
elifesciences.org

Wu et al. eLife 2014;3:e02444. DOI: 10.7554/eLife.02444 1 of 17

Complete morphologies of basal 
forebrain cholinergic neurons in the 
mouse
Hao Wu1, John Williams1, Jeremy Nathans1,2,3*

1Department of Molecular Biology and Genetics, Howard Hughes Medical Institute, 
Johns Hopkins University School of Medicine, Baltimore, United States; 2Department 
of Neuroscience, Johns Hopkins University School of Medicine, Baltimore, United 
States; 3Department of Opthalmology, Johns Hopkins University School of Medicine, 
Baltimore, United States

Abstract The basal forebrain cholinergic system modulates neuronal excitability and vascular 
tone throughout the cerebral cortex and hippocampus. This system is severely affected in 
Alzheimer's disease (AD), and drug treatment to enhance cholinergic signaling is widely used as 
symptomatic therapy in AD. Defining the full morphologies of individual basal forebrain cholinergic 
neurons has, until now, been technically beyond reach due to their large axon arbor sizes. Using 
genetically-directed sparse labeling, we have characterized the complete morphologies of basal 
forebrain cholinergic neurons in the mouse. Individual arbors were observed to span multiple 
cortical columns, and to have >1000 branch points and total axon lengths up to 50 cm. In an AD 
model, cholinergic axons were slowly lost and there was an accumulation of axon-derived material 
in discrete puncta. Calculations based on published morphometric data indicate that basal forebrain 
cholinergic neurons in humans have a mean axon length of ∼100 meters.
DOI: 10.7554/eLife.02444.001

Introduction
The mammalian cerebral cortex and hippocampus are densely innervated by cholinergic fibers that 
originate in the basal forebrain (Mesulam, 2004). Most, if not all, cortical and hippocampal neurons 
respond to cholinergic signals using muscarinic and/or nicotinic acetylcholine receptors localized to pre- 
and/or postsynaptic sites. Activation of postsynaptic nicotinic receptors leads to transient depolarizing 
currents with a high calcium:sodium ratio and activation of postsynaptic muscarinic receptors leads to 
a sustained reduction in potassium currents, both effects producing a general elevation in excitability 
(Lucas-Meunier et al., 2003). Additionally, cholinergic activation of muscarinic receptors in the 
microvasculature leads to the production of nitric oxide, producing vasodilation (Hamel, 2004).

A wide variety of experiments in primates, cats, and rodents have implicated cholinergic neuro-
transmission from the basal forebrain to the cortex and hippocampus in attention, memory, and plasticity. 
In cat primary visual cortex, cholinergic input enhances neuronal responses to a preferred visual stimulus 
(Sato et al., 1987), and in rat motor cortex, cholinergic input promotes more complex motor sequences 
in response to electrical stimulation (Berg et al., 2005). In rat barrel cortex and auditory cortex,  
cholinergic input is required for experience-dependent synaptic plasticity and circuit reorganization 
(Baskerville et al., 1997; Kilgard and Merzenich, 1998; Zhu and Waite, 1998). In contrast to the high 
spatial precision of glutamatergic and GABAergic neurotransmission, current evidence indicates that 
the basal forebrain cholinergic system modulates neuronal excitability and vascular tone over large 
target areas.

The basal forebrain cholinergic system is of special interest because it degenerates in a variety of 
common neurologic diseases, including Alzheimer's disease (AD) and Parkinson's disease, to an extent 
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that correlates with the severity of dementia (Schliebs and Arendt, 2011). In advanced AD, the  
relative loss of cholinergic innervation varies by region, with the temporal lobe showing the greatest 
loss of fibers and the primary sensory, motor, and anterior cingulate cortices showing the least loss 
(Geula and Mesulam, 1989). The relative extent of cholinergic fiber loss in different cortical areas 
appears to correlate inversely with fiber density in the normal brain, suggesting that disease-associated 
fiber loss progresses at roughly equal rates throughout the cortex and that those regions that began 
with the fewest fibers are the first to become denuded of cholinergic input. The loss of forebrain 
cholinergic innervation in AD has stimulated the development of pharmacotherapy to enhance 
cholinergic signaling as an approach to partially ameliorate cognitive symptoms (Burns et al., 2006).

From the preceding paragraphs it is clear that an accurate anatomic description of the basal forebrain 
cholinergic system is important for understanding its function and its susceptibility to degeneration.  
At present, this description, which derives from retrograde and anterograde filling and from histo-
chemical and immunohistochemical staining, provides a view that is accurate as a statistical picture but is 
incomplete in one critical respect: the morphologies of individual cholinergic axon arbors are unknown 
because their extraordinarily large size has, thus far, precluded classical tracer filling and reconstruc-
tion. In earlier work, we demonstrated the utility of extremely sparse CreER/loxP labeling methods for 
visualizing axonal and dendritic morphologies of large neurons, including forebrain cholinergic neurons 
(Rotolo et al., 2008; Badea et al., 2009). In the present work, we use this approach to visualize and 
quantify the full 3-dimensional axonal morphologies of individual forebrain cholinergic neurons and to 
define changes in these arbors in response to disease progression in a mouse model of AD.

Results
A genetic system for extremely sparse labeling of cholinergic neurons
In earlier work, we generated an IRES-CreER knock-in in the 3′ untranslated region of the gene coding 
for choline acetyl transferase (ChAT; Rotolo et al., 2008). This allele expresses relatively low levels of 

eLife digest The human brain is made up of roughly 80 to 100 billion neurons, organized into 
extensive networks. Each neuron consists of a number of components: a cell body, which contains 
the nucleus; numerous short protrusions from the cell body called dendrites; and a long thin 
structure called an axon that carries the electrical signals generated in the cell body and the 
dendrites to the next neuron in the network.

One of the most studied networks in the human brain is the basal forebrain network, which is 
made up of large neurons that communicate with one another using a chemical transmitter called 
acetylcholine. This network has a key role in cognition, and its neurons are among the first to 
degenerate in Alzheimer's disease. However, relatively little is known about the structure of these 
‘cholinergic’ neurons because their large size makes them difficult to study using standard 
techniques.

Now, Wu et al. have visualized, for the first time, the complete 3D structure of cholinergic 
neurons in the mouse forebrain. The mice in question had been genetically modified so that only 
ten or so of their many thousands of cholinergic neurons expressed a distinctive ‘marker’ protein. 
This made it possible to distinguish these neurons from surrounding brain tissue in order to visualize 
their structures. The resulting pictures clearly illustrate the neurons' complexity, with individual 
axons in adult mice displaying up to 1000 branches.

Measurements showed that each cholinergic axon in the mouse brain is roughly 30 centimeters 
long, even though the brain itself is less than 2 centimeters from front to back. Based on 
measurements by other researchers, Wu et al. calculated that the axons of single cholinergic 
neurons in the human brain are about 100 meters long on average.

The extreme length and complex branching structure of cholinergic forebrain neurons helps to 
explain why each neuron is able to modulate the activity of many others in the network. It could 
also explain their vulnerability to degeneration, as the need to transport materials over such long 
distances may limit the ability of these neurons to respond to damage.
DOI: 10.7554/eLife.02444.002
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CreER and, consequently, shows no recombination of Cre-activated reporters in the absence of 
tamoxifen or 4-hydroxytamoxifen (4HT), a prerequisite for visualizing genetically marked neurons at 
densities of <10 labeled neurons per brain. To visualize large axon arbors in their entirety and to effi-
ciently survey dozens of brains, we chose the highly sensitive histochemical reporter human placental 
alkaline phosphatase (AP), a GPI-anchored protein that distributes relatively uniformly along dendrites 
and axons (Rotolo et al., 2008). AP histochemistry works efficiently with relatively thick (300 µm) 
vibratome sections, which minimizes the number of sections required per brain and thereby simplifies 
the logistics of staining, imaging, and tracing. To minimize background reporter activity, we used an 
AP reporter knock-in at the Gt(ROSA)26Sor locus (referred to as R26) in which the 3′ half of the AP 
coding region is in reverse orientation and Cre-mediated recombination restores this segment to the 
correct orientation (R26IAP, ‘I’ stands for ‘inverted’; Figure 1A; Badea et al., 2009). In contrast to 
standard reporters that are maintained in a repressed state by a loxP-stop-loxP cassette, the R26IAP 
locus shows undetectable reporter activity prior to Cre-mediated recombination.

Figure 1. Cholinergic neuron specificity of Cre-mediated recombination. (A) Structure of the R26IAP knock-in. In the absence of Cre-mediated  
recombination, the 3′ half of the AP coding region is inverted in the germline configuration. It assumes the correct orientation following Cre-mediated 
recombination between inverted loxP sites. (B) P30 retina from Chat-IRES-CreER;R26IAP mice treated with 4HT. AP histochemistry labels cholinergic 
(starburst) amacrine cells. Scale bar, 100 µm. (C–F) P30 brain from Chat-IRES-CreER;R26IAP mice treated with high dose 4HT at P5. AP histochemistry 
labels numerous axons throughout the cortex (D) and hippocampus (F), as well as cranial motor neurons (E), the axons of which are seen exiting the brain 
stem (red arrows). Scale bars in D–F, 200 µm. (G and H) Coronal sections of P30 forebrain from Chat-IRES-CreER;R26-LSL-nGFP mice treated with high 
dose 4HT at P4. Approximately 50% of cholinergic neurons in the basal forebrain, medial septal nucleus, striatum, and spinal cord (visualized with  
ChAT immunohistochemistry) are GFP+. Medial to the striatum, a distinctive group of GFP+ cell is ChAT−; these cells presumably expressed Chat  
(and, therefore, Cre) in the early postnatal period and then repress Chat expression in adulthood. In (H), arrows point to ChAT+;GFP− neurons and 
arrowheads point to ChAT+; GFP+ neurons. Scale bar, 50 µm.
DOI: 10.7554/eLife.02444.003
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The specificity of the Chat-IRES-CreER driver has been documented by Rotolo et al. (2008) and 
Badea et al. (2009) and is demonstrated here with Chat-IRES-CreER;R26IAP mice based on reporter 
expression in (1) starburst amacrine cells, the only cholinergic retinal neurons (Figure 1B), (2) a uniform 
network of fibers in the cortex and hippocampus, as expected for the axon arbors of forebrain 
cholinergic neurons (Figure 1C,D,F), and (3) cranial motor neurons in the brainstem (Figure 1E). 
Chat-IRES-CreER activation of a nuclear localized GFP reporter (encoded by a R26-loxP-stop-loxP-nGFP 
knock-in) shows co-localization with ChAT immunoreactivity in the basal forebrain, septal nucleus, and 
ventral spinal cord as expected (Figure 1G,H). Interestingly, a small population of ChAT-negative 
forebrain cells, located medial to the striatum, shows GFP expression in the adult, implying that these 
cells transiently express the ChAT gene at the time of 4HT injection [postnatal day (P)4] but not at later 
times (Figure 1G).

Morphologies of individual forebrain cholinergic neurons
A series of 4HT titration experiments with Chat-IRES-CreER;R26IAP mice showed that intraperitoneal 
(IP) injection of 1–5 µg 4HT at P4-5 resulted in ∼10 forebrain cholinergic neurons labeled per brain. 
Using this protocol, 67 well-separated forebrain cholinergic neurons were imaged and 12 of these 
neurons–8 from P12 brains and 4 from P30 brains–were traced (Figures 2, 3, 4B, Figure 2—figure 
supplement 1). Among the traced arbors, nine were in the cortex, two were in the hippocampus, and 
one was in the olfactory bulb. For each of the remaining 55 neurons, collected between 1 and 12 months 
of age, we determined the soma location and the boundaries of the arbor territory.

At both P12 and P30, large and complex axon arbors were observed (Figures 2 and 3). The mean 
axon length per neuron was 13 cm at P12 (n = 8; range 3–42 cm) and 31 cm at P30 (n = 4; range 11–49 cm), 
and at both ages, the density of branches averaged 4–5 per mm of axon length (range 3–7 per mm), 
giving a mean of >1000 branch points per arbor at P30, including occasional branches along the 
axon's initial segment (Figure 4E–G, Figure 2—figure supplement 1A, Figure 4—figure supplement 1). 
In a sample of nine basal forebrain cholinergic neurons, the mean dendritic arbor lengths were 9.6 mm 
at P12 (n = 5 arbors) and 11.5 mm at P30 (n = 4 arbors; Figure 2—figure supplement 1). The territory 
influenced by each cholinergic arbor was estimated by enclosing the axon traces from each 300 µm 
tissue section with the smallest possible convex polygon, calculating the area of each polygon, and 
summing the resulting polygonal volumes (polygon area × 300 µm) across all of the sections populated 
by the arbor of interest (Figure 4A,C). Using this measure, individual axon density–defined as mm of 
axon length per mm3 of polygonal volume for an individual axon—was found to vary by a factor of ∼10 
among traced arbors at both P12 (n = 8) and at P30 (n = 4; Figure 4F,G), reflecting significant variation 
in the size and compactness of cholinergic arbors. The comparison between P12 and P30 implies  
that there is substantial growth of cholinergic axons after the second week of postnatal life. Although 
the polygon method somewhat over-estimates the territory influenced by an arbor (as illustrated in 
Figure 4A), it provides a good measure of the linear extent of the arbor, giving a mean value of ∼2 mm 
in the adult brain, as seen in a compilation of the mediolateral extents of forebrain cholinergic axon 
arbors (Figure 4H,I).

The coverage factor for forebrain cholinergic axon arbors—defined as the number of arbor territories 
that encompass any arbitrary point in the cortex and hippocampus—can be calculated based on a 
mean volume of 1.35 mm3 for axon arbor territories at P30 (n = 4; Figure 4F), a total volume of 130 mm3 
for the adult mouse cerebral cortex (109 mm3) and hippocampus (21 mm3; Kovacević et al., 2005), 
and estimates of the number of forebrain cholinergic neurons of 4500 and 6632 (Boncristiano et al., 
2002; Perez et al., 2007). This calculation gives a mean coverage factor of 47–69. The analogous 
dendrite coverage factor and the density of dendrites in the basal forebrain regions where cholinergic 
projection neuron cell bodies reside (the medial septal nucleus, ventral diagonal band, and horizontal 
limb of the diagonal band) can also be calculated based on the volume of these territories (0.667 mm3; 
Paxinos and Franklin, 2001), the mean dendrite volume per cholinergic neuron at P30 (0.0694 mm3; 
n = 4; Figure 2—figure supplement 1), the mean dendrite length per cholinergic neuron at P30 (11.5 mm; 
n = 4; Figure 2—figure supplement 1C,D), and the estimated number of forebrain cholinergic neurons 
noted above. These calculations give a dendrite coverage factor of 470–690, and a density of cholin-
ergic dendrites in the basal forebrain of 0.078–0.114 µm/µm3.

Numerous retrograde and anterograde labeling studies have investigated the correlation between 
the territories targeted by forebrain cholinergic arbors and the locations of the corresponding cell 
bodies (e.g., McKinney et al., 1983; Saper, 1984; Woolf et al., 1986; Baskerville et al., 1993). In our 
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dataset of 67 neurons, there was a clear correlation between soma location and axon arbor position 
along the mediolateral axis, specifically, cell bodies located more laterally in the basal forebrain give 
rise to arbors that reside in more lateral cortical, hippocampal, or olfactory bulb territories, supporting 
the general conclusion that there is a rough topographic map of target territories in the basal forebrain 
(Figure 4I).

Progressive disruption of forebrain cholinergic axon arbor morphology 
in an AD model
As noted in the Introduction, loss of forebrain cholinergic innervation is a prominent feature of AD. To 
visualize AD pathology at the level of single cholinergic axon arbors, we used APPswe/PS1ΔE9 doubly 

Figure 2. Axon arbors of forebrain cholinergic neurons from P30 Chat-IRES-CreER;R26IAP mice visualized with 
sparse Cre-mediated recombination. (A) Part of the arbor of a forebrain cholinergic neuron in a P30 hippocampus 
visualized in a single 300 µm section at three Z-planes and in a Z-stacked image. Bottom, the traced arbor. Scale 
bar, 200 µm. (B and C) Fifteen consecutive 300 µm sagittal sections from a single P30 hemisphere (C) with two fully 
traced AP+ forebrain cholinergic neurons, colored red and green. Black arrows in panels l and o, the two cell 
bodies. Red arrows in g–n, the proximal axon segment for the red neuron trace. (B) An enlarged view of the boxed 
region of section d in (C). Scale bar in (B), 500 µm (corrected for tissue shrinkage in BBBA).
DOI: 10.7554/eLife.02444.004
The following figure supplements are available for figure 2:

Figure supplement 1. Dendrite structure among forebrain cholinergic neurons. 
DOI: 10.7554/eLife.02444.005
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transgenic mice (Jankowsky et al., 2004; referred to hereafter as APP/PS1) in which Aβ plaque rapidly 
accumulates with age in the cortex and hippocampus (Figure 5—figure supplement 1). This progression 
is accompanied by microglial reorganization and activation, and premature death (Figure 5—figure 
supplement 1 and 2). Analysis of AP+ cholinergic arbors in the cortex and hippocampus of 62 Chat-IRES-
CreER;R26IAP;APP/PS1 brains harvested between one and 12 months of age showed fragmentation 
of axons and a decrease in AP signal strength (Figure 5A–C), consistent with previously described 
changes in the appearance of ChAT immunoreactive fibers in mouse and human AD brains (Figure 5—
figure supplement 1C,D; Gordon et al., 2002; Schliebs and Arendt, 2011). There was also a progressive 
accumulation of large numbers of AP+ and ChAT immunoreactive puncta with diameters up to ∼10 µm  
in Chat-IRES-CreER;R26IAP;APP/PS1 cortex and hippocampus but not in Chat-IRES-CreER;R26IAP 
controls (Figure 5, Figure 5—figure supplement 1C,D, Figure 5—figure supplement 3A; Boncristiano 
et al., 2002). These puncta presumably represent cholinergic axon breakdown products.

Bexarotene (Targretin) is a retinoid X receptor (RXR) agonist that has been reported to acutely pro-
mote ApoE-dependent clearance of soluble Aβ oligomers and to improve cognitive performance in 
the APP/PS1 mouse model of AD (Cramer et al., 2012). Whether bexarotene also promotes clearance 
of insoluble Aβ deposits (plaque) is controversial (Fitz et al., 2013; Landreth et al., 2013; Price et al., 
2013; Tesseur et al., 2013; Veeraraghavalu et al., 2013). To determine whether bexarotene 
treatment alters the destruction of cholinergic axons in the APP/PS1 cortex, nine Chat-IRES-
CreER;R26IAP;APP/PS1 littermates were treated with 50–100 µg 4HT IP at P5 and were divided into 

Figure 3. Axon arbors of forebrain cholinergic neurons from P12 Chat-IRES-CreER;R26IAP mice visualized with 
sparse Cre-mediated recombination. (A) Enlarged view of the boxed region from panel g in (B). Scale bar, 500 µm 
(corrected for tissue shrinkage in BBBA). (B) Fourteen consecutive 300 µm sagittal sections from a single P12 
hemisphere (a–n) with three traced AP+ cholinergic neurons, colored red, green, and blue. The blue neuron is 
shown in its entirety, including the cell body and dendrites in the basal forebrain; for the green and red neurons, 
only the cortical axon arbors are shown.
DOI: 10.7554/eLife.02444.006
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Figure 4. Quantitative analysis of morphologic parameters for cholinergic axon arbors. (A) The polygon method for estimating the target area for a 
single cholinergic axon arbor. Traced axon arbor images are shown for each 300 µm sagittal section from the P30 brain in Figure 2C, panels a–e.  
A minimal convex polygon has been drawn around each trace, providing an upper estimate of the cortical territory that is directly influenced by the 
arbor. As seen in panels d and e, the polygon method somewhat overestimates the target area by including regions that are relatively far from the axon. 
P, posterior. A, anterior. (B) Axon arbor locations for the 67 basal forebrain cholinergic neurons analyzed. (C) Quantification of tissue volume shrinkage 
due to dehydration in ethanol and BBBA. (D) Schematic of a forebrain cholinergic neuron in a dorsal view of the mouse brain showing the mediolateral 
cell body and arbor locations, the parameters displayed in panels (H) and (I). (E) The number of branch points per mm of axon length for the 12 forebrain 
cholinergic neurons that were traced. These data were obtained from two 300 µm sections per arbor by measuring the total axon length and counting  
Figure 4. Continued on next page
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three groups of three mice at 7 months of age: the first group received daily DMSO (vehicle) gavages 
for 14 days; the second group received daily 100 mg/kg bexarotene gavages for 14 days; and the 
third group received daily 100 mg/kg bexarotene gavages for 23 days, a regimen that activates RXR 
in the cerebral cortex as determined by the accumulation of ABCA1, a known RXR-inducible protein 
(Figure 5—figure supplement 3B,C; Schmitz and Langmann, 2005). As observed by others (Fitz  
et al., 2013; Price et al., 2013; Tesseur et al., 2013; Veeraraghavalu et al., 2013), the size and 
abundance of insoluble Aβ deposits and the number of activated microglia and astroglia around these 
deposits appeared to be unaltered by bexarotene treatment (data not shown), although we note that 
the DMSO formulation that we and Veeraraghavalu et al. used differs from the aqueous suspension of 
micronized bexarotene particles used by Cramer et al. (2012) (see also Landreth et al., 2013). 
Quantification of the density of AP+ puncta was also unaltered (Figure 5—figure supplement 3D), 
suggesting that the pathologic processes leading to the production of these puncta was not appreciably 
modified by the several week bexarotene treatment.

Extremely large axon arbors in the mammalian brain: estimations and 
cross-species comparisons
The total length of the axons in a P30 mouse forebrain cholinergic neuron arbor–up to 50 cm–is 
roughly 25 times the linear dimension of the mouse brain. The large size of these arbors suggested 
that a systematic analysis of arbor sizes among various types of projection neurons might be of general 
interest (Table 1).

To the best of our knowledge there are only four studies (including the present one) in which 
individual axon arbors from the largest classes of CNS or PNS neurons have been traced and their 
lengths quantified. These are: (1) eight nigrostriatal dopaminergic neurons in the rat visualized following 
sparse infection with a GFP-expressing Sindbis virus (Matsuda et al., 2009), (2) a single CA3 pyramidal 
neuron in the rat visualized by neurobiotin injection (Wittner et al., 2007), (3) seven cutaneous sensory 
afferents of the ‘large area, free-ending’ class in mouse skin labeled by sparse CreER activation of an 
AP reporter (Wu et al., 2012), and (4) the four P30 mouse forebrain cholinergic neurons described 
here. The mean axon lengths for these four cell types were found to be, respectively: 47 cm (range: 
14–78 cm), 48 cm, 71 cm (range: 64–98 cm), and 31 cm (range: 11–49 cm).

The validity of the single-cell axon length measurements for dopaminergic and cholinergic neurons 
can be independently checked with calculations based on the total volume of the target territory,  
the density of the particular type of axon (axon length per volume of target territory), and the number 
of neuronal cell bodies giving rise to that type of axon (Table 1). These population analyses are 
made possible by the availability of antibodies that localize to different types of axons: anti-ChAT for 
cholinergic axons (also visualized with acetylcholine esterase histochemistry), anti-tyrosine hydroxylase 
for striatal dopaminergic axons, and anti-serotonin for serotonergic axons. For example, Anden et al. 
(1966) estimated the total length of all dopaminergic axons in the rat striatum to be 7900 meters  
(bilaterally) and the number of mid-brain dopaminergic neurons projecting to the striatum to be 14,000 
(bilaterally), giving a calculated mean axon length of 56 cm per dopaminergic neuron, in good agreement 
with the single cell tracing data of Matsuda et al. (2009) (Table 1).

A similar calculation can be performed for mouse forebrain cholinergic neurons using published 
estimates of the number of cell bodies in the nucleus basalis of Meynert (6632 and 4500), the volume 
of the mouse cortex as determined by MRI (109 mm3), and the total length of cholinergic axons in the 
mouse cortex (1300 m), giving individual axon arbor length estimates of 20 cm and 29 cm (Table 1). 

all branch points for the AP+ arbor within each section. (F) Scatter plot of arbor volume (estimated using the polygon method) vs axon length for the  
12 forebrain cholinergic neurons that were traced. (G) Scatter plot of axon density (length divided by arbor volume) vs axon length for the 12 forebrain 
cholinergic neurons that were traced. (H) Scatter plot of the mediolateral extent (defined in panel D) vs arbor volume (estimated using the polygon 
method) for the 55 forebrain cholinergic arbors that were not traced. (I) Mediolateral cell body and arbor locations for the 12 traced neurons (left) and 
the 55 untraced neurons (right). Black dots represent cell body location and the vertical bar represents the mediolateral extent of the axon arbor. OB, 
olfactory bulb.
DOI: 10.7554/eLife.02444.007
The following figure supplements are available for figure 4:

Figure supplement 1. Cholinergic axon arbors: Z-stacked images, traces, and branch point locations. 
DOI: 10.7554/eLife.02444.008

Figure 4. Continued
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Figure 5. Disruption of cholinergic axon arbors in Chat-IRES-CreER;R26IAP;APP/PS1 mice. (A) Upper panel, 300 µm sagittal section of a 12 month old 
Chat-IRES-CreER;R26IAP;APP/PS1 brain showing part of a single AP+ axon arbor. The olfactory bulb is visible at lower right. Lower panels, three Z-planes 
enlarged from the region enclosed in the red square in the upper panel. Red arrowheads point to clumps of AP+ material (puncta). Scale bars: upper 
panel, 500 µm; lower panels, 50 µm. (B) Comparison of representative regions from forebrain cholinergic axon arbors in the cortex of Chat-IRES-
CreER;R26IAP brains (WT; left) and Chat-IRES-CreER;R26IAP;APP/PS1 brains (right), between one and 12 months of age. Structural heterogeneity, 
including the clumping of AP + material (puncta) and loss of AP staining intensity, increases with age in the APP/PS1 background. Scale bar, 50 µm.  
(C) Quantification of AP+ puncta in the cortex and hippocampus of Chat-IRES-CreER;R26IAP (i.e., WT) and Chat-IRES-CreER;R26IAP;APP/PS1 mice at 
Figure 5. Continued on next page
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(For these calculations we have omitted the volume of the hippocampus, which in mice represents 
19% the volume of the cerebral cortex; its inclusion would modestly increase the estimates of axon 
length per neuron for those calculations based on axon density and cortical volume.) As a check on this 
calculation, we have independently measured the density of cholinergic axons in the mouse motor 
cortex (0.044 µm/µm3; Figure 6) and also used the cholinergic axon density measured by Descarries 
et al. (2005) in parietal cortex (0.020 µm/µm3) to calculate single cholinergic axon arbor lengths of 
33–107 cm (Table 1). Given the limitations of the sampling methods, we consider these estimates of 
axon length to be in reasonably good agreement with the 11–49 cm range for the four P30 cholinergic 
neurons traced in the present study. An analogous calculation based on published data for rat 
forebrain cholinergic neurons gives a mean axon length of 62 cm (Table 1).

The estimates of axon length for large arbors in the rodent brain led us to ask whether it might be 
possible to perform analogous calculations for neurons in the human CNS. To the best of our know-
ledge, this simple calculation has not been performed previously. The human data for axon density and 
neuron counts have been published for forebrain cholinergic neurons and for serotonergic neurons 
projecting from the dorsal raphe nucleus to the cortex, and cortical volume estimates for humans 
are available from MRI analyses; forebrain cholinergic neuron data is also available for chimpanzees 
(Table 1). These calculations lead to axon length estimates of 107 m and 31 m, respectively, for human 
and chimpanzee forebrain cholinergic neurons, and an axon length estimate of 170–348 m for human 
serotonergic neurons. For both neurotransmitter systems, the vast majority of the visualized fibers 
within the cortex are presumed to derive from projection neurons because the density of cortical cell 
bodies labeled with anti-ChAT or anti-serotonin antibodies is extremely low (Raghanti et al., 2008a, 
2008b). Even if we allow for a possible under-estimate in neuron counts or a possible over-estimate in 
axon density measurements by as much as 2–3-fold, the calculations imply that in the human brain 
these two classes of projection neurons have axons that are, on average, many tens of meters in length.

Discussion
The present work shows that mammalian forebrain cholinergic neurons are among the largest and 
most complex neurons described to date, as judged by total axon length and number of branch 
points. Nigrostriatal dopaminergic neurons appear to be of similar size and complexity, as are the 
largest cutaneous sensory neurons (Table 1, and references therein). The calculated total axon length 
for human forebrain cholinergic neurons, ∼100 meters, is larger than the ∼30 meter length estimated 
for blue whale corticospinal and DRG axons, which are typically cited as the ‘largest’ neurons in the 
animal kingdom (Smith, 2009). We note, however, that if one considers only the distance from the cell 
body to the tip of the most distal processes, then human forebrain cholinergic neurons are substantially 
‘smaller’ in the sense of being more compact than many neurons with more nearly linear axons.

For forebrain cholinergic neurons, it is instructive to calculate the relative volumes and surface areas of 
soma and axon. If we take ∼0.3 µm as the mean diameter of a rat cholinergic axon (Vaucher and Hamel, 
1995; a value typical for unmyelinated CNS fibers; see; Perge et al., 2012), and temporarily neglect the 
volume added by varicosities, we obtain an axon volume of ∼70.6 × 103 µm3 per meter of axon length. 
Along the length of cholinergic fibers in the rat cortex and hippocampus, varicosities occur at a mean fre-
quency of ∼0.4/µm and their mean internal volume is ∼0.06 µm3 (the mean diameter is 0.48 µm; Mechawar 
et al., 2000, 2002; Aznavour et al., 2005; Descarries et al., 2005). Thus, the varicosities would add a 

different ages. Puncta appear at 3 months in Chat-IRES-CreER;R26IAP;APP/PS1 mice. The box plots indicate the extreme data points (top and bottom 
bars), the 25–75% interval (box), and the median (central line). p-values, student's t test. (D) Complete tracing of an AP+ cortical cholinergic arbor (blue) 
with the locations of AP + puncta (red dots) indicated. Panels a–f show six adjacent 300 µm sagittal sections within which this arbor resides. The three 
enlarged images above correspond to the boxed regions in panels d–f. Scale bar, 500 µm (corrected for tissue shrinkage in BBBA).
DOI: 10.7554/eLife.02444.009
The following figure supplements are available for figure 5:

Figure supplement 1. Aβ deposition, microglial reorganization, and disorganization of cholinergic fibers in the APP/PS1 brain. 
DOI: 10.7554/eLife.02444.010

Figure supplement 2. Characterization of APP/PS1 mice: survival and microglial activation. 
DOI: 10.7554/eLife.02444.011

Figure supplement 3. Tracing AP+ axons, and locating and quantifying AP+ puncta with and without bexarotene treatment. 
DOI: 10.7554/eLife.02444.012

Figure 5. Continued

http://dx.doi.org/10.7554/eLife.02444
http://dx.doi.org/10.7554/eLife.02444.009
http://dx.doi.org/10.7554/eLife.02444.010
http://dx.doi.org/10.7554/eLife.02444.011
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volume of (0.4 × 106) × (0.06 µm3) = 24 × 103 µm3 per meter of axon length. The mean soma volume for rat 
basal forebrain cholinergic neurons is ∼14 × 103 µm3 (diameters are 18–43 µm; the mean is taken as ∼30 µm; 
Butcher, 1995). Using the value of 62 cm calculated here for the mean length of rat forebrain cholinergic 
axons (Table 1), the axon and varicosity volumes (44 × 103 µm and 15 × 103 µm3) sum to ∼59 × 103 µm3, 
or ∼4.2 times greater than the soma volume. Thus, despite its great length, the axon arbor only 
increases the neuron's volume several-fold. By contrast, the calculated mean surface area of the axon arbor 
(∼5.84 × 105 µm2) is ∼210 times greater than the calculated mean surface area of the soma (∼2800 µm2).

To appreciate the relative dimensions of a typical forebrain cholinergic neuron, the reader may find 
it useful to consider a model in which this neuron has been enlarged by a factor of 104 (Figure 7). 

Table 1. Axon arbor lengths for diffuse projection neurons

Basal forebrain cholinergic neurons (nucleus basalis of Meynert to cortex)

Species
Number of  
neurons

Axon density  
in cortex

Axon length  
in cortex

Cortical  
volume

Mean axon 
length/neuron

Mouse 6632 (a) 1300 m (b) 109 mm3 (c) 20 cm

4500 (b) 1300 m (b) 109 mm3 (c) 29 cm

Mouse 6632 (a) 0.020–0.044 µm/µm3  
(d; this study)

109 mm3 (c) 33–72 cm

4500 (b) 0.020–0.044 µm/µm3  
(d; this study)

109 mm3 (c) 48-107 cm

Mouse* 4 traced neurons following CreER/loxP labeling (this study) 31 cm

Rat 7,312 (d) 0.0113 µm/µm3 (e) 400 mm3 (f) 62 cm

Chimp 315,000 (g) 0.066 µm/µm3 (h) 147 cm3 (i) 31 m

Human 435,000 (g) 0.080 µm/µm3 (h) 583 cm3 (i) 107 m

Nigro-striatal dopaminergic neurons

Species
Number of 
neurons

Varicosities per  
axon length

Number of  
TH + varicosities  
in the striatum

Mean axon 
length/neuron

Rat 7000 (j) 5–7 varicosities/7 µm (j) 3.4 × 109 per side (j) 55–77 cm

Rat* 8 traced neurons following sparse GFP virus infection (k) 47 cm

Serotonergic neurons (dorsal raphe nucleus to cortex)

Species
Number of 
neurons

Axon density  
in cortex

Cortical  
volume

mean axon 
length/neuron

Rat 11,500 (l) 0.023 µm/µm3 (m) 400 mm3 (f) 80 cm

15,191 (n) 0.023 µm/µm3 (m) 400 mm3 (f) 61 cm

Human 80,386 (o) 0.048 µm/µm3 (r) 583 cm3 (i) 348 m

86,565 (p) 0.048 µm/µm3 (r) 583 cm3 (i) 323 m

165,000 (q) 0.048 µm/µm3 (r) 583 cm3 (i) 170 m

Hippocampal CA3 pyramidal neurons

Rat* 1 traced neuron following neurobiotin injection (s) 48 cm

Cutaneous sensory neurons with free endings in back skin

Mouse* 7 traced neurons following CreER/loxP labeling (t) 71 cm

References: (a) Perez et al., 2007; (b) Boncristiano et al., 2002; (c) Kovacević et al., 2005; (d) Miettinen et al., 
2002; (e) Mechawar et al., 2000; (f) Mengler et al., 2013; (g) Raghanti et al., 2011; (h) Raghanti et al., 2008a; 
(i) Rilling and Insel, 1999; (j) Anden et al., 1966; (k) Matsuda et al., 2009; (l) Descarries et al., 1982; (m) 
Cunningham et al., 2005; (n) Vertes and Crane, 1997; (o) Underwood et al., 2007; (p) Underwood et al., 1999; 
(q) Baker et al., 1991;(r) Raghanti et al., 2008b; (s) Wittner et al., 2007; (t) Wu et al., 2012. The asterisk (*) 
marks experiments in which individual axon arbors were traced.
DOI: 10.7554/eLife.02444.013
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(For this model, we use the data on rat cholin-
ergic neurons from the preceding paragraph.) 
The model neuron would have a cell body ∼30 cm 
in diameter, a dendritic arbor extending as far as  
∼5 meters from the soma, and axons of ∼3 mm  
diameter divided into a proximal segment ∼200 
meters in length connected to a highly branched 
distal arbor with a total length of 6 kilometers (!). 
For the human counterpart, the model would 
have a total axon length of ∼1000 kilometers.

Forebrain cholinergic neuron 
morphology and function
The large sizes of the cholinergic axon arbors 
described here are consistent with a spatially dif-
fuse modulatory role for cholinergic transmission in 
the cortex (Descarries et al., 1997; Lucas-Meunier 
et al., 2003). In the mouse, cortical columns are 
approximately 150–300 µm across, the diameter 
of an individual barrel in the barrel cortex (Jan  
et al., 2008). Since the typical cholinergic axon 
arbor extends over two millimeters in the plane of 
the cortex (Figures 2 and 3), each arbor contacts 
multiple cortical columns. Although locally induced  
or locally restricted acetylcholine release is pos-
sible, it seems likely that signals originating in the 
dendrites and leading to action potentials at the 
soma of a forebrain cholinergic neuron would  
affect synaptic output over the entire arbor. This 
line of reasoning implies that cholinergic modulation 
of cortical and hippocampal function in response 
to information originating in the basal forebrain  
is likely to have low spatial resolution. A similar 
argument can be applied to nigrostriatal dopa-
minergic signaling (Matsuda et al., 2009).

Implications of extremely large 
axon arbors for neurodegenerative 
disease
The very large axon lengths calculated for human 
forebrain cholinergic neurons reflect (1) the 
enormous evolutionary expansion of the human 
cerebral cortex, which is ∼5000 times larger than 
the mouse cerebral cortex, (2) a more modest  
expansion in the number of basal forebrain cho-
linergic neurons, which differ between humans 
and mice by only a factor of 60–100, and (3) a 
∼twofold higher density of cholinergic axons in the 
human cortex (Table 1). The same line of reasoning 
applies to the rodent vs human difference in the size 
of individual serotonergic axon arbors (Table 1).

Extremely large axon arbors present a cell 
biological challenge, as they require a correspond-
ingly large expenditure of resources for growth, 
maintenance, and repair, especially as related to 
membrane synthesis and axonal transport. It is 

Figure 6. Quantifying ChAT+ axon density in P30 
mouse cortex. (A) Coronal section of P30 mouse motor 
cortex following ChAT immunostaining. The cortical 
surface is at the top; the base of the cortex is at the 
bottom. Confocal images of the fluorescently immu-
nostained tissue (converted to grey scale and inverted) 
were captured at Z-plane separations of 2 µm. Z-stacks 
Figure 6. Continued on next page

http://dx.doi.org/10.7554/eLife.02444
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possible that the vulnerability of forebrain cholin-
ergic neurons in the context of AD is related, at 
least in part, to the large size of their axon arbors. 
For example, vulnerability might be related to  
a particular sensitivity of the axonal transport  
machinery to biochemical perturbations associ-
ated with Aβ toxicity. Perhaps more significantly, 
the requirement that all transportation processes 
between cell body and axon arbor funnel through 
a single proximal axon segment suggests that 
trafficking within this segment may limit the effi-
cacy of cellular responses to axonal damage or 
stress. The general idea that extreme axon length 
increases vulnerability to neurodegeneration has 

been discussed in the context of motor neuron disease (Cavanagh, 1984; Ferraiuolo et al., 2011), 
and it seems reasonable that this concept might apply to a wide variety of neurons with very large 
axon arbors.

Materials and methods
Mouse lines and neuronal sparse labeling
Experiments unrelated to AD were performed with Chat-IRES-CreER/+;R26IAP/+ mice (referred to in 
the text as Chat-IRES-CreER;R26IAP). For AD experiments, R26IAP/R26IAP mice were crossed to 
Chat-IRES-CreER/Chat-IRES-CreER;APP/PS1/+ mice to obtain R26IAP/+;Chat-IRES-CreER/+ (WT control) 
and R26IAP/+;Chat-IRES-CreER/+;APP/PS1/+ littermates. The APPswe/PS1ΔE9 line was a gift 
from Dr Phil Wong (Johns Hopkins University). Cholinergic neuron labeling followed intraperitoneal 
(IP) delivery of 1–5 µg 4-hydroxytamoxifen (4HT) at P4-P5 with analysis at P12, P30 and later ages, as 

indicated. A wide range of 4HT doses–from 1 µg 
to 400 µg– was tested in an initial survey of ~250 
mice to identify the optimal dose for sparse  
labeling. Mice were handled in accordance with 
the Institutional Animal Care and Use Committee 
(IACUC) guidelines of the Johns Hopkins Medical 
Institutions.

AP histochemistry
Mice were deeply anesthetized with ketamine/
xylazine and then sacrificed by trans-cardiac 
perfusion with neutral buffered 10% formalin 
solution (Sigma-Aldrich, St. Louis, MO; equiva-
lent to 4% paraformaldehyde). Brains or eyes 
were heated to 70°C for 90 min to inactivate 
endogenous phosphatase activity. Serial brain 
sections of 300 µm thickness were produced with 
a VT1200 vibratome (Leica, Buffalo Grove, IL). 
AP histochemistry and clearing in 2:1 benzyl 
benzoate:benzyl alcohol (BBBA) were performed 
as described (Wu et al., 2012). For long-term 
storage, AP-stained brain sections were equili-
brated in ethanol and stored at −20°C.

Immunofluorescence and confocal 
imaging
The following antibodies were used for immu-
nostaining of 50–100 µm thick floating brain sec-
tions: goat anti-ChAT, 1:1000 (AB143; Millipore, 
Billerica, MA); rabbit anti-GFP, 1:1000 (A11122; 

encompassing planes 3–6 and 7–10 are shown. The 
traced axons for both sets of Z-stacks are color-coded 
with axons in stacks 3–6 in green, axons in stacks 7–10 
in red, and regions of overlap in blue. Scale bar, 25 µm. 
(B) Axon tracings corresponding to the region in the right 
panel in (A) that is demarcated by the vertical red line. 
Scale bar, 25 µm. (C) ChAT immunostaining correspond-
ing to the region adjacent to the left panel in (A) that is 
demarcated by the vertical black line. Scale bar, 25 µm. 
(D) The red rectangle shows the region of motor cortex 
analyzed in (A), at approximately Bregma −1.06.
DOI: 10.7554/eLife.02444.014

Figure 6. Continued

Figure 7. Calculated dimensions of rat and human 
forebrain cholinergic neurons. Actual dimensions of 
human and rat forebrain cholinergic neurons, calculated 
from the data in Table 1 (left image in each pair). A 
macroscopic model in which the linear dimensions of 
each cholinergic neuron have been multiplied 
10,000-fold (right image in each pair). Soma and axons 
are shown; dendrites have been omitted.
DOI: 10.7554/eLife.02444.015
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Invitrogen); mouse anti-β-amyloid (6E10), 1:500 (NE1003; Millipore); rabbit anti-GFAP, 1:1000 (AB5804; 
Millipore); rabbit anti-Iba1, 1:1000 (019-19741; Wako, Richmond, VA); mouse anti-GFAP 1:1000 
(MAB360; Millipore); mouse anti-ABCA1 monoclonal antibody HJ1 (ab66217; Abcam, Cambridge, 
MA); mouse anti-β-Actin antibody AC-15 (A5441; Sigma); and rabbit anti-TH, 1:1000 (AB152; Millipore). 
Secondary antibodies were from Invitrogen. GS-lectin staining used Alexa488-IB4, 1:1000 (I21411; 
Invitrogen, Grand Island, NY). Brain sections were incubated in primary antibodies diluted in PBS, 0.5% 
Triton X-100, 0.1 mM CaCl2 (PBSTC) + 10% normal goat or donkey serum, washed in PBSTC for 6 hr, 
and incubated at 4°C overnight in secondary antibodies diluted in PBSTC +10% normal goat or don-
key serum. After washing in PBSTC for 4–6 hr, brain sections were mounted in Fluoromount G (17984-25; 
EM Sciences, Hatfield, PA). Images were captured on a Zeiss LSM700 confocal microscope and pro-
cessed with Zen software, ImageJ/Fiji, and Adobe Photoshop.

AP image analysis
Only brains with fewer than five AP+ neurons/hemisphere were subjected to detailed analysis. For 
high-resolution analyses, isolated arbors were imaged in bright-field mode at 10X magnification with 
Z-planes separated by 3 µm. Grey-scale images were captured with a Zeiss Imager Z1 system in mon-
tage mode and assembled with Zeiss AxioVision software. Neurites were traced using Neuromantic 
neuronal tracing freeware (Darren Myat, http://www.reading.ac.uk/neuromantic) in semi-automatic 
mode as described (Wu et al., 2012). The total length of an axon arbor was obtained by summing up 
the lengths of the traces derived from that arbor within each tissue section. (Following dehydration in 
ethanol and equilibration in BBBA, 300 µm thick vibratome sections of brain undergo an isotropic 
volume shrinkage of 3.32+/−0.17 [Figure 4C]. Axon lengths reported here have been corrected for 
that shrinkage.) Branch points were manually scored using ImageJ/Fiji. To estimate arbor volumes, the 
smallest convex polygon encompassing all axon segments for a given arbor in the Z-stacked image for 
each 300 µm section was drawn over the image using ImageJ/Fiji, and each polygon area was calcu-
lated. Sections that contained only the subcortical axon segment were not included in the polygon 
analysis. Statistical analyses were performed with Excel and Graph-Pad. Error bars in the figures indi-
cate standard deviation (SD). p-values were calculated with the student's t test.

Quantification of AP puncta
Eight randomly selected 400 µm × 400 µm images of WT or APP/PS1+ axon arbors from each of three 
mice per genotype and per time point, with or without bexarotene treatments, were acquired with the 
Zeiss Imager Z1 system as described above. AP deposits >5 pixels in diameter (images were 620 × 620 
pixels) were manually counted using ImageJ/Fiji software. No AP axon fragmentation or AP deposits 
were detected in WT mice younger than 8 months.

Quantification of ChAT immunostained axons in motor cortex
Confocal images at Z-plane intervals of 2 µm within the interior of a 50 µm thick vibratome section 
were combined in two adjacent Z-stacks of four planes each (i.e., 8 µm thickness per Z-stack) and 
ChAT+ axon segments were traced using Neuromantic software. To estimate the length of the traced 
axon segments residing outside of each Z-stack–an artifact that results from the incomplete elimina-
tion of out-of-plane signals in the confocal image–the total length of those axon segments that were 
traced from both of the adjacent Z-stacks was measured, and found to comprise 25.4% of the total 
axon length traced for each Z-stack. As half of this overlap derives from each Z-stack and as this effect 
occurs on both surfaces of each Z-stack, the corrected axon length for each Z-stack was calculated by 
subtracting 25.4% from the total length of the trace from each Z-stack.

Bexarotene treatment of aged APP/PS1+ mice
Bexarotene was purchased from Sigma-Aldrich (SML0282) and dissolved in DMSO. Mice received 
daily gavages of 100 µl DMSO with or without bexarotene. Nine Chat-IRES-CreER;R26IAP;APP/PS1 
littermates at 7 months of age were divided into three groups of three mice per group: group 1 
received vehicle only (DMSO) daily for 14 days; group two received 100 mg/kg bexarotene daily for 
14 days; and group three received 100 mg/kg bexarotene daily for 23 days. All mice received 50–100 µg 
4HT IP at P5. Mice were perfused and analysed by AP histochemistry and immunofluorescent staining 
as described above.

For ABCA1 immunoblotting, 6 mice at 7 months of age were divided into two groups: 3 mice 
received vehicle only (DMSO) daily for 7 days, and the 3 mice received 100 mg/kg bexarotene daily for 

http://dx.doi.org/10.7554/eLife.02444
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7 days. On the eighth day, the cerebral cortices were homogenized in ∼1 ml PBS with 0.5% Triton 
X-100, 1 mM phenylmethylsulfonyl fluoride (PMSF), and complete protease inhibitor cocktail tablet 
(11697498001, Roche, Indianapolis, IN), to give a total lysate protein concentration of ∼18 µg/µl. 
Proteins in SDS sample buffer were loaded without boiling onto a 7.5% SDS/polacrylamide gel and 
immunoblotted with mouse anti-ABCA1 monoclonal antibody HJ1 (ab66217; Abcam). Conveniently, 
native mouse IgG in the extract runs at lower molecular weight than ABCA1. Monoclonal Anti-β-Actin 
antibody AC-15 (A5441; Sigma) was used as a loading control.

Acknowledgements
The authors thank Drs Glenda Halliday and Mary Ann Raghanti for advice, Dr Philip Wong for the 
APP/PS1 mice, and Lucas Hua, Dr Amir Rattner, Yulian Zhou, and two reviewers for helpful comments 
on the manuscript. Supported by the Human Frontiers Science Program, the Howard Hughes Medical 
Institute, and the Brain Sciences Institute of the Johns Hopkins University.

Additional information
Competing interests
JN: Reviewing editor, eLife. The other authors declare that no competing interests exist.

Funding

Funder
Grant reference  
number Author

Human Frontier Science Program  LT000125/2009-L Hao Wu

Howard Hughes Medical Institute  Hao Wu,  
John Williams,  
Jeremy Nathans

Brain Sciences Institute of the  
Johns Hopkins University

Jeremy Nathans

The funders had no role in study design, data collection and interpretation, or the  
decision to submit the work for publication.

Author contributions
HW, JN, Conception and design, Acquisition of data, Analysis and interpretation of data, Drafting 
or revising the article, Contributed unpublished essential data or reagents; JW, Acquisition of data, 
Analysis and interpretation of data

Ethics
Animal experimentation: This study was performed in strict accordance with the recommendations in 
the Guide for the Care and Use of Laboratory Animals of the National Institutes of Health. All of the 
animals were handled according to approved institutional animal care and use committee (IACUC) 
protocol MO13M469 of the Johns Hopkins Medical Institutions.

References
Anden N-E, Fuxe K, Hamberger B, Hokfelt T. 1966. A quantitative study on the nigro-striatal dopamine neuron 

system in the rat. Acta Physiologica Scandinavica 67:306–312.
Aznavour N, Watkins KC, Descarries L. 2005. Postnatal development of the cholinergic innervation in the dorsal 

hippocampus of rat: quantitative light and electron microscopic immunocytochemical study. The Journal of 
Comparative Neurology 486:61–75. doi: 10.1002/cne.20501.

Badea TC, Hua LZ, Smallwood PM, Williams J, Rotolo T, Ye X, Nathans J. 2009. New mouse lines for the analysis 
of neuronal morphology using CreER(T)/loxP-directed sparse labeling. Public Library of Science One 16:e7859. 
doi: 10.1371/journal.pone.0007859.

Baker KG, Halliday GM, Hornung JP, Geffen LB, Cotton RG, Törk I. 1991. Distribution, morphology and number 
of monoamine-synthesizing and substance P-containing neurons in the human dorsal raphe nucleus. 
Neuroscience 42:757–775. doi: 10.1016/0306-4522(91)90043-N.

Baskerville KA, Chang HT, Herron P. 1993. Topography of cholinergic afferents from the nucleus basalis of 
Meynert to representational areas of sensorimotor cortices in the rat. The Journal of Comparative Neurology 
335:552–562. doi: 10.1002/cne.903350407.

http://dx.doi.org/10.7554/eLife.02444
http://dx.doi.org/10.1002/cne.20501
http://dx.doi.org/10.1371/journal.pone.0007859
http://dx.doi.org/10.1016/0306-4522(91)90043-N
http://dx.doi.org/10.1002/cne.903350407


Cell biology | Neuroscience

Wu et al. eLife 2014;3:e02444. DOI: 10.7554/eLife.02444 16 of 17

Research article

Baskerville KA, Schweitzer JB, Herron P. 1997. Effects of cholinergic depletion on experience-dependent 
plasticity in the cortex of the rat. Neuroscience 80:1159–1169. doi: 10.1016/S0306-4522(97)00064-X.

Berg RW, Friedman B, Schroeder LF, Kleinfeld D. 2005. Activation of nucleus basalis facilitates cortical control of 
a brain stem motor program. Journal of Neurophysiology 94:699–711. doi: 10.1152/jn.01125.2004.

Boncristiano S, Calhoun ME, Kelly PH, Pfeifer M, Bondolfi L, Stalder M, Phinney AL, Abramowski D,  
Sturchler-Pierrat C, Enz A, Sommer B, Staufenbiel M, Jucker M. 2002. Cholinergic changes in the APP23 
transgenic mouse model of cerebral amyloidosis. The Journal of Neuroscience 22:3234–3243.

Burns A, O'Brien J, BAP Dementia Consensus group, Auriacombe S, Ballard C, Broich K, Bullock R, Feldman H, 
Ford G, Knapp M, McCaddon A, Iliffe S, Jacova C, Jones R, Lennon S, McKeith I, Orgogozo JM, Purandare N, 
Richardson M, Ritchie C, Thomas A, Warner J, Wilcock G, Wilkinson D, British Association for 
Psychopharmacology. 2006. Clinical practice with anti-dementia drugs: a consensus statement from  
British Association for Psychopharmacology. Journal of Psychopharmacology 20:732–755. doi: 10.1177/ 
0269881106068299.

Butcher LL. 1995. Cholinergic neurons and networks. In: Paxinos G, editor. The rat nervous system. New York: 
Academic Press. p. 1003–1015. 2nd edition.

Cavanagh JB. 1984. The problems of neurons with long axons. Lancet 1:1284–1287. doi: 10.1016/S0140- 
6736(84)92457-7.

Cramer PE, Cirrito JR, Wesson DW, Lee CY, Karlo JC, Zinn AE, Casali BT, Restivo JL, Goebel WD, James MJ, 
Brunden KR, Wilson DA, Landreth GE. 2012. ApoE-directed therapeutics rapidly clear β-amyloid and reverse 
deficits in AD mouse models. Science 335:1503–1506. doi: 10.1126/science.1217697.

Cunningham MG, Connor CM, Zhang K, Benes FM. 2005. Diminished serotonergic innervation of adult medial 
prefrontal cortex after 6-OHDA lesions in the newborn rat. Brain Research Developmental Brain Research 
157:124–131. doi: 10.1016/j.devbrainres.2005.02.020.

Descarries L, Gisiger V, Steriade M. 1997. Diffuse transmission by acetylcholine in the CNS. Progress in 
Neurobiology 53:603–625. doi: 10.1016/S0301-0082(97)00050-6.

Descarries L, Aznavour N, Hamel E. 2005. The acetylcholine innervation of cerebral cortex: new data on its 
normal development and its fate in the hAPP(SW,IND) mouse model of Alzheimer's disease. Journal of Neural 
Transmission 112:149–162. doi: 10.1007/s00702-004-0186-z.

Descarries L, Watkins KC, Garcia S, Beaudet A. 1982. The serotonin neurons in nucleus raphe dorsalis of adult rat: 
a light and electron microscope radioautographic study. The Journal of Comparative Neurology 207:239–254. 
doi: 10.1002/cne.902070305.

Ferraiuolo L, Kirby J, Grierson AJ, Sendtner M, Shaw PJ. 2011. Molecular pathways of motor neuron injury in 
amyotrophic lateral sclerosis. Nature Reviews Neurology 7:616–630. doi: 10.1038/nrneurol.2011.152.

Fitz NF, Cronican AA, Lefterov I, Koldamova R. 2013. Comment on “ApoE-directed therapeutics rapidly clear 
β-amyloid and reverse deficits in AD mouse models”. Science 340:924-c.

Geula C, Mesulam MM. 1989. Cortical cholinergic fibers in aging and Alzheimer's disease: a morphometric study. 
Neuroscience 33:469–481. doi: 10.1016/0306-4522(89)90399-0.

Gordon MN, Holcomb LA, Jantzen PT, DiCarlo G, Wilcock D, Boyett KW, Connor K, Melachrino J, O'Callaghan 
JP, Morgan D. 2002. Time course of the development of Alzheimer-like pathology in the doubly transgenic 
PS1+APP mouse. Experimental Neurology 173:183–195. doi: 10.1006/exnr.2001.7754.

Hamel E. 2004. Cholinergic modulation of the cortical microvascular bed. Progress in Brain Research 145:171–178. 
doi: 10.1016/S0079-6123(03)45012-7.

Jan TA, Lu L, Li CX, Williams RW, Waters RS. 2008. Genetic analysis of posterior medial barrel subfield  
(PMBSF) size in somatosensory cortex (SI) in recombinant inbred strains of mice. BMC Neuroscience 9:3.  
doi: 10.1186/1471-2202-9-3.

Jankowsky JL, Fadale DJ, Anderson J, Xu GM, Gonzales V, Jenkins NA, Copeland NG, Lee MK, Younkin LH, 
Wagner SL, Younkin SG, Borchelt DR. 2004. Mutant presenilins specifically elevate the levels of the 42 residue 
beta-amyloid peptide in vivo: evidence for augmentation of a 42-specific gamma secretase. Human Molecular 
Genetics 13:159–170. doi: 10.1093/hmg/ddh019.

Kilgard MP, Merzenich MM. 1998. Cortical map reorganization enabled by nucleus basalis activity. Science 
279:1714–1718. doi: 10.1126/science.279.5357.1714.

Kovacević N, Henderson JT, Chan E, Lifshitz N, Bishop J, Evans AC, Henkelman RM, Chen XJ. 2005. A three- 
dimensional MRI atlas of the mouse brain with estimates of the average and variability. Cerebral Cortex 15:639–645.

Landreth GE, Cramer PE, Lakner MM, Cirrito JR, Wesson DW, Brunden KR, Wilson DA. 2013. Response to 
comments on “ApoE-directed therapeutics rapidly clear β-amyloid and reverse deficits in AD mouse models”. 
Science 340:924-g.

Lucas-Meunier E, Fossier P, Baux G, Amar M. 2003. Cholinergic modulation of the cortical neuronal network. 
Pflugers Archiv 446:17–29. doi: 10.1007/s00424-002-0999-2.

Matsuda W, Furuta T, Nakamura KC, Hioki H, Fujiyama F, Arai R, Kaneko T. 2009. Single nigrostriatal dopaminergic 
neurons form widely spread and highly dense axonal arborizations in the neostriatum. The Journal of Neuroscience 
29:444–453. doi: 10.1523/JNEUROSCI.4029-08.2009.

McKinney M, Coyle JT, Hedreen JC. 1983. Topographic analysis of the innervation of the rat neocortex and 
hippocampus by the basal forebrain cholinergic system. The Journal of Comparative Neurology 217:103–121. 
doi: 10.1002/cne.902170109.

Mechawar N, Cozzari C, Descarries L. 2000. Cholinergic innervation in adult rat cerebral cortex: a  
quantitative immunocytochemical description. The Journal of Comparative Neurology 428:305–318.  
doi: 10.1002/1096-9861(20001211)428:23.0.CO;2-Y.

http://dx.doi.org/10.7554/eLife.02444
http://dx.doi.org/10.1016/S0306-4522(97)00064-X
http://dx.doi.org/10.1152/jn.01125.2004
http://dx.doi.org/10.1177/0269881106068299
http://dx.doi.org/10.1177/0269881106068299
http://dx.doi.org/10.1016/S0140-6736(84)92457-7
http://dx.doi.org/10.1016/S0140-6736(84)92457-7
http://dx.doi.org/10.1126/science.1217697
http://dx.doi.org/10.1016/j.devbrainres.2005.02.020
http://dx.doi.org/10.1016/S0301-0082(97)00050-6
http://dx.doi.org/10.1007/s00702-004-0186-z
http://dx.doi.org/10.1002/cne.902070305
http://dx.doi.org/10.1038/nrneurol.2011.152
http://dx.doi.org/10.1016/0306-4522(89)90399-0
http://dx.doi.org/10.1006/exnr.2001.7754
http://dx.doi.org/10.1016/S0079-6123(03)45012-7
http://dx.doi.org/10.1186/1471-2202-9-3
http://dx.doi.org/10.1093/hmg/ddh019
http://dx.doi.org/10.1126/science.279.5357.1714
http://dx.doi.org/10.1007/s00424-002-0999-2
http://dx.doi.org/10.1523/JNEUROSCI.4029-08.2009
http://dx.doi.org/10.1002/cne.902170109
http://dx.doi.org/10.1002/1096-9861(20001211)428:23.0.CO;2-Y


Cell biology | Neuroscience

Wu et al. eLife 2014;3:e02444. DOI: 10.7554/eLife.02444 17 of 17

Research article

Mechawar N, Watkins KC, Descarries L. 2002. Ultrastructural features of the acetylcholine innervation in the 
developing rat parietal cortex. The Journal of Comparative Neurology 443:250–258. doi: 10.1002/cne.10114.

Mengler L, Khmelinskii A, Diedenhofen M, Po C, Staring M, Lelieveldt BP, Hoehn M. 2013. Brain maturation  
of the adolescent rat cortex and striatum: changes in volume and myelination. Neuroimage 84C:35–44.  
doi: 10.1016/j.neuroimage.2013.08.034.

Mesulam MM. 2004. The cholinergic innervation of the human cerebral cortex. Progress in Brain Research 
145:67–78. doi: 10.1016/S0079-6123(03)45004-8.

Miettinen RA, Kalesnykas G, Koivisto EH. 2002. Estimation of the total number of cholinergic neurons containing 
estrogen receptor-alpha in the rat basal forebrain. The Journal of Histochemistry and Cytochemistry 50:891–902. 
doi: 10.1177/002215540205000703.

Paxinos G, Franklin KBJ. 2001. The mouse brain in stereotaxic coordinates. New York: Academic Press, 2nd edition.
Perez SE, Dar S, Ikonomovic MD, DeKosky ST, Mufson EJ. 2007. Cholinergic forebrain degeneration in the 

APPswe/PS1DeltaE9 transgenic mouse. Neurobiology of Disease 28:3–15. doi: 10.1016/j.nbd.2007.06.015.
Perge JA, Niven JE, Mugnaini E, Balasubramanian V, Sterling P. 2012. Why do axons differ in caliber? The Journal 

of Neuroscience 32:626–638. doi: 10.1523/JNEUROSCI.4254-11.2012.
Price AR, Xu G, Siemienski ZB, Smithson LA, Borchelt DR, Golde TE, Felsenstein KM. 2013. Comment on 

“ApoE-directed therapeutics rapidly clear β-amyloid and reverse deficits in AD mouse models”. Science 340:924-d.
Raghanti MA, Simic G, Watson S, Stimpson CD, Hof PR, Sherwood CC. 2011. Comparative analysis of the 

nucleus basalis of Meynert among primates. Neuroscience 184:1–15. doi: 10.1016/j.neuroscience.2011.04.008.
Raghanti MA, Stimpson CD, Marcinkiewicz JL, Erwin JM, Hof PR, Sherwood CC. 2008a. Cholinergic innervation 

of the frontal cortex: differences among humans, chimpanzees, and macaque monkeys. The Journal of 
Comparative Neurology 506:409–424. doi: 10.1002/cne.21546.

Raghanti MA, Stimpson CD, Marcinkiewicz JL, Erwin JM, Hof PR, Sherwood CC. 2008b. Differences in cortical 
serotonergic innervation among humans, chimpanzees, and macaque monkeys: a comparative study. Cerebral 
Cortex 18:584–597. doi: 10.1093/cercor/bhm089.

Rilling JK, Insel TR. 1999. The primate neocortex in comparative perspective using magnetic resonance imaging. 
Journal of Human Evolution 37:191–223. doi: 10.1006/jhev.1999.0313.

Rotolo T, Smallwood PM, Williams J, Nathans J. 2008. Genetically-directed, cell type-specific sparse labeling for 
the analysis of neuronal morphology. Public Library of Science One 3:e4099. doi: 10.1371/journal.pone.0004099.

Saper CB. 1984. Organization of cerebral cortical afferent systems in the rat. II. Magnocellular basal nucleus. The 
Journal of Comparative Neurology 222:313–342. doi: 10.1002/cne.902220302.

Sato H, Hata Y, Masui H, Tsumoto T. 1987. A functional role of cholinergic innervation to neurons in the cat visual 
cortex. Journal of Neurophysiology 58:765–780.

Schliebs R, Arendt T. 2011. The cholinergic system in aging and neuronal degeneration. Behavioural Brain 
Research 221:555–563. doi: 10.1016/j.bbr.2010.11.058.

Schmitz G, Langmann T. 2005. Transcriptional regulatory networks in lipid metabolism control ABCA1 expression. 
Biochimica et Biophysica Acta 1735:1–19. doi: 10.1016/j.bbalip.2005.04.004.

Smith DH. 2009. Stretch growth of integrated axon tracts: extremes and exploitations. Progress in Neurobiology 
89:231–239. doi: 10.1016/j.pneurobio.2009.07.006.

Tesseur I, Lo AC, Roberfroid A, Dietvorst S, Van Broeck B, Borgers M, Gijsen H, Moechars D, Mercken M, Kemp J, 
D'Hooge R, De Strooper B. 2013. Comment on “ApoE-directed therapeutics rapidly clear β-amyloid and 
reverse deficits in AD mouse models”. Science 340:924-e.

Underwood MD, Khaibulina AA, Ellis SP, Moran A, Rice PM, Mann JJ, Arango V. 1999. Morphometry of the 
dorsal raphe nucleus serotonergic neurons in suicide victims. Biological Psychiatry 46:473–483. doi: 10.1016/
S0006-3223(99)00043-8.

Underwood MD, Mann JJ, Arango V. 2007. Morphometry of dorsal raphe nucleus serotonergic neurons in 
alcoholism. Alcoholism, Clinical and Experimental Research 31:837–845. doi: 10.1111/j.1530-0277.2007.00365.x.

Vaucher E, Hamel E. 1995. Cholinergic basal forebrain neurons project to cortical microvessels in the rat: electron 
microscopic study with anterogradely transported Phaseolus vulgaris leucoagglutinin and choline 
acetyltransferase immunocytochemistry. The Journal of Neuroscience 15:7427–7441.

Veeraraghavalu K, Zhang C, Miller S, Hefendehl JK, Rajapaksha TW, Ulrich J, Jucker M, Holtzman DM, Tanzi RE, 
Vassar R, Sisodia SS. 2013. Comment on “ApoE-directed therapeutics rapidly clear β-amyloid and reverse 
deficits in AD mouse models”. Science 340:924-f.

Vertes RP, Crane AM. 1997. Distribution, quantification, and morphological characteristics of serotonin-
immunoreactive cells of the supralemniscal nucleus (B9) and pontomesencephalic reticular formation in the rat. 
The Journal of Comparative Neurology 378:411–424. doi: 10.1002/(SICI)1096-9861(19970217)378:33.0.CO;2-6.

Wittner L, Henze DA, Záborszky L, Buzsáki G. 2007. Three-dimensional reconstruction of the axon arbor of a CA3 
pyramidal cell recorded and filled in vivo. Brain Structure & Function 212:75–83. doi: 10.1007/s00429-007-0148-y.

Woolf NJ, Hernit MC, Butcher LL. 1986. Cholinergic and non-cholinergic projections from the rat basal forebrain 
revealed by combined choline acetyltransferase and Phaseolus vulgaris leucoaglutinin immunohistochemstry. 
Neuroscience Letters 66:281–286. doi: 10.1016/0304-3940(86)90032-7.

Wu H, Williams J, Nathans J. 2012. Morphologic diversity of cutaneous sensory afferents revealed by genetically 
directed sparse labeling. eLife 1:e00181. doi: 10.7554/eLife.00181.

Zhu XO, Waite PM. 1998. Cholinergic depletion reduces plasticity of barrel field cortex. Cerebral Cortex 8:63–72. 
doi: 10.1093/cercor/8.1.63.

http://dx.doi.org/10.7554/eLife.02444
http://dx.doi.org/10.1002/cne.10114
http://dx.doi.org/10.1016/j.neuroimage.2013.08.034
http://dx.doi.org/10.1016/S0079-6123(03)45004-8
http://dx.doi.org/10.1177/002215540205000703
http://dx.doi.org/10.1016/j.nbd.2007.06.015
http://dx.doi.org/10.1523/JNEUROSCI.4254-11.2012
http://dx.doi.org/10.1016/j.neuroscience.2011.04.008
http://dx.doi.org/10.1002/cne.21546
http://dx.doi.org/10.1093/cercor/bhm089
http://dx.doi.org/10.1006/jhev.1999.0313
http://dx.doi.org/10.1371/journal.pone.0004099
http://dx.doi.org/10.1002/cne.902220302
http://dx.doi.org/10.1016/j.bbr.2010.11.058
http://dx.doi.org/10.1016/j.bbalip.2005.04.004
http://dx.doi.org/10.1016/j.pneurobio.2009.07.006
http://dx.doi.org/10.1016/S0006-3223(99)00043-8
http://dx.doi.org/10.1016/S0006-3223(99)00043-8
http://dx.doi.org/10.1111/j.1530-0277.2007.00365.x
http://dx.doi.org/10.1002/(SICI)1096-9861(19970217)378:33.0.CO;2-6
http://dx.doi.org/10.1007/s00429-007-0148-y
http://dx.doi.org/10.1016/0304-3940(86)90032-7
http://dx.doi.org/10.7554/eLife.00181
http://dx.doi.org/10.1093/cercor/8.1.63

