefore, in 
pancreatic -cells an increase in autophagy takes place in order to degrade these aggregates that cannot 
be degraded by proteasomes. In this sense, autophagy plays a protective role [127], favouring the 
structure maintenance, mass and function of -cells [128]. For example, it has been reported that 
incubation for 72 h of pancreatic cells in the presence of 30 mM glucose induces autophagy as a 
survival mechanism and that inhibition of this autophagy with siRNAs targeting ATG7 produces an 
increased activity of CASPASE 3 that compromises the survival of -cells [58]. Along the same line, a 
deficiency in autophagy during hyperglycemia will produce an increase in oxidative stress, causing the 
formation of atherosclerotic plaques [129]. Although autophagy in hyperglycemia is mainly protective, 
it has been also shown that an excess can also have negative consequences by diminishing 
mitochondrial mass, as it occurs in non-obese diabetic G-K rats where autophagy inhibition can lead to 
a reduction in oxidative stress, allowing the recovery of the mitochondrial function [105]. The ER 
stress caused under hyperglycemic conditons, and also under high fat diet or obesity, causes a 
sustained activation of JNK1, which has been implicated in the development of obesity and insulin 
resistance [130,131]. In fact, treatment of mice with JNK inhibitors reduces hyperglycemia and 
improves insulin sensitivity [132,133]. A direct relationship among diabetes, JNK1 activation and 
autophagy has been shown in G-K rats [105]. 

Diabetic patients are at significantly higher risk of ischemia/reperfusion injury [134]. During 
ischemia, there is a constraint of blood supply, causing a deficiency in the oxygen and glucose 
provided to the cells for its cellular metabolism. After ischemia, reperfusion must occur to allow the 
survival of the tissue. In cardiomyocytes, glucose deprivation during ischemia produces an increase in 
autophagy dependent on AMPK, RHEB/mTORC1 and SIRT1/FOXO3 [48,135]. Presence of oxygen 
during this step is of main importance for autophagy to take place, as its absence impairs  
autophagy [136]. This increased autophagy confers a protective role, leading to survival of the cells under 
these conditions [48, 135]. The same has been also shown in vivo during ischemia/reperfusion [137,138]. 
Treatment with an mTOR inhibitor to induce autophagy after myocardial infarction decreases the 
infarct size [137]. In the same line, during reperfusion, autolysosome maturation is inhibited [136]. 
This impairment of late steps in autophagy, associated with increased ROS, causes cardiomyocyte 
death [138]. However, it has been also shown that an excessive autophagy later during reperfusion can 
cause extensive cell death [48]. 
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5. Concluding Remarks 

Although some of the signalling pathways that orchestrate in yeast the regulation of autophagy by 
glucose have been conserved in mammalian cells, a more complex signalling network appears to be 
involved in these cells. Here, AMPK, which is activated by a deficit in energy, is the most important 
kinase of these signalling pathways. This kinase exerts its effect mainly, but not exclusively, through 
the mTOR kinase, the main nutrient sensor in the cells. However, there are other proteins that are also 
implicated in the regulation of autophagy downstream of AMPK in the response to glucose 
deprivation, e.g., p53 and p27KIP1, also activated by ATP depletion. In addition, ROS also influence 
autophagy in response to glucose deprivation or hyperglycemia, by signalling pathways that implicate 
other kinases such as p38MAPK, JNK or ERK1/2. Finally, glucose-induced autophagy can be also 
regulated by IKK/NF- , independently of ROS or the ATP levels and AMPK function. 

The importance of the regulation of autophagy by glucose is highlighted by human diseases in 
which glucose levels are affected. For example, autophagy serves to preserve cell integrity in cancer 
cells growing in glucose- -cells under diabetes. Therefore, 
understanding the mechanisms of autophagy regulation by glucose is of major interest in order to 
better understand these and other pathologies. 

Acknowledgments 

We thank Ghita Ghislat for critical reading of the manuscript. Work in the authors' lab is supported 
by the Spanish Ministry of Science and Innovation (BFU2008 00186), the Fundación Marató TV3  
(Ref. 100130) and the Centro de Investigación Biomédica en Red de Enfermedades Raras (CIBERER). 

Conflict of interest 

The authors declared no conflict of interest. 

References 

1. Knecht, E.; Aguado, C.; Carcel, J.; Esteban, I.; Esteve, J.M.; Ghislat, G.; Moruno, J.F.;  
Vidal, J.M.; Saez, R. Intracellular protein degradation in mammalian cells: Recent developments. 
Cell Mol. Life Sci. 2009, 66, 2427 2443. 

2. Ravikumar, B.; Sarkar, S.; Davies, J.E.; Futter, M.; Garcia-Arencibia, M.; Green-Thompson, Z.W.; 
Jimenez-Sanchez, M.; Korolchuk, V.I.; Lichtenberg, M.; Luo, S.; et al. Regulation of 
mammalian autophagy in physiology and pathophysiology. Physiol. Rev. 2010, 90, 1383 1435. 

3. Jung, C.H.; Ro, S.H.; Cao, J.; Otto, N.M.; Kim, D.H. mTOR regulation of autophagy. FEBS Lett. 
2010, 584, 1287 1295. 

4. Esteban, I.; Aguado, C.; Sanchez, M.; Knecht, E. Regulation of various proteolytic pathways by 
insulin and amino acids in human fibroblasts. FEBS Lett. 2007, 581, 3415 3421. 

5. Simpson, M.V. The release of labeled amino acids from the proteins of rat liver slices.  
J. Biol. Chem. 1953, 201, 143 154. 



Cells 2012, 1              
 

 

387

6. Plomp, P.J.; Wolvetang, E.J.; Groen, A.K.; Meijer, A.J.; Gordon, P.B.; Seglen, P.O. Energy 
dependence of autophagic protein degradation in isolated rat hepatocytes. Eur. J. Biochem. 1987, 
164, 197 203. 

7. Mizushima, N. Autophagy: Process and function. Genes Dev. 2007, 21, 2861 2873. 
8. Inoue, Y.; Klionsky, D.J. Regulation of macroautophagy in Saccharomyces cerevisiae.  

Semin. Cell Dev. Biol. 2010, 21, 664 670. 
9. Baba, M.; Takeshige, K.; Baba, N.; Ohsumi, Y. Ultrastructural analysis of the autophagic process in 

yeast: detection of autophagosomes and their characterization. J. Cell Biol. 1994, 124, 903 913. 
10. Farre, J.C.; Krick, R.; Subramani, S.; Thumm, M. Turnover of organelles by autophagy in yeast. 

Curr. Opin. Cell Biol. 2009, 21, 522 530. 
11. Nakatogawa, H.; Suzuki, K.; Kamada, Y.; Ohsumi, Y. Dynamics and diversity in autophagy 

mechanisms: lessons from yeast. Nat. Rev. Mol. Cell Biol. 2009, 10, 458 467. 
12. Mizushima, N.; Yoshimori, T.; Ohsumi, Y. The role of Atg proteins in autophagosome 

formation. Annu. Rev. Cell Dev. Biol. 2011, 27, 107 132. 
13. Brown, C.R.; Chiang, H.L. A selective autophagy pathway that degrades gluconeogenic enzymes 

during catabolite inactivation. Commun. Integr. Biol. 2009, 2, 177 183. 
14. Chiang, H.L.; Schekman, R.; Hamamoto, S. Selective uptake of cytosolic, peroxisomal, and 

plasma membrane proteins into the yeast lysosome for degradation. J. Biol. Chem. 1996, 271, 
9934 9941. 

15. Tuttle, D.L.; Dunn, W.A., Jr. Divergent modes of autophagy in the methylotrophic yeast Pichia 
pastoris. J. Cell Sci. 1995, 108, 25 35. 

16. van Zutphen, T.; van der Klei, I.J.; Kiel, J.A. Pexophagy in Hansenula polymorpha.  
Methods Enzymol. 2008, 451, 197 215. 

17. Fry, M.R.; Thomson, J.M.; Tomasini, A.J.; Dunn, W.A., Jr. Early and late molecular events of 
glucose-induced pexophagy in Pichia pastoris require Vac8. Autophagy 2006, 2, 280 288. 

18. Bellu, A.R.; Salomons, F.A.; Kiel, J.A.; Veenhuis, M.; Van Der Klei, I.J. Removal of Pex3p is an 
important initial stage in selective peroxisome degradation in Hansenula polymorpha.  
J. Biol. Chem. 2002, 277, 42875 42880. 

19. Farre, J.C.; Manjithaya, R.; Mathewson, R.D.; Subramani, S. PpAtg30 tags peroxisomes for 
turnover by selective autophagy. Dev. Cell 2008, 14, 365 376. 

20. Jiang, Y.; Davis, C.; Broach, J.R. Efficient transition to growth on fermentable carbon sources in 
Saccharomyces cerevisiae requires signaling through the Ras pathway. EMBO J. 1998, 17,  
6942 6951. 

21. Nazarko, V.Y.; Thevelein, J.M.; Sibirny, A.A. G-protein-coupled receptor Gpr1 and G-protein 
Gpa2 of cAMP-dependent signaling pathway are involved in glucose-induced pexophagy in the 
yeast Saccharomyces cerevisiae. Cell Biol. Int. 2008, 32, 502 504. 

22. Wang, Z.; Wilson, W.A.; Fujino, M.A.; Roach, P.J. Antagonistic controls of autophagy and 
glycogen accumulation by Snf1p, the yeast homolog of AMP-activated protein kinase, and the 
cyclin-dependent kinase Pho85p. Mol. Cell. Biol. 2001, 21, 5742 5752. 

23. Budovskaya, Y.V.; Stephan, J.S.; Deminoff, S.J.; Herman, P.K. An evolutionary proteomics 
approach identifies substrates of the cAMP-dependent protein kinase. Proc. Natl. Acad. Sci. USA 
2005, 102, 13933 13938. 



Cells 2012, 1              
 

 

388

24. Stephan, J.S.; Yeh, Y.Y.; Ramachandran, V.; Deminoff, S.J.; Herman, P.K. The Tor and PKA 
signaling pathways independently target the Atg1/Atg13 protein kinase complex to control 
autophagy. Proc. Natl. Acad. Sci. USA 2009, 106, 17049 17054. 

25. Gupta, D.R.; Paul, S.K.; Oowatari, Y.; Matsuo, Y.; Kawamukai, M. Complex formation, 
phosphorylation, and localization of protein kinase A of Schizosaccharomyces pombe upon 
glucose starvation. Biosci. Biotechnol. Biochem. 2011, 75, 1456 1465. 

26. Yorimitsu, T.; Zaman, S.; Broach, J.R.; Klionsky, D.J. Protein kinase A and Sch9 cooperatively 
regulate induction of autophagy in Saccharomyces cerevisiae. Mol. Biol. Cell. 2007, 18, 4180 4189. 

27. Stephan, J.S.; Yeh, Y.Y.; Ramachandran, V.; Deminoff, S.J.; Herman, P.K. The Tor and  
cAMP-dependent protein kinase signaling pathways coordinately control autophagy in 
Saccharomyces cerevisiae. Autophagy 2010, 6, 294 295. 

28. Kane, P.M. The where, when, and how of organelle acidification by the yeast vacuolar  
H+-ATPase. Microbiol. Mol. Biol. Rev. 2006, 70, 177 191. 

29. Kane, P.M. Disassembly and reassembly of the yeast vacuolar H(+)-ATPase in vivo. J. Biol. 
Chem. 1995, 270, 17025 17032. 

30. Kane, P.M.; Parra, K.J. Assembly and regulation of the yeast vacuolar H(+)-ATPase. J. Exp. 
Biol. 2000, 203, 81 87. 

31. Martinez-Munoz, G.A.; Kane, P. Vacuolar and plasma membrane proton pumps collaborate to 
achieve cytosolic pH homeostasis in yeast. J. Biol. Chem. 2008, 283, 20309 20319. 

32. Bond, S.; Forgac, M. The Ras/cAMP/protein kinase A pathway regulates glucose-dependent 
assembly of the vacuolar (H+)-ATPase in yeast. J. Biol. Chem. 2008, 283, 36513 36521. 

33. Sautin, Y.Y.; Lu, M.; Gaugler, A.; Zhang, L.; Gluck, S.L. Phosphatidylinositol 3-kinase-
mediated effects of glucose on vacuolar H+-ATPase assembly, translocation, and acidification of 
intracellular compartments in renal epithelial cells. Mol. Cell. Biol. 2005, 25, 575 589. 

34. Ravikumar, B.; Stewart, A.; Kita, H.; Kato, K.; Duden, R.; Rubinsztein, D.C. Raised intracellular 
glucose concentrations reduce aggregation and cell death caused by mutant huntingtin exon 1 by 
decreasing mTOR phosphorylation and inducing autophagy. Hum. Mol. Genet. 2003, 12, 985 994. 

35. Sarkar, S.; Davies, J.E.; Huang, Z.; Tunnacliffe, A.; Rubinsztein, D.C. Trehalose, a novel 
mTOR-independent autophagy enhancer, accelerates the clearance of mutant huntingtin and 
alpha-synuclein. J. Biol. Chem. 2007, 282, 5641 5652. 

36. Casarejos, M.J.; Solano, R.M.; Gomez, A.; Perucho, J.; de Yebenes, J.G.; Mena, M.A.  
The accumulation of neurotoxic proteins, induced by proteasome inhibition, is reverted by 
trehalose, an enhancer of autophagy, in human neuroblastoma cells. Neurochem. Int. 2011, 58, 
512 520. 

37. Maruyama, R.; Goto, K.; Takemura, G.; Ono, K.; Nagao, K.; Horie, T.; Tsujimoto, A.;  
Kanamori, H.; Miyata, S.; Ushikoshi, H.; et al. Morphological and biochemical characterization 
of basal and starvation-induced autophagy in isolated adult rat cardiomyocytes. Am. J. Physiol. 
Heart Circ. Physiol. 2008, 295, H1599 1607. 

38. Williams, T.; Forsberg, L.J.; Viollet, B.; Brenman, J.E. Basal autophagy induction without  
AMP-activated protein kinase under low glucose conditions. Autophagy 2009, 5, 1155 1165. 



Cells 2012, 1              
 

 

389

39. Hariharan, N.; Maejima, Y.; Nakae, J.; Paik, J.; Depinho, R.A.; Sadoshima, J. Deacetylation of 
FoxO by Sirt1 Plays an Essential Role in Mediating Starvation-Induced Autophagy in Cardiac 
Myocytes. Circ. Res. 2010, 107, 1470 1482. 

40. Kobayashi, S.; Xu, X.; Chen, K.; Liang, Q. Suppression of autophagy is protective in high 
glucose-induced cardiomyocyte injury. Autophagy 2012, 8, 577 592. 

41. Singh, R.; Cuervo, A.M. Autophagy in the cellular energetic balance. Cell Metab. 2011, 13, 495 504. 
42. Kim, J.; Kundu, M.; Viollet, B.; Guan, K.L. AMPK and mTOR regulate autophagy through 

direct phosphorylation of Ulk1. Nat. Cell Biol. 2011, 13, 132 141. 
43. Xi, H.; Kurtoglu, M.; Liu, H.; Wangpaichitr, M.; You, M.; Liu, X.; Savaraj, N.; Lampidis, T.J.  

2-Deoxy-D-glucose activates autophagy via endoplasmic reticulum stress rather than ATP 
depletion. Cancer Chemother. Pharmacol. 2011, 67, 899 910. 

44. Marambio, P.; Toro, B.; Sanhueza, C.; Troncoso, R.; Parra, V.; Verdejo, H.; Garcia, L.;  
Quiroga, C.; Munafo, D.; Diaz-Elizondo, J.; et al. Glucose deprivation causes oxidative stress 
and stimulates aggresome formation and autophagy in cultured cardiac myocytes. Biochim. 
Biophys. Acta 2010, 1802, 509 518. 

45. Younce, C.W.; Kolattukudy, P.E. MCP-1 causes cardiomyoblast death via autophagy resulting 
from ER stress caused by oxidative stress generated by inducing a novel zinc-finger protein, 
MCPIP. Biochem. J. 2010, 426, 43 53. 

46. Wang, Q.; Liang, B.; Shirwany, N.A.; Zou, M.H. 2-Deoxy-D-glucose treatment of endothelial 
cells induces autophagy by reactive oxygen species-mediated activation of the AMP-activated 
protein kinase. PLoS One 2011, 6, e17234. 

47. Hardie, D.G. AMP-activated protein kinase: An energy sensor that regulates all aspects of cell 
function. Genes Dev. 2011, 25, 1895 1908. 

48. Matsui, Y.; Takagi, H.; Qu, X.; Abdellatif, M.; Sakoda, H.; Asano, T.; Levine, B.; Sadoshima, J. 
Distinct roles of autophagy in the heart during ischemia and reperfusion: Roles of AMP-activated 
protein kinase and Beclin 1 in mediating autophagy. Circ. Res. 2007, 100, 914 922. 

49. Duan, X.; Ponomareva, L.; Veeranki, S.; Choubey, D. IFI16 induction by glucose restriction in 
human fibroblasts contributes to autophagy through activation of the ATM/AMPK/p53 pathway. 
PLoS One 2011, 6, e19532. 

50. Liang, J.; Shao, S.H.; Xu, Z.X.; Hennessy, B.; Ding, Z.; Larrea, M.; Kondo, S.; Dumont, D.J.; 
Gutterman, J.U.; Walker, C.L.; et al. The energy sensing LKB1-AMPK pathway regulates 
p27(kip1) phosphorylation mediating the decision to enter autophagy or apoptosis. Nat. Cell Biol. 
2007, 9, 218 224. 

51. Hardie, D.G.; Ross, F.A.; Hawley, S.A. AMPK: A nutrient and energy sensor that maintains 
energy homeostasis. Nat. Rev. Mol. Cell Biol. 2012, 13, 251 262. 

52. Scott, J.W.; Hawley, S.A.; Green, K.A.; Anis, M.; Stewart, G.; Scullion, G.A.; Norman, D.G.; 
Hardie, D.G. CBS domains form energy-sensing modules whose binding of adenosine ligands is 
disrupted by disease mutations. J. Clin. Invest. 2004, 113, 274 284. 

53. Kahn, B.B.; Alquier, T.; Carling, D.; Hardie, D.G. AMP-activated protein kinase: Ancient energy 
gauge provides clues to modern understanding of metabolism. Cell Metab. 2005, 1, 15 25. 



Cells 2012, 1              
 

 

390

54. Hawley, S.A.; Boudeau, J.; Reid, J.L.; Mustard, K.J.; Udd, L.; Makela, T.P.; Alessi, D.R.;  
Hardie, D.G., Complexes between the LKB1 tumor suppressor, STRAD alpha/beta and MO25 
alpha/beta are upstream kinases in the AMP-activated protein kinase cascade. J. Biol. 2003, 2, 28. 

55. Meijer, A.J.; Codogno, P. AMP-activated protein kinase and autophagy. Autophagy 2007, 3, 
238 240. 

56. Viana, R.; Aguado, C.; Esteban, I.; Moreno, D.; Viollet, B.; Knecht, E.; Sanz, P. Role of  
AMP-activated protein kinase in autophagy and proteasome function. Biochem. Biophys. Res. 
Commun. 2008, 369, 964 968. 

57. Vucicevic, L.; Misirkic, M.; Janjetovic, K.; Vilimanovich, U.; Sudar, E.; Isenovic, E.; Prica, M.; 
Harhaji-Trajkovic, L.; Kravic-Stevovic, T.; Bumbasirevic, V.; et al. Compound C induces 
protective autophagy in cancer cells through AMPK inhibition-independent blockade of 
Akt/mTOR pathway. Autophagy 2011, 7, 40 50. 

58. Han, D.; Yang, B.; Olson, L.K.; Greenstein, A.; Baek, S.H.; Claycombe, K.J.; Goudreau, J.L.;  
Yu, S.W.; Kim, E.K. Activation of autophagy through modulation of 5'-AMP-activated protein 
kinase protects pancreatic beta-cells from high glucose. Biochem. J. 2010, 425, 541 551. 

59. Meley, D.; Bauvy, C.; Houben-Weerts, J.H.; Dubbelhuis, P.F.; Helmond, M.T.; Codogno, P.; 
Meijer, A.J. AMP-activated protein kinase and the regulation of autophagic proteolysis.  
J. Biol. Chem. 2006, 281, 34870 34879. 

60. Shaw, R.J.; Bardeesy, N.; Manning, B.D.; Lopez, L.; Kosmatka, M.; DePinho, R.A.;  
Cantley, L.C. The LKB1 tumor suppressor negatively regulates mTOR signaling. Cancer Cell 
2004, 6, 91 99. 

61. Choo, A.Y.; Kim, S.G.; Vander Heiden, M.G.; Mahoney, S.J.; Vu, H.; Yoon, S.O.;  
Cantley, L.C.; Blenis, J. Glucose addiction of TSC null cells is caused by failed mTORC1-
dependent balancing of metabolic demand with supply. Mol. Cell 2010, 38, 487 499. 

62. Egan, D.F.; Shackelford, D.B.; Mihaylova, M.M.; Gelino, S.; Kohnz, R.A.; Mair, W.;  
Vasquez, D.S.; Joshi, A.; Gwinn, D.M.; Taylor, R.; et al. Phosphorylation of ULK1 (hATG1) by 
AMP-activated protein kinase connects energy sensing to mitophagy. Science 2011, 331, 456 461. 

63. Gao, D.; Inuzuka, H.; Tan, M.K.; Fukushima, H.; Locasale, J.W.; Liu, P.; Wan, L.; Zhai, B.; 
Chin, Y.R.; Shaik, S.; et al. mTOR drives its own activation via SCF(betaTrCP)-dependent 
degradation of the mTOR inhibitor DEPTOR. Mol. Cell 2011, 44, 290 303. 

64. Zhao, Y.; Xiong, X.; Sun, Y. DEPTOR, an mTOR inhibitor, is a physiological substrate of 
SCF(betaTrCP) E3 ubiquitin ligase and regulates survival and autophagy. Mol. Cell 2011, 44, 
304 316. 

65. Yin, L.; Kharbanda, S.; Kufe, D. MUC1 oncoprotein promotes autophagy in a survival response 
to glucose deprivation. Int. J. Oncol. 2009, 34, 1691 1699. 

66. Jones, R.G.; Plas, D.R.; Kubek, S.; Buzzai, M.; Mu, J.; Xu, Y.; Birnbaum, M.J.; Thompson, C.B. 
AMP-activated protein kinase induces a p53-dependent metabolic checkpoint. Mol. Cell 2005, 
18, 283 293. 

67. Feng, Z.; Zhang, H.; Levine, A.J.; Jin, S. The coordinate regulation of the p53 and mTOR 
pathways in cells. Proc. Natl. Acad. Sci. USA 2005, 102, 8204 8209. 

  



Cells 2012, 1              
 

 

391

68. Feng, Z.; Hu, W.; de Stanchina, E.; Teresky, A.K.; Jin, S.; Lowe, S.; Levine, A.J. The regulation 
of AMPK beta1, TSC2, and PTEN expression by p53: stress, cell and tissue specificity, and the 
role of these gene products in modulating the IGF-1-AKT-mTOR pathways. Cancer Res. 2007, 
67, 3043 3053. 

69. Shieh, S.Y.; Ikeda, M.; Taya, Y.; Prives, C. DNA damage-induced phosphorylation of p53 
alleviates inhibition by MDM2. Cell 1997, 91, 325 334. 

70. Lee, S.M.; Kim, J.H.; Cho, E.J.; Youn, H.D. A nucleocytoplasmic malate dehydrogenase 
regulates p53 transcriptional activity in response to metabolic stress. Cell Death Differ. 2009, 16, 
738 748. 

71. Budanov, A.V.; Karin, M. p53 target genes sestrin1 and sestrin2 connect genotoxic stress and 
mTOR signaling. Cell 2008, 134, 451 460. 

72. Zalckvar, E.; Berissi, H.; Mizrachy, L.; Idelchuk, Y.; Koren, I.; Eisenstein, M.; Sabanay, H.; 
Pinkas-Kramarski, R.; Kimchi, A. DAP-kinase-mediated phosphorylation on the BH3 domain of 
beclin 1 promotes dissociation of beclin 1 from Bcl-XL and induction of autophagy. EMBO Rep. 
2009, 10, 285 292. 

73. Maiuri, M.C.; Galluzzi, L.; Morselli, E.; Kepp, O.; Malik, S.A.; Kroemer, G. Autophagy 
regulation by p53. Curr. Opin. Cell Biol. 2010, 22, 181 185. 

74. Morselli, E.; Galluzzi, L.; Kepp, O.; Marino, G.; Michaud, M.; Vitale, I.; Maiuri, M.C.;  
Kroemer, G. Oncosuppressive functions of autophagy. Antioxid. Redox Signal. 2011, 14, 2251 2269. 

75. Fabbro, M.; Henderson, B.R. Regulation of tumor suppressors by nuclear-cytoplasmic shuttling. 
Exp. Cell Res. 2003, 282, 59 69. 

76. Tasdemir, E.; Maiuri, M.C.; Galluzzi, L.; Vitale, I.; Djavaheri-Mergny, M.; D'Amelio, M.; 
Criollo, A.; Morselli, E.; Zhu, C.; Harper, F.; et al. Regulation of autophagy by cytoplasmic p53. 
Nat. Cell Biol. 2008, 10, 676 687. 

77. Short, J.D.; Houston, K.D.; Dere, R.; Cai, S.L.; Kim, J.; Johnson, C.L.; Broaddus, R.R.; Shen, J.; 
Miyamoto, S.; Tamanoi, F.; et al. AMP-activated protein kinase signaling results in cytoplasmic 
sequestration of p27. Cancer Res. 2008, 68, 6496 6506. 

78. Eto, I. Upstream molecular signaling pathways of p27(Kip1) expression in human breast cancer 
cells in vitro: Differential effects of 4-hydroxytamoxifen and deficiency of either D-(+)-glucose 
or L-leucine. Cancer Cell Int. 2011, 11, 31. 

79. Nagano, Y.; Fukushima, T.; Okemoto, K.; Tanaka, K.; Bowtell, D.D.; Ronai, Z.; Reed, J.C.; 
Matsuzawa, S. Siah1/SIP regulates p27(kip1) stability and cell migration under metabolic stress. 
Cell Cycle 2011, 10, 2592 2602. 

80. Besson, A.; Dowdy, S.F.; Roberts, J.M. CDK inhibitors: Cell cycle regulators and beyond.  
Dev. Cell 2008, 14, 159 169. 

81. Besson, A.; Gurian-West, M.; Schmidt, A.; Hall, A.; Roberts, J.M. p27Kip1 modulates cell 
migration through the regulation of RhoA activation. Genes Dev. 2004, 18, 862 876. 

82. Hoshino, D.; Tomari, T.; Nagano, M.; Koshikawa, N.; Seiki, M. A novel protein associated with 
membrane-type 1 matrix metalloproteinase binds p27(kip1) and regulates RhoA activation, actin 
remodeling, and matrigel invasion. J. Biol. Chem. 2009, 284, 27315 27326. 



Cells 2012, 1              
 

 

392

83. Yoo, B.H.; Wu, X.; Li, Y.; Haniff, M.; Sasazuki, T.; Shirasawa, S.; Eskelinen, E.L.; Rosen, K.V. 
Oncogenic ras-induced down-regulation of autophagy mediator Beclin-1 is required for 
malignant transformation of intestinal epithelial cells. J. Biol. Chem. 2010, 285, 5438 5449. 

84. Liu, Y.; Song, X.D.; Liu, W.; Zhang, T.Y.; Zuo, J. Glucose deprivation induces mitochondrial 
dysfunction and oxidative stress in PC12 cell line. J. Cell Mol. Med. 2003, 7, 49 56. 

85. Takeda, K.; Lin, J.; Okubo, S.; Akazawa-Kudoh, S.; Kajinami, K.; Kanemitsu, S.; Tsugawa, H.; 
Kanda, T.; Matsui, S.; Takekoshi, N. Transient glucose deprivation causes upregulation of heme 
oxygenase-1 and cyclooxygenase-2 expression in cardiac fibroblasts. J. Mol. Cell Cardiol. 2004, 
36, 821 830. 

86. Yu, T.; Robotham, J.L.; Yoon, Y. Increased production of reactive oxygen species in 
hyperglycemic conditions requires dynamic change of mitochondrial morphology. Proc. Natl. 
Acad. Sci. USA 2006, 103, 2653 2658. 

87. Sedeek, M.; Callera, G.; Montezano, A.; Gutsol, A.; Heitz, F.; Szyndralewiez, C.; Page, P.; 
Kennedy, C.R.; Burns, K.D.; Touyz, R.M.; et al. Critical role of Nox4-based NADPH oxidase in 
glucose-induced oxidative stress in the kidney: Implications in type 2 diabetic nephropathy.  
Am. J. Physiol. Renal. Physiol. 2010, 299, F1348 F1358. 

88. Chen, Y.; Azad, M.B.; Gibson, S.B. Superoxide is the major reactive oxygen species regulating 
autophagy. Cell Death Differ. 2009, 16, 1040 1052. 

89. Scherz-Shouval, R.; Shvets, E.; Fass, E.; Shorer, H.; Gil, L.; Elazar, Z. Reactive oxygen species 
are essential for autophagy and specifically regulate the activity of Atg4. EMBO J. 2007, 26, 
1749 1760. 

90. Cao, M.; Jiang, J.; Du, Y.; Yan, P. Mitochondria-targeted antioxidant attenuates high  
glucose-induced P38 MAPK pathway activation in human neuroblastoma cells. Mol. Med. Rep. 
2012, 5, 929 934. 

91. Liu, B.; Cheng, Y.; Zhang, B.; Bian, H.J.; Bao, J.K. Polygonatum cyrtonema lectin induces 
apoptosis and autophagy in human melanoma A375 cells through a mitochondria-mediated  
ROS-p38-p53 pathway. Cancer Lett. 2009, 275, 54 60. 

92. Kim, D.S.; Kim, J.H.; Lee, G.H.; Kim, H.T.; Lim, J.M.; Chae, S.W.; Chae, H.J.; Kim, H.R. p38 
Mitogen-activated protein kinase is involved in endoplasmic reticulum stress-induced cell death 
and autophagy in human gingival fibroblasts. Biol. Pharm. Bull. 2010, 33, 545 549. 

93. Webber, J.L.; Tooze, S.A. Coordinated regulation of autophagy by p38alpha MAPK through 
mAtg9 and p38IP. EMBO J. 2010, 29, 27 40. 

94. De Chiara, G.; Marcocci, M.E.; Torcia, M.; Lucibello, M.; Rosini, P.; Bonini, P.; Higashimoto, 
Y.; Damonte, G.; Armirotti, A.; Amodei, S.; et al. Bcl-2 Phosphorylation by p38 MAPK: 
Identification of target sites and biologic consequences. J. Biol. Chem. 2006, 281, 21353 21361. 

95. Wei, Y.; Pattingre, S.; Sinha, S.; Bassik, M.; Levine, B. JNK1-mediated phosphorylation of  
Bcl-2 regulates starvation-induced autophagy. Mol. Cell 2008, 30, 678 688. 

96. Cuadrado, A.; Nebreda, A.R. Mechanisms and functions of p38 MAPK signalling. Biochem. J. 
2010, 429, 403 417. 

97. Comes, F.; Matrone, A.; Lastella, P.; Nico, B.; Susca, F.C.; Bagnulo, R.; Ingravallo, G.;  
Modica, S.; Lo Sasso, G.; Moschetta, A.; et al. A novel cell type-specific role of p38alpha in the 
control of autophagy and cell death in colorectal cancer cells. Cell Death Differ. 2007, 14, 693 702. 



Cells 2012, 1              
 

 

393

98. Thyagarajan, A.; Jedinak, A.; Nguyen, H.; Terry, C.; Baldridge, L.A.; Jiang, J.; Sliva, D. 
Triterpenes from Ganoderma Lucidum induce autophagy in colon cancer through the inhibition 
of p38 mitogen-activated kinase (p38 MAPK). Nutr. Cancer 2010, 62, 630 640. 

99. Haussinger, D.; Schliess, F.; Dombrowski, F.; Vom Dahl, S. Involvement of p38MAPK in the 
regulation of proteolysis by liver cell hydration. Gastroenterology 1999, 116, 921 935. 

100. Menon, M.B.; Kotlyarov, A.; Gaestel, M. SB202190-Induced Cell Type-Specific Vacuole 
Formation and Defective Autophagy Do Not Depend on p38 MAP Kinase Inhibition. PLoS One 
2011, 6, e23054. 

101. hang, H.; Chen, G.G.; Zhang, Z.; Chun, S.; Leung, B.C.; Lai, P.B. Induction of autophagy in 
hepatocellular carcinoma cells by SB203580 requires activation of AMPK and DAPK but not 
p38 MAPK. Apoptosis 2012, 17, 325 334. 

102. Tsai, K.H.; Wang, W.J.; Lin, C.W.; Pai, P.; Lai, T.Y.; Tsai, C.Y.; Kuo, W.W. NADPH  
oxidase-derived superoxide anion-induced apoptosis is mediated via the JNK-dependent 
activation of NF-kappaB in cardiomyocytes exposed to high glucose. J. Cell. Physiol. 2012, 227, 
1347 1357. 

103. Song, J.J.; Lee, Y.J. Cross-talk between JIP3 and JIP1 during glucose deprivation: SEK1-JNK2 
and Akt1 act as mediators. J. Biol. Chem. 2005, 280, 26845 26855. 

104. Kim, J.H.; Kim, H.Y.; Lee, Y.K.; Yoon, Y.S.; Xu, W.G.; Yoon, J.K.; Choi, S.E.; Ko, Y.G.;  
Kim, M.J.; Lee, S.J.; et al. Involvement of mitophagy in oncogenic K-Ras-induced 
transformation: Overcoming a cellular energy deficit from glucose deficiency. Autophagy 2011, 
7, 1187 1198. 

105. Yan, J.; Feng, Z.; Liu, J.; Shen, W.; Wang, Y.; Wertz, K.; Weber, P.; Long, J. Enhanced 
autophagy plays a cardinal role in mitochondrial dysfunction in type 2 diabetic Goto-Kakizaki 
(GK) rats: ameliorating effects of ( )-epigallocatechin-3-gallate. J. Nutr. Biochem. 2011, 23, 
716 724. 

106. Wang, J.; Whiteman, M.W.; Lian, H.; Wang, G.; Singh, A.; Huang, D.; Denmark, T.  
A non-canonical MEK/ERK signaling pathway regulates autophagy via regulating Beclin 1.  
J. Biol. Chem. 2009, 284, 21412 21424. 

107. Sivaprasad, U.; Basu, A. Inhibition of ERK attenuates autophagy and potentiates tumour necrosis 
factor-alpha-induced cell death in MCF-7 cells. J. Cell Mol. Med. 2008, 12, 1265 1271. 

108. Ogier-Denis, E.; Couvineau, A.; Maoret, J.J.; Houri, J.J.; Bauvy, C.; De Stefanis, D.; Isidoro, C.; 
Laburthe, M.; Codogno, P. A heterotrimeric Gi3-protein controls autophagic sequestration in the 
human colon cancer cell line HT-29. J. Biol. Chem. 1995, 270, 13 16. 

109. Ogier-Denis, E.; Pattingre, S.; El Benna, J.; Codogno, P. Erk1/2-dependent phosphorylation of 
Galpha-interacting protein stimulates its GTPase accelerating activity and autophagy in human 
colon cancer cells. J. Biol. Chem. 2000, 275, 39090 39095. 

110. Corcelle, E.; Nebout, M.; Bekri, S.; Gauthier, N.; Hofman, P.; Poujeol, P.; Fenichel, P.;  
Mograbi, B. Disruption of autophagy at the maturation step by the carcinogen lindane is 
associated with the sustained mitogen-activated protein kinase/extracellular signal-regulated 
kinase activity. Cancer Res. 2006, 66, 6861 6870. 



Cells 2012, 1              
 

 

394

111. Wong, C.H.; Iskandar, K.B.; Yadav, S.K.; Hirpara, J.L.; Loh, T.; Pervaiz, S. Simultaneous 
induction of non-canonical autophagy and apoptosis in cancer cells by ROS-dependent ERK and 
JNK activation. PLoS One 2010, 5, e9996. 

112. Yuan, Z.; Feng, W.; Hong, J.; Zheng, Q.; Shuai, J.; Ge, Y. p38MAPK and ERK promote nitric 
oxide production in cultured human retinal pigmented epithelial cells induced by high 
concentration glucose. Nitric Oxide 2009, 20, 9 15. 

113. Briaud, I.; Lingohr, M.K.; Dickson, L.M.; Wrede, C.E.; Rhodes, C.J. Differential activation 
mechanisms of Erk-1/2 and p70(S6K) by glucose in pancreatic beta-cells. Diabetes 2003, 52, 
974 983. 

114. Wu, X.; Mahadev, K.; Fuchsel, L.; Ouedraogo, R.; Xu, S.Q.; Goldstein, B.J. Adiponectin 
suppresses IkappaB kinase activation induced by tumor necrosis factor-alpha or high glucose in 
endothelial cells: role of cAMP and AMP kinase signaling. Am. J. Physiol. Endocrinol. Metab. 
2007, 293, E1836 E1844. 

115. Comb, W.C.; Hutti, J.E.; Cogswell, P.; Cantley, L.C.; Baldwin, A.S. p85alpha SH2 Domain 
Phosphorylation by IKK Promotes Feedback Inhibition of PI3K and Akt in Response to Cellular 
Starvation. Mol. Cell 2012, 45, 719 730. 

116. Ramana, K.V.; Friedrich, B.; Srivastava, S.; Bhatnagar, A.; Srivastava, S.K. Activation of 
nuclear factor-kappaB by hyperglycemia in vascular smooth muscle cells is regulated by aldose 
reductase. Diabetes 2004, 53, 2910 2920. 

117. Chen, Y.W.; Chenier, I.; Chang, S.Y.; Tran, S.; Ingelfinger, J.R.; Zhang, S.L. High glucose 
promotes nascent nephron apoptosis via NF-kappaB and p53 pathways. Am. J. Physiol. Renal. 
Physiol. 2011, 300, F147 156. 

118. Copetti, T.; Bertoli, C.; Dalla, E.; Demarchi, F.; Schneider, C. p65/RelA modulates BECN1 
transcription and autophagy. Mol. Cell. Biol. 2009, 29, 2594 2608. 

119. Comb, W.C.; Cogswell, P.; Sitcheran, R.; Baldwin, A.S. IKK-dependent, NF-kappaB-
independent control of autophagic gene expression. Oncogene 2011, 30, 1727 1732. 

120. Criollo, A.; Senovilla, L.; Authier, H.; Maiuri, M.C.; Morselli, E.; Vitale, I.; Kepp, O.;  
Tasdemir, E.; Galluzzi, L.; Shen, S.; et al. The IKK complex contributes to the induction of 
autophagy. EMBO J. 2010, 29, 619 631. 

121. Criollo, A.; Niso-Santano, M.; Malik, S.A.; Michaud, M.; Morselli, E.; Marino, G.; Lachkar, S.; 
Arkhipenko, A.V.; Harper, F.; Pierron, G.; et al. Inhibition of autophagy by TAB2 and TAB3. 
EMBO J. 2011, 30, 4908 4920. 

122. Lee, I.H.; Cao, L.; Mostoslavsky, R.; Lombard, D.B.; Liu, J.; Bruns, N.E.; Tsokos, M.; Alt, F.W.; 
Finkel, T. A role for the NAD-dependent deacetylase Sirt1 in the regulation of autophagy.  
Proc. Natl. Acad. Sci. USA 2008, 105, 3374 3379. 

123. Sengupta, A.; Molkentin, J.D.; Yutzey, K.E. FoxO transcription factors promote autophagy in 
cardiomyocytes. J. Biol. Chem. 2009, 284, 28319 28331. 

124. Esteve, J.M.; Knecht, E. Mechanisms of autophagy and apoptosis: Recent developments in breast 
cancer cells. World J. Biol. Chem. 2011, 2, 232 238. 

125. Brownlee, M. Biochemistry and molecular cell biology of diabetic complications. Nature 2001, 
414, 813 820. 



Cells 2012, 1              
 

 

395

126. Nakatani, Y.; Kaneto, H.; Kawamori, D.; Yoshiuchi, K.; Hatazaki, M.; Matsuoka, T.A.;  
Ozawa, K.; Ogawa, S.; Hori, M.; Yamasaki, Y.; et al. Involvement of endoplasmic reticulum 
stress in insulin resistance and diabetes. J. Biol. Chem. 2005, 280, 847 851. 

127. Kaniuk, N.A.; Kiraly, M.; Bates, H.; Vranic, M.; Volchuk, A.; Brumell, J.H. Ubiquitinated-
protein aggregates form in pancreatic beta-cells during diabetes-induced oxidative stress and are 
regulated by autophagy. Diabetes 2007, 56, 930 939. 

128. Jung, H.S.; Chung, K.W.; Won Kim, J.; Kim, J.; Komatsu, M.; Tanaka, K.; Nguyen, Y.H.;  
Kang, T.M.; Yoon, K.H.; Kim, J.W.; et al. Loss of autophagy diminishes pancreatic beta cell 
mass and function with resultant hyperglycemia. Cell Metab. 2008, 8, 318 324. 

129. Gonzalez, C.D.; Lee, M.S.; Marchetti, P.; Pietropaolo, M.; Towns, R.; Vaccaro, M.I.;  
Watada, H.; Wiley, J.W. The emerging role of autophagy in the pathophysiology of diabetes 
mellitus. Autophagy 2011, 7, 2 11. 

130. Hirosumi, J.; Tuncman, G.; Chang, L.; Gorgun, C.Z.; Uysal, K.T.; Maeda, K.; Karin, M.; 
Hotamisligil, G.S. A central role for JNK in obesity and insulin resistance. Nature 2002, 420, 
333 336. 

131. Sabio, G.; Davis, R.J. cJun NH2-terminal kinase 1 (JNK1): Roles in metabolic regulation of 
insulin resistance. Trends Biochem. Sci. 2010, 35, 490 496. 

132. Kaneto, H.; Nakatani, Y.; Miyatsuka, T.; Kawamori, D.; Matsuoka, T.A.; Matsuhisa, M.; 
Kajimoto, Y.; Ichijo, H.; Yamasaki, Y.; Hori, M. Possible novel therapy for diabetes with  
cell-permeable JNK-inhibitory peptide. Nat. Med. 2004, 10, 1128 1132. 

133. Stebbins, J.L.; De, S.K.; Machleidt, T.; Becattini, B.; Vazquez, J.; Kuntzen, C.; Chen, L.H.; 
Cellitti, J.F.; Riel-Mehan, M.; Emdadi, A.; et al. Identification of a new JNK inhibitor targeting 
the JNK-JIP interaction site. Proc. Natl. Acad. Sci. USA 2008, 105, 16809 16813. 

134. Luitse, M.J.; Biessels, G.J.; Rutten, G.E.; Kappelle, L.J. Diabetes, hyperglycaemia, and acute 
ischaemic stroke. Lancet Neurol. 2012, 11, 261 271. 

135. Sciarretta, S.; Zhai, P.; Shao, D.; Maejima, Y.; Robbins, J.; Volpe, M.; Condorelli, G.;  
Sadoshima, J. Rheb is a critical regulator of autophagy during myocardial ischemia: 
Pathophysiological implications in obesity and metabolic syndrome. Circulation 2012, 125,  
1134 1146. 

136. Hamacher-Brady, A.; Brady, N.R.; Gottlieb, R.A. Enhancing macroautophagy protects against 
ischemia/reperfusion injury in cardiac myocytes. J. Biol. Chem. 2006, 281, 29776 29787. 

137. Buss, S.J.; Muenz, S.; Riffel, J.H.; Malekar, P.; Hagenmueller, M.; Weiss, C.S.; Bea, F.; 
Bekeredjian, R.; Schinke-Braun, M.; Izumo, S.; et al. Beneficial effects of Mammalian target of 
rapamycin inhibition on left ventricular remodeling after myocardial infarction. J. Am. Coll. 
Cardiol. 2009, 54, 2435 2446. 

138. Ma, X.; Liu, H.; Foyil, S.R.; Godar, R.J.; Weinheimer, C.J.; Hill, J.A.; Diwan, A. Impaired 
Autophagosome Clearance Contributes to Cardiomyocyte Death in Ischemia-Reperfusion Injury. 
Circulation 2012, 125, 3170 3181. 

© 2012 by the authors; licensee MDPI, Basel, Switzerland. This article is an open access article 
distributed under the terms and conditions of the Creative Commons Attribution license 
(http://creativecommons.org/licenses/by/3.0/). 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


