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In designing a randomized controlled trial, it has been argued that trialists
should consider existing evidence about the likely intervention effect. One
approach is to form a prior distribution for the intervention effect based on a
meta-analysis of previous studies and then power the trial on its ability to affect
the posterior distribution in a Bayesian analysis. Alternatively, methods have
been proposed to calculate the power of the trial to influence the “pooled” esti-
mate in an updated meta-analysis. These two approaches can give very different
results if the existing evidence is heterogeneous, summarised using a random
effects meta-analysis. We argue that the random effects mean will rarely repre-
sent the trialist's target parameter, and so, it will rarely be appropriate to power
a trial based on its impact upon the random effects mean. Furthermore, the ran-
dom effects mean will not generally provide an appropriate prior distribution.
More appropriate alternatives include the predictive distribution and shrink-
age estimate for the most similar study. Consideration of the impact of the trial
on the entire random effects distribution might sometimes be appropriate. We
describe how beliefs about likely sources of heterogeneity have implications for
how the previous evidence should be used and can have a profound impact on
the expected power of the new trial. We conclude that the likely causes of het-
erogeneity among existing studies need careful consideration. In the absence of
explanations for heterogeneity, we suggest using the predictive distribution from
the meta-analysis as the basis for a prior distribution for the intervention effect.
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1 INTRODUCTION

Applications for funding for a new clinical trial increasingly require reference to or performance of a systematic review of
the literature.1 Chalmers and Lau2 argued in 1996 that “meta-analyses of the pertinent published trials of the same therapy
should always be undertaken before the start of a new trial, and the results examined to help determine the design of a
new trial or determine if a trial should be undertaken at all.” Some epidemiology journals now require consideration of
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how the results of a new study update the evidence base.3 A recent survey of trialists shows that many think they “should”
be using evidence synthesis more than they do at present to inform both the design and analysis of a new trial.4

Most trials recently funded by the UK National Institute for Health Research Health Technology Assessment refer-
enced a systematic review in their application,5,6 suggesting increasing awareness of previous evidence.7,8 Common uses
of systematic reviews to inform trial design include justification of the intervention comparison, outcome definition, or
duration of follow up.4-6 Occasionally, meta-analysis has been used to inform the size of the intervention effect the trial is
powered to detect and hence sample size calculations.6,9,10 None of these reviews mention explicit use of prior evidence
on the likely intervention effect through Bayesian methods. However, existing evidence provides valuable information on
the likely values that the treatment effect in a new trial might take. Furthermore, a new study will add to the evidence
base, and the results should be interpreted accordingly.

A meta-analysis of previous trials can be used to formulate a prior distribution for the intervention effect in a new trial.11

This prior distribution might be incorporated at the analysis stage and/or could be used in various ways in trial design.
For example, an alternative to calculating the power to detect some prespecified intervention effect is to calculate the
average or expected power across a prior distribution.12-15 The “assurance” or “expected power” of a trial quantifies, for
each sample size, the probability under the prior distribution of the new trial leading to a rejection of the null hypothesis.16

Expected power can be calculated even if the prior distribution will not be incorporated at the analysis stage: this has been
called a “hybrid classical-Bayesian” approach.12-14,16 Alternatively, we can calculate the expected power of the new trial to
impact upon the posterior distribution in a Bayesian analysis, which combines the prior information with the results from
the trial.12 The latter is related to “pre-posterior” analysis, a broader “fully” Bayesian approach, in which a loss function
is averaged across a prior distribution.17,18

It has also been proposed that one might calculate the power of a new trial to impact upon the pooled estimate from
an updated meta-analysis.19-21 Roloff et al20 provide formulae to estimate the power conditional on some prespecified true
intervention effect, whereas Sutton et al19,21 describe an approach to calculate the expected power to impact upon the
meta-analytic summary, averaged across a prior distribution.

Meta-analysis models depend on the degree of heterogeneity in treatment effects between studies. Between-study het-
erogeneity is common and is usually accommodated by use of a random effects model. This model is usually summarized
with the estimated random effects mean. However, this focus has been questioned, and other summaries are available,
including the predictive distribution and shrinkage estimates.22-25 The random effects mean is an estimate of the average
intervention effect across the set of trials in the meta-analysis but might not represent any one trial population. Crucially,
it might not represent the population of interest to the trialist.

In this paper, we take the perspective of a trialist planning a new randomized trial of an intervention versus control. We
consider the situation where the trialist wants to utilize relevant information from a meta-analysis of previous studies by
powering the trial based on its ability either to (i) affect the posterior distribution in a Bayesian analysis of the trial data
incorporating prior information from the meta-analysis or (ii) impact upon the estimated mean in an updated random
effects meta-analysis. We describe in Section 2 how, in the presence of heterogeneity, these two approaches implicitly
make different assumptions about the relationship between the new trial data and the trialist's target parameter (ie, the
parameter that he or she aims to make inference on, defined by the patient population, intervention, comparator, and
primary outcome; PICO). In Section 3, we discuss various possible interpretations of heterogeneity in the meta-analysis
and how these should impact upon the choice of approach and on the most appropriate prior distribution for a Bayesian
analysis. In doing so, we draw on related arguments made about the choice of treatment effect estimate to incorporate into
a health economic decision model.26-30 We demonstrate the large impact that the trialist's decisions on these matters can
have in practice, using Bayesian expected power calculations in a hypothesis testing framework12,19 as a simple example.

2 HOW DO THE HISTORIC DATA AND THE NEW DATA RELATE TO THE
TRIALIST'S TARGET PARAMETER?

We assume that the trialist has a specific target parameter to estimate. In this section, we consider the relationship between
this target parameter, the historic data, and the data from the new trial. We consider fixed effect and random effects
meta-analysis in turn.

For ease of exposition, we present formulae based on normal approximations whenever possible. Extensions to other
likelihoods (eg, binomial likelihood for binary outcomes) are straightforward within a Bayesian statistical framework
using Markov chain Monte Carlo simulation.19,31
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2.1 Fixed effect meta-analysis
First, consider the case where the evidence from the previous trials was homogeneous, summarised with a fixed effect
meta-analysis model. This model assumes that the true effect of the intervention relative to a comparator, 𝛿, is identical
across all included studies, with all observed variability in effect estimates being due to sampling variation

𝑦i ∼ Normal
(
𝛿, 𝑠𝑒2

i
)
,

where yi is the estimated intervention effect (eg, log odds ratio) in study i = 1, … ,m, and 𝑠𝑒2
i is an estimate of its variance

(assumed known).
Even if there is no heterogeneity in the meta-analysis, the trialist needs to consider carefully whether the target of

inference in the new trial is the same parameter, 𝛿. This might not be the case, for example, if all previous trials were in
a different population or suspected to be at high risk of bias. However, if the trialist is indeed comfortable that the new
trial will be homogeneous with the previous trials, then either of the following analyses might be planned:

i. Basing an informative prior distribution for 𝛿 on the current summary estimate from the fixed effect meta-analysis.
Performing a Bayesian analysis of the new trial data, incorporating this prior distribution.

ii. Updating the fixed effect meta-analysis to incorporate the new trial data.

These two analyses are equivalent. As such, it is equivalent to power the new trial based on its ability to impact upon
either of these two analyses.

2.2 Random effects meta-analysis
In practice, some degree of heterogeneity should be expected in many meta-analyses.32 This can be accommodated with a
random effects model, in which the intervention effects across different studies are assumed to be drawn from a common
normal distribution rather than being identical

𝑦i ∼ Normal
(
𝛿i, 𝑠𝑒

2
i
)

𝛿i ∼ Normal
(
𝜇, 𝜏2) ,

where 𝜇 and 𝜏 denote the mean and standard deviation of the distribution of true intervention effects across studies.
In published meta-analyses, attention is generally focused primarily on the estimate of the mean 𝜇.33 It has, how-
ever, been argued for many years that less emphasis should be placed on this estimate, which does not communicate
the extent of variability between study results.22-24 The greater the amount of heterogeneity, the less meaningful is the
random-effects mean.

For example, Figure 1 shows data from 17 studies investigating the effectiveness of intravenous immunoglobulin (IVIG)
versus standard care for severe sepsis and sepsis shock,29,34 in the management of adult patients in intensive care. The
outcome is all-cause mortality. A fixed effect meta-analysis estimates the odds ratio (OR) in all trials to be 0.65 (95% cred-
ible interval, Cr-I, 0.52 to 0.80). However, there is strong evidence of statistical heterogeneity, such that a random effects
meta-analysis would generally be considered more appropriate. The summary OR from a random effects meta-analysis
is 0.45 (95% Cr-I 0.28 to 0.67), indicating strong evidence that IVIG reduces mortality on average across studies. The
between-study standard deviation on the log odds ratio scale 𝛿 is estimated as 0.54 (95% Cr-I 0.26 to 1.02).

Despite the existing strong evidence for an intervention effect “on average”, as there is heterogeneity it is unclear what
the effect in any individual trial might be. There are many reasons therefore why a new trial of IVIG versus standard care
might be planned: for example, to quantify the intervention effect in a specific patient population, or if estimates from
some or all previous studies were considered likely to be biased away from the null.

Let us denote the trialist's target parameter by 𝜃. He or she needs to consider carefully the relationship between this
parameter and the information from the meta-analysis. We will consider this in depth in the next section. For now, assume
that some prior distribution for 𝜃 has been formulated based on the meta-analysis

𝜃 ∼ Normal
(
𝜃0, 𝜎0

2) . (1)

We now distinguish between the situation where the trialist's analysis of interest is (i) a Bayesian analysis of the new trial
data, incorporating this prior distribution, or (ii) an updated random effects meta-analysis. Unlike in the fixed-effect case
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FIGURE 1 Forest plot showing results from a meta-analysis of trials investigating the effect of intravenous immunoglobulin for severe
sepsis and sepsis shock on all-cause mortality, relative to standard care. Results are from Bayesian fixed and random effects meta-analyses
fitted in WinBUGS, assuming binomial likelihoods. The Bayesian random effects meta-analysis accounts for uncertainty in the estimation of
the between-studies standard deviation 𝜏, which is estimated as 0.54 (95% credible interval 0.26 to 1.02), ie, there is strong evidence of
heterogeneity in the meta-analysis. The dashed vertical line indicates the random effects mean

(Section 2.1), these two analyses are not equivalent. As such, powering the trial based on its ability to impact upon each
of these analyses can imply very different necessary sample sizes. To demonstrate this, we provide formulae for “expected
power” calculations in each case.

To help determine which of the two analyses should be of most interest to the trialist, we consider the implications of
the choice of analysis for the assumed relationship between the new trial data and the target parameter, 𝜃.

i. Bayesian analysis of the new trial, incorporating the prior information

The new trial will provide data, for example, log odds ratio, with approximate normal distribution 𝑦new ∼
Normal

(
𝜃, 𝑠𝑒2

new
)
. As in any standard sample size or power calculation, we re-express 𝑠𝑒2

new as 𝜎2/n, where n is the num-
ber of patients in the new trial and 𝜎 is the standard deviation of patient-level outcomes. Some value needs to be assumed
for this, such as the median value of 𝑠𝑒i

√
ni across previous trials.

We can also re-express the prior variance (Equation (1)) in this format, ie, 𝜎0
2 = 𝜎2/n0. This allows the amount of

information contained in the prior distribution to be quantified as equivalent to trial data on n0 patients.
A Bayesian analysis, incorporating the prior distribution, will produce the following posterior distribution for 𝜃:

𝜃 ∣𝑦new ∼ Normal
(

n0𝜃0 + 𝑛𝑦new

n0 + n
,

𝜎2

n0 + n

)
.

Let 𝜃 < 0 indicate a benefit of the intervention relative to the control. Say that the new trial will test the hypothesis
H0 : 𝜃 > 𝜃* versus H1 : 𝜃 < 𝜃*, for some 𝜃* ≤ 0. For example, 𝜃* might be zero, or the minimal clinically important difference
(MCID). The “Bayesian significance” can be defined as the posterior probability of the null hypothesis being less than
some cut-off, say 𝛼, ie, the null hypothesis will be rejected if Pr(𝜃 > 𝜃*| y) < 𝛼.12
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The “expected power,” ie, the expected probability of a significant result, averaging across the prior distribution for 𝜃,
(expression (1)) is12 (see also our Appendix)

1 − Φ

(√
n0

n

(
z1−𝛼 +

(𝜃0 − 𝜃∗)
√

n0 + n
𝜎

))
, (2)

where Φ denotes the distribution function of the standard normal distribution and z1 − 𝛼 is its 100 × (1 − 𝛼) percentile.
As n increases to infinity, the expected power tends to

1 − Φ

(
𝜃0 − 𝜃∗

𝜎∕
√

n0

)
, (3)

the prior probability that 𝜃 < 𝜃*. Alternatively, as n0 tends to 0 (representing no prior information), expression (2) tends
to 0.5, representing true clinical equipoise.

ii Updated random effects meta-analysis

We now consider the situation where the trialist's main analysis of interest is an updated random effects meta-analysis.
Following approaches suggested in other works,19-21 he or she might then power the new trial based on its ability to impact
upon the estimated random effects mean. It has been shown that doing so has some counter-intuitive consequences.19,28

In particular, if there is considerable heterogeneity in the meta-analysis then a new trial, however large, has little ability
to change the estimate of the random effects mean, and so might not be considered worthwhile.19,35 Further, multiple
smaller studies may be more “powerful” than one larger study.19,20,28,36

An updated estimate of the random effects mean will not be the same as the result from a Bayesian analysis of the new
trial data unless 𝜏 = 0, ie, there is no heterogeneity. In order for the two approaches to be equivalent, we would have to
assume that the new trial data will not directly estimate the target parameter (𝜃): a rather strange concept in most scenarios.
Powering the trial based on its ability to affect the random effects mean implicitly assumes that a new study of size n
provides data ynew ∣ 𝛿∼Normal(𝛿, 𝜎2/n) where 𝛿∼Normal(𝜃, 𝜏2), or, equivalently, ynew ∼Normal(𝜃, (𝜎2/n) + 𝜏2). That is,
the variance of the assumed likelihood is essentially inflated by an additive factor of 𝜏2. See the Appendix for more details.
The ability of the new study to affect inference about 𝜃 is limited by this assumed additional variability.

In Section 3, we will discuss when, if ever, it might be appropriate for a trialist to power the trial based on its ability
to affect the random effects mean. For now, let us assume that this is the analysis of interest. Sutton et al19,37 describe
a flexible simulation-based approach to calculating the expected power of a new study to influence the random effects
mean. In the Appendix, we derive a closed-form approximate formula based on the same principles, for the special case
where there is a normal likelihood and the between-studies standard deviation 𝜏 is treated as known.

The expected probability of rejecting the null hypothesis that 𝜃 > some value 𝜃*is then

1 − Φ
⎛⎜⎜⎝
√√√√(

𝜎2∕n
)
+ 𝜏2(

𝜎2∕n0
) z1−𝛼 +

(
𝜃0 − 𝜃∗(
𝜎∕

√
n0
))

√√√√1 +
(
𝜎2∕n

)
+ 𝜏2(

𝜎2∕n0
) ⎞⎟⎟⎠ . (4)

As we would expect, this reduces to expression (2) if 𝜏 = 0. As n increases to infinity, the expected power tends to

1 − Φ

(√
𝜏2(

𝜎2∕n0
)z1−𝛼 +

(
𝜃0 − 𝜃∗(
𝜎∕

√
n0
))√

1 + 𝜏2(
𝜎2∕n0

)) , (5)

which reduces with increasing 𝜏 and has a maximum of 1 − Φ
(

𝜃0−𝜃∗

(𝜎∕√n0)

)
(= expression (3)) when 𝜏 = 0.

Demonstration of the impact of the choice of analysis.
The impact of the choice between analysis (i) and (ii) will be large in the presence of considerable heterogeneity in the

meta-analysis. For example, say that we were planning a new trial of IVIG versus standard care. Let us say, hypothetically,
that the minimum clinical difference to change practice was 𝜃* = log (0.6) = −0.51. We note that this is probably an
unrealistically large MCID given that the outcome is mortality, but we have selected a value within the 95% Cr-I for the
current estimate of the random effects mean for demonstration purposes.
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FIGURE 2 “Expected power” of a new study of intravenous immunoglobulin versus control, in testing the hypothesis H0 : OR > 0.6 versus
H1 : OR < 0.6. We take 𝛼 = 0.05 and assume 𝜎 = 4.47, estimated as median

(
𝑠𝑒i

√
ni
)

across trials in the meta-analysis, where sei is the standard
error of the log odds ratio and ni is the number of patients in trial i. We averaged across the following prior distribution for the target parameter:
𝜃 ∼ Normal(−0.81, 𝜎2/415). The following expected power calculations are then shown: (i) hybrid classical-Bayesian, in which the new trial
is analyzed in isolation; (ii) power to affect the posterior distribution in a Bayesian analysis (expression (2)); (iii) power to impact upon the
random effects mean (expression (4)). In applying expression (4), we assumed a fixed value of 𝜏 = 0.54, the estimate from the meta-analysis

Let us assume for now that we have based our prior distribution for the intervention effect on the current random
effects mean: we will discuss other options in Section 3. We approximated this by a Normal(−0.81, 𝜎2/415) distribution for
the log odds ratio. Note that the amount of information contained in this prior distribution is equivalent to trial data on
415 patients. Say that we will reject the null hypothesis if the posterior probability is at least 95%, ie, 𝛼 = 0.05 so that
z1 − 𝛼= 1.65.

As a baseline case, on Figure 2 we show the expected power of the new trial based on the hybrid classical-Bayesian
approach, ie, if the new trial data will be analyzed in isolation, without incorporating any previous information from the
meta-analysis (see Spiegelhalter et al12 for formulae). We also show the expected power of the new trial to impact upon
the posterior distribution in a Bayesian analysis (approach (i): expression (2)). Each of these has a maximum possible
value of 91%, which is the prior probability of H1 (OR < 0.6) (expression (3)). The expected power is greater, especially at
smaller sample sizes, if the prior information will be incorporated at the analysis stage.

If, instead, approach (ii) is taken, ie, the trial is powered on its ability to impact upon the updated random effects
mean, the maximum expected power is only 32% (expression (4)). Given the heterogeneity in the meta-analysis, a new
trial has very little ability to impact upon the random effects mean so would almost certainly not be considered worth-
while. Further, as shown in Figure 2, the expected power is already close to its theoretical maximum for a sample size of
500 patients so that there is essentially no benefit of a larger sample size than this.

3 INTERPRETATIONS OF HETEROGENEITY: IMPLICATIONS FOR THE
CHOICE OF ANALYSIS AND CHOICE OF PRIOR DISTRIBUTION

Although heterogeneity in a meta-analysis can be notoriously difficult to explain, it is helpful to at least conceptualize the
various possible causes to determine how a given meta-analysis might be used most appropriately in trial design.

We distinguish between four potential sources of heterogeneity, building on an earlier categorisation of Ades et al26 and
previous distinctions made between “true” and “artefactual” variation,24,38 also termed “diversity” and “bias.”

3.1 Variation in the target parameter
Trials included in a meta-analysis will tend to vary in some aspects of their protocols,25,39 for example, recruiting from
patient populations that differ in terms of baseline severity or demographic factors. These factors only translate into
heterogeneity if they interact with the intervention effect. As each trial in the meta-analysis will have been designed to
estimate the intervention effect for a specific PICO, this means that the target parameter varies across trials.



JONES ET AL. 4671

The trialist's own target of inference, 𝜃, will be the intervention effect relating to a specific patient population and
protocol. Clearly, the new trial will be designed to estimate 𝜃 directly, such that an updated random effects meta-analysis
is not the analysis of interest to the trialist. However, a Bayesian analysis of the new trial data incorporating an informative
prior distribution based on the meta-analysis might be planned. The average intervention effect across the previous diverse
set of studies (the random effects mean) is unlikely to be a good prediction of the effect in the new trial. As such, it will
not generally be appropriate to base the prior distribution for 𝜃 on the existing random effects mean. We suggest that it
will generally be much more appropriate to base the prior on one of the following.

1. Predictive distribution

Given estimates of 𝜇 and 𝜏 from the existing data, the predictive distribution for the intervention effect in a new study,
drawn from the distribution of random effects, is

𝛿new ∣ 𝜇, 𝜏 ∼ Normal(𝜇, 𝜏2).

This can be summarized by an interval indicating the likely range in which the true effect in a future study might lie,
given the heterogeneity in the meta-analysis.23,24 For example, for the IVIG meta-analysis, the predicted OR in a new
study is 0.45 but with a wide 95% predictive interval running from 0.12 to 1.54 (Figure 1). If the trialist thinks it likely that
the intervention effect varies according to trial characteristics but the precise sources of this variation are unknown, we
suggest this would be the most sensible basis of a prior for the intervention effect in a new trial. This avoids making the
strong assumption that the effect in the new trial will be the same as the average.

2. Posterior distribution/shrinkage estimate

For estimated 𝜇 and 𝜏 from data D (defined as the set of data on all m studies), the posterior distribution of the
intervention effect in study i is23

𝛿i ∣ 𝜇, 𝜏,D∼N

(
𝜏2𝑦i + 𝑠𝑒2

i 𝜇

𝜏2 + 𝑠𝑒2
i

,
𝜏2𝑠𝑒2

i

𝜏2 + 𝑠𝑒2
i

)
.

An estimate of the posterior mean for a particular study is known as the shrinkage estimate since each posterior inter-
vention effect is shrunk toward the average 𝜇 compared with the observed effect. The posterior variance is also reduced
relative to 𝑠𝑒2

i by “borrowing strength” from the other studies. On Figure 1 we show shrinkage estimates with 95% credi-
ble intervals for each of the IVIG studies. For example, we see that the posterior estimate for the Werdan trial is an OR of
0.99 (95% Cr-I 0.72 to 1.37). Thus, even after the shrinkage, there is no evidence of an intervention effect in that study.

If the target parameter is believed to vary across trials in the meta-analysis, the shrinkage estimate from the trial with
characteristics most similar to the new trial (ie, addressing the most similar PICO) might be an appropriate basis for a
prior distribution.

3. Meta-regression

Ideally, observed heterogeneity should be explained rather than simply accommodated within a random effects
meta-analysis.22,25,40-42 This might be possible to some extent using meta-regression, in which the intervention effect is
regressed on one or more recorded study characteristics.43 A random effects meta-regression is usually used, which allows
for some degree of residual, unexplained heterogeneity in the meta-analysis. This takes the form

𝛿i ∼ Normal
(
𝛼 + 𝛽Ci, 𝜏

2
R
)
,

where Ci is the recorded study characteristic and 𝜏R is the (residual) standard deviation of true effects around the regres-
sion line. Alternatively, the regression might be on a latent study characteristic such as the underlying control arm risk,
taken as a measure of baseline severity.44 If some of the heterogeneity is explained in this way, it makes sense to tailor the
prior distribution for the new trial to the most relevant point on the meta-regression line.

For example, Welton et al found the duration of IVIG treatment to be associated with the estimated intervention effect.29

Say, for instance, that the duration of treatment in the new trial will be three days. A meta-regression model estimates
that, on average, studies with this duration of treatment produce OR = 0.30 (95% Cr-I 0.16 to 0.54), an estimate fur-
ther from the null than the random effects mean. However, there is residual heterogeneity around the meta-regression
line: 𝜏R is estimated to be 0.35 (95% Cr-I 0.02 to 0.88). A 95% predictive interval for the intervention effect in a new
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study with this duration of treatment is 0.10 to 0.89, narrower than the full predictive interval above since some of the
heterogeneity has been accounted for. In the presence of such residual heterogeneity, we would recommend taking the
predictive distribution around the most relevant point of the meta-regression as the prior.

3.2 Measurement error
If all trials in the meta-analysis addressed precisely the same PICO or if there is no reason to believe that the intervention
effect will interact with any such factors that varied, then the target parameter is the same across the set of trials. Het-
erogeneity could however result from errors (beyond the random error due to sampling variability) in individual trials'
estimates of this target parameter. We first consider the case where these errors are random and have an expectation of
zero. We will refer to this as measurement error. This might result, for example, from “standardizing” effect estimates by
dividing by the sample standard deviation. In addition to random variation in the standard deviation as a sample statistic,
variation between trials in population standard deviations can be expected,45-47 such that even infinitely large trials with
identical mean differences would produce different estimates of the standardized mean difference. Differences between
test instruments in responsiveness would contribute further measurement error.48

If all heterogeneity in the meta-analysis was due to random errors with a Normal(0, 𝜏2) distribution, then the random
effects mean would have a valid interpretation as the single true intervention effect, in the same way as the pooled result
from a fixed effect meta-analysis. The current random effects mean would then be the most appropriate basis for a prior
distribution for this target parameter. However, if the measurement error cannot be avoided, then the new trial is expected
to estimate 𝛿∼Normal(𝜃, 𝜏2) rather than estimating 𝜃 directly.

In this special (but somewhat unrealistic) situation, the updated random effects mean would correctly estimate the
trialist's target parameter. The trialist could therefore appropriately power the new trial based on its ability to impact upon
the random effects mean, using one of the approaches described by Sutton et al19,21 (or our closed form approximation of
this: expression (4)) or Roloff et al.20

3.3 Bias
Consider again the case where all trials in the meta-analysis have tried to estimate the same target parameter but have done
so with error. Often, such errors are systematic, ie, with a non-zero expectation, such that estimates of the intervention
effect are biased. This could result from methodological flaws in trial conduct such as inadequate blinding, for example.

The trialist aims to estimate the same target parameter as the previous trials. However, unless the potential flaw will
also be present in the new trial, then the new trial is expected to estimate this directly, not with the additional random
error that the heterogeneity parameter 𝜏 represents. As such, clearly, the updated random effects mean is not the target
parameter of interest. Further, the current estimate of the random effects mean is a biased estimate of the target parameter
and therefore a poor basis for a prior distribution. The prior distribution might instead be based on analysis of a single
study or subset of studies assessed to be at low risk of bias. Alternatively, the prior distribution could be based on a
bias-adjusted meta-analysis.

Say that a recorded study characteristic represents presence or absence of a marker of risk of bias (for example, inad-
equate blinding, method of randomization, or allocation concealment), such that there are mL bias-free studies and
mH studies at risk of bias. Denoting the observed intervention effects from these studies by 𝑦L

i and 𝑦H
i , respectively,

Welton et al49 proposed bias-adjusted meta-analysis models, including

𝑦L
i ∼ Normal

(
𝛿, s2

i
)
, i = 1, … ,mL

𝑦H
i ∼ Normal

(
𝛿 + 𝛽i, s2

i
)
, i = (mL + 1) , … , (mL + mH)

𝛽i ∼ Normal(b, 𝜅2), i = (mL + 1) , … , (mL + mH) .

External evidence can be used to derive informative prior distributions for the average bias in the meta-analysis, b, and the
between-study standard deviation in bias, 𝜅,49 aiding estimation of the true intervention effect, 𝛿. Alternatively, rather than
assuming that the biases are randomly distributed across studies as above, the magnitude of these can be prespecified (with
uncertainty) by experts, based on in-depth consideration of the study characteristics.50 In the same way as the random
effects meta-regression model allows for some residual heterogeneity not explained by the recorded study characteristic,
the bias model above can be extended to allow for additional unexplained heterogeneity.49,50
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For example, in the IVIG meta-analysis, several risk of bias indicators such as inadequate blinding or allocation con-
cealment were found to be important predictors of the intervention effect estimate. See the original systematic review for
risk of bias tables.34 In an analysis allowing for bias in studies that were inadequately blinded, using informative priors
for b and 𝜅 based on the BRANDO meta-epidemiological study,51 we estimated the average intervention effect across ade-
quately blinded studies to be OR = 0.50 (95% Cr-I 0.31 to 0.78), slightly closer to the null than the random effects mean.
Taking into account the considerable residual heterogeneity in the meta-analysis after accounting for these potential
biases, the predictive interval for a new adequately blinded study remains wide, from 0.15 to 1.66. Again, in the presence
of residual heterogeneity, we would recommend using the predictive distribution around the relevant point as a prior.

3.4 Distribution of effects
Even if all studies have identical case mix and an identical protocol, with some interventions variation due to random devi-
ations from this protocol or varying unknown skill or training levels of staff involved in administering the intervention is
virtually inevitable. We refer to this as a “distribution of effects”: although the intervention effect varies, the heterogene-
ity is random, cannot be explained by covariates, and would be expected to continue if the intervention was rolled out on
a large scale.

A meta-analysis in which studies differed only in this way would be comparable to a multicenter trial: in such trials,
between-center differences are often observed, showing just how difficult it can be to replicate the same protocol in mul-
tiple centers. Variation due to random staff effects is conceivable particularly with complex interventions, for example,
for surgical or psychological interventions.52,53

Consider the case where all heterogeneity in the meta-analysis is assumed to be due to such an inherent distribution of
intervention effects, such that even with an identical patient population and protocol all of the heterogeneity is considered
inevitable in clinical practice. In this hypothetical scenario, the effect in the new study would be of no more, or less,
interest than that in any previous study. The random effects mean would be interpretable as the true average effect of
the intervention. Similar to the “measurement error” situation, the parameter estimated in the new trial is therefore
not the target parameter of interest. Instead, we can envisage that the analysis of interest is an updated random effects
meta-analysis. However, in contrast to the “measurement error” situation, the entire distribution of effects in the updated
meta-analysis is of interest, ie, the between studies variance parameter as well as the random effects mean. Other measures
representing the entire distribution of effects are also likely to be of interest, for example, the proportion of studies or
centres showing a clinically meaningful effect.

3.5 Demonstration of the impact of choice of prior distribution informed by the
meta-analysis
From the preceding subsections, we conclude that, in most situations, an updated random effects meta-analysis is not
the analysis of interest to the trialist. A Bayesian analysis of the new trial data incorporating prior information from the

TABLE 1 Characteristics of six possible prior distributions for the intervention effect in a new trial of intravenous immunoglobulin versus
standard care. All six prior distributions shown are based on normal approximations to results from Bayesian analyses of the previous data.
The implicit sample size n0 is defined as 𝜎2 divided by the variance of the prior distribution, where 𝜎 = 4.47, estimated as median

(
𝑠𝑒i

√
ni
)

across trials in the meta-analysis

Source of Prior Prior Estimate for Prior Mean Implicit Prior
OR in New Trial log(OR) Sample Probability

(95%prior interval) (𝜽0) size (n0) OR < 0.6

(1) Fixed effect meta-analysis estimate 0.65 (0.53, 0.80) −0.43 1661 0.24
(2) Random effects meta-analysis mean 0.45 (0.28, 0.67) −0.81 415 0.91
(3) Predictive distribution 0.45 (0.12, 1.54) −0.81 50 0.68
(4) Posterior / shrunken estimate from the Werdan study 0.99 (0.72, 1.37) −0.01 731 0.00
(5) Predictive distribution around duration of three days 0.30 (0.10, 0.89) −1.22 71 0.91
(6) Predictive distribution around bias-adjusted meta-analysis estimate 0.50 (0.15, 1.66) −0.68 54 0.61
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meta-analysis would generally be more appropriate. We have also highlighted that the random effects mean is unlikely
to be the most appropriate basis for a prior distribution, and we have discussed several more suitable alternatives.

Table 1 summarizes the characteristics of the various prior distributions for a potential new trial of IVIG versus standard
care that we have discussed. We include the shrinkage estimate for the Werdan trial since this was the most recent trial
and was assessed to be at low risk of bias for all domains, so could realistically be considered the most relevant. This is
not, of course, an exhaustive list of options. In each case, we approximated the point estimate and 95% prior interval given
above by a normal distribution on the log odds ratio scale to apply expression (2). For completeness, we also include a
prior distribution based on the fixed effect summary estimate. These six prior densities are displayed in Figure 3.

FIGURE 3 Six possible prior distributions for the intervention effect in a new trial of intravenous immunoglobulin versus standard care.
The vertical line is drawn at OR = 0.6. Consider that in the new trial we planned to test H0 : OR > 0.6 versus H1 : OR < 0.6. The area under
each curve to the left of the vertical line then indicates the prior probability of H1. All six prior distributions shown are based on normal
approximations to results from Bayesian analyses of the previous data (fixed and random effects meta-analysis, meta-regression with
duration as a covariate, and an analysis adjusting for inadequate blinding in some previous studies)

FIGURE 4 “Expected power” of a new study of intravenous immunoglobulin versus control, in testing the hypothesis H0 : OR > 0.6 versus
H1 : OR < 0.6. We assume here that the target of inference is the intervention effect in the new trial not the random effects mean (ie, we apply
expression 2 not 4). The plot demonstrates the impact of choice of prior distribution. The six prior distributions are described in Table 1 and
Figure 3. We take 𝛼 = 0.05 and assume 𝜎 = 4.47
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Expected power calculations will of course be highly sensitive to the choice of prior distribution if the possible priors
vary considerably (as is the case here). Figure 4 shows the results of applying expression (2) under each of these six
prior distributions, assuming as before that our hypothesis of interest is H0 : OR > 0.6 versus H1 : OR < 0.6. We see,
for example, that the expected power of a very large trial (10,000 patients) ranges from 0% to 88% across the six prior
distributions. The expected power is much lower when the predictive distribution is used compared with the prior based
on the random effects mean. This is despite these two prior distributions having the same mean, and arises because the
predictive distribution has a much lower implicit sample size (equivalently, is less precise) such that its potential impact
is limited. The prior distribution based on the Werdan study indicates that there is zero probability of the alternative
hypothesis H1 (Table 1), such that the expected power of any new trial to reject H0 is zero. Although the implicit sample
size of the predictive distribution around the meta-regression line is low, the expected power is seen to be higher than in
the other cases described because of the more optimistic prior mean.

4 DISCUSSION

In using a random effects meta-analysis in the design or analysis of a new trial, trialists must remember that the random
effects model estimates a set of intervention effects, varying across studies.23-25 Systematic reviews and meta-analyses
provide not just a single estimated intervention effect but a lens through which all available evidence can be viewed.54

The random effects mean is only an estimate of the average intervention effect across a set of studies, which should not
generally be expected to be applicable to a new trial.

The trialist needs to decide in advance whether (i) the new trial will directly estimate the target parameter or (ii) the
new data will be no more or less relevant than the data from any of the previous trials in the meta-analysis, such that
the main analysis of interest is an updated random effects meta-analysis. While we envisage that the former will usually
be the case, we have described two special situations where the latter might be true. First, the updated estimate of the
random effects mean would be the most appropriate estimate of the trialist's target parameter if all heterogeneity in the
meta-analysis was believed to be due to “measurement error” centered on 0, which seems generally unlikely in practice.
Second, an updated random effects meta-analysis could also be the main focus of interest if there is in reality a distribution
of effects that would be expected to always persist in clinical practice. However, this distribution of effects depends on both
the mean and between studies variance parameters, and a new trial will provide information on both of these. Further
work is needed to extend the ideas of expected power to the situation where a distribution of effects is of interest.

If the updated random effects meta-analysis is indeed the main focus of interest, the seemingly anomalous result that
multiple small new studies could be more powerful than one large study19,20 makes sense: this would allow us to better
estimate the true effect (after removing the “measurement error” expected in the new study) or to learn more about the
entire distribution of effects expected in practice.

If, instead, the new trial will directly estimate the target parameter of interest, a prior distribution for this can be formed
based on the random effects meta-analysis. However, basing the prior on the current estimate of the random effects
mean will not generally be appropriate. More suitable alternatives might include the predictive distribution, the poste-
rior distribution of the intervention effect from the most relevant previous study, the predictive distribution around a
meta-regression line or a bias-adjusted meta-analysis.

In reality, multiple sources of heterogeneity are likely to be present in a meta-analysis. Although in theory a model
can be formulated to properly account for any combination of sources of heterogeneity in a meta-analysis; in practice,
attempts to do so using aggregate data are limited by low power, false positive findings, confounding, or lack of reporting
of relevant variables. Clinical or other substantive input is crucial. For the IVIG example, the best-fitting model was found
to be one in which both treatment duration (or an alternative study characteristic relating to the dosing regimen) and a
risk of bias indicator were accounted for. However, an expert advisory group indicated that there was no clinical rationale
for the importance of the dosing variables.34 As such, it was concluded that a model accounting only for bias but allowing
also for residual heterogeneity was the most appropriate. More formal incorporation of expert opinion is also possible
but risks criticisms of subjectivity.55 Ideally, individual participant data should be used to explore heterogeneity in more
depth.51

If some or all heterogeneity in the meta-analysis remains unexplained, we would suggest the default approach might
be to assume that the new trial data will directly estimate the target parameter and to take the predictive distribution
(possibly around a meta-regression line or bias-adjusted analysis) as a prior. This allows for uncertainty that is ignored if
basing a prior distribution on the average across a set of previous studies and assumes that the new trial is more relevant
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to the specific hypothesis of interest than any given trial in the meta-analysis. A difficulty arises if there are very few trials
in the meta-analysis, such that the amount of heterogeneity is not well estimated, or if results from only a single previous
trial are available, such that the true amount of heterogeneity across studies is completely unknown. A potential solution
to this problem would be to use empirically based prior distributions for 𝜏32 when formulating an appropriate predictive
distribution.

In this paper, we have taken the perspective of someone designing a new clinical trial. We recognize that others might
later use the trial data for secondary analyses and these analysts may have a different focus: specifically, they might be more
interested in an updated meta-analysis. However, from the perspective of the people actually responsible for designing
the trial, we have argued that an updated meta-analysis will not usually be of primary interest.

The issues raised in this paper are also relevant to sequential methods for meta-analysis such as “trial sequential anal-
ysis,” which involve repeatedly assessing whether a meta-analysis is “conclusive” following the completion of each new
trial.36,49,50,56 These methods are similarly based on the questionable key assumption that the random effects mean is the
target parameter of interest.

Although we have taken a Bayesian approach (involving formulation and updating of prior distributions), we have
assumed that the resulting posterior will be interpreted using a hypothesis testing approach.12 One alternative to a hypoth-
esis testing approach would be to focus on the eventual precision of the posterior distribution.12,57 Alternatively, sample
sizes could be selected to optimise a utility function such as the “Expected Net Benefit” under an economic model.58,59

This is the Expected Value of Sample Information (EVSI) approach.17,28 The basic approach of averaging across a prior
distribution is identical: as noted by Sutton et al,19 “expected power” calculations might be considered a “half-way house”
between traditional sample size and EVSI calculations. The need for care in choosing a prior distribution, informed by a
meta-analysis, in the EVSI setting has been made clear.26-30 Whatever approach to trial design is used, we emphasize the
need for the same level of care.

ACKNOWLEDGEMENTS

HEJ is funded by a Medical Research Council (MRC) career development award in biostatistics (MR/M014533/1), and
NJW is supported by the MRC ConDuCT-II Hub for Trials Methodology Research. Complex Reviews Support Unit, funded
by the National Institute for Health Research (NIHR): Project Number 14/178/29.

DECLARATION OF CONFLICTING INTERESTS

The authors declare that there is no conflict of interest.

DISCLAIMER

The views and opinions expressed herein are those of the authors and do not necessarily reflect those of the NIHR, NHS
or the Department of Health

ORCID

Hayley E. Jones http://orcid.org/0000-0002-4265-2854
Nicky J. Welton http://orcid.org/0000-0003-2198-3205

REFERENCES
1. Health Technology Assessment Programme. Guidance notes for applicants completing full proposals. www.hta.ac.uk/funding/

standardcalls/FullGuidanceNotesSAF.pdf
2. Chalmers TC, Lau J. Changes in clinical trials mandated by the advent of meta-analysis. Stat Med. 1996;15(12):1263-1268; discussion 9-72.
3. Sutton AJ, Cooper NJ, Jones DR. Evidence synthesis as the key to more coherent and efficient research. BMC Med Res Methodol. 2009;9:29.
4. Clayton GL, Smith IL, Higgins JP, et al. The INVEST project: investigating the use of evidence synthesis in the design and analysis of

clinical trials. Trials. 2017;18:219.
5. Bhurke S, Cook A, Tallant A, Young A, Williams E, Raftery J. Using systematic reviews to inform NIHR HTA trial planning and design:

a retrospective cohort. BMC Med Res Methodol. 2015;15:108.
6. Jones AP, Conroy E, Williamson PR, Clarke M, Gamble C. The use of systematic reviews in the planning, design and conduct of randomised

trials: a retrospective cohort of NIHR HTA funded trials. BMC Med Res Methodol. 2013;13:50.

http://orcid.org/0000-0002-4265-2854
http://orcid.org/0000-0002-4265-2854
http://orcid.org/0000-0003-2198-3205
http://orcid.org/0000-0003-2198-3205
http://www.hta.ac.uk/funding/standardcalls/FullGuidanceNotesSAF.pdf
http://www.hta.ac.uk/funding/standardcalls/FullGuidanceNotesSAF.pdf


JONES ET AL. 4677

7. Cooper NJ, Jones DR, Sutton AJ. The use of systematic reviews when designing studies. Clin Trials. 2005;2(3):260-264.
8. Clarke M, Hopewell S, Chalmers L. Reports of clinical trials should begin and end with up-to-date systematic reviews of other relevant

evidence: a status report. J Roy Soc Med. 2007;100(4):187-190.
9. Goudie AC, Sutton AJ, Jones DR, Donald A. Empirical assessment suggests that existing evidence could be used more fully in designing

randomized controlled trials. J Clin Epidemiol. 2010;63(9):983-991.
10. Clark T, Berger U, Mansmann U. Sample size determinations in original research protocols for randomised clinical trials submitted to UK

research ethics committees: review. Bmj-Brit Med J. 2013;346.
11. Spiegelhalter DJ, Freedman LS, Parmar MKB. Bayesian approaches to randomized trials. J Roy Stat Soc Ser A. 1994;157:357-387.
12. Spiegelhalter DJ, Abrams KR, Myles JP. Bayesian Approaches to Clinical Trials and Health-Care Evaluation. Chichester, UK: John Wiley

& Sons; 2004.
13. Spiegelhalter DJ, Freedman LS. A predictive approach to selecting the size of a clinical trial, based on subjective clinical opinion. Stat Med.

1986;5(1):1-13.
14. Brown BW, Herson J, Atkinson EN, Rozell ME. Projection from previous studies: a Bayesian and frequentist compromise. Control Clin

Trials. 1987;8(1):29-44.
15. DerSimonian R. Meta-analysis in the design and monitoring of clinical trials. Stat Med. 1996;15(12):1237-1248.
16. O'Hagan A, Stevens JW, Campbell MJ. Assurance in clinical trial design. Pharm Stat. 2005;4(3):187-201.
17. Schlaifer R. Probability and statistics for business decisions: an introduction to managerial economics under uncertainty. New York, NY:

McGraw-Hill; 1959:732.
18. Raiffa H, Schlaifer R. Applied Statistical Decision Theory. Boston, MA: Division of Research, Graduate School of Business Administration,

Harvard University; 1961:356.
19. Sutton AJ, Cooper NJ, Jones DR, Lambert PC, Thompson JR, Abrams KR. Evidence-based sample size calculations based upon updated

meta-analysis. Stat Med. 2007;26(12):2479-2500.
20. Roloff V, Higgins JPT, Sutton AJ. Planning future studies based on the conditional power of a meta-analysis. Stat Med. 2013;32(1):11-24.
21. Langan D, Higgins JPT, Gregory W, Sutton AJ. Graphical augmentations to the funnel plot assess the impact of additional evidence on a

meta-analysis. J Clin Epidemiol. 2012;65(5):511-519.
22. Greenland S. Invited commentary: a critical look at some popular meta-analytic methods. Am J Epidemiol. 1994;140(3):290-296.
23. Carlin JB. Meta-analysis for 2 x 2 tables: a Bayesian approach. Stat Med. 1992;11(2):141-158.
24. Higgins JPT, Thompson SG, Spiegelhalter DJ. A re-evaluation of random-effects meta-analysis. J Roy Stat Soc Ser A. 2009;172(1):137-159.
25. Thompson SG. Why sources of heterogeneity in meta-analysis should be investigated. BMJ. 1994;309(6965):1351-1355.
26. Ades AE, Lu G, Higgins JPT. The interpretation of random-effects meta-analysis in decision models. Med Decis Making.

2005;25(6):646-654.
27. Welton NJ, White IR, Lu G, Higgins JPT, Hilden J, Ades AE. Correction: interpretation of random effects meta-analysis in decision models.

Med Decis Making. 2007;27(2):212-214.
28. Ades AE, Lu G, Claxton K. Expected value of sample information calculations in medical decision modeling. Med Decis Making.

2004;24(2):207-227.
29. Welton NJ, Soares MO, Palmer S, et al. Accounting for heterogeneity in relative treatment effects for use in cost-effectiveness models and

value-of-information analyses. Med Decis Making. 2015;35(5):608-621.
30. Welton N, Ades AE. Research decisions in the face of heterogeneity: what can a new study tell us? Health Econ. 2012;21(10):1196-1200.
31. Smith TC, Spiegelhalter DJ, Thomas A. Bayesian approaches to random-effects meta-analysis: a comparative study. Stat Med.

1995;14(24):2685-2699.
32. Turner RM, Davey J, Clarke MJ, Thompson SG, Higgins JP. Predicting the extent of heterogeneity in meta-analysis, using empirical data

from the Cochrane database of systematic reviews. Int J Epidemiol. 2012;41(3):818-827.
33. Riley RD, Higgins JPT, Deeks JJ. Interpretation of random effects meta-analyses. BMJ. 2011;342:d549.
34. Soares MO, Welton NJ, Harrison DA, et al. An evaluation of the feasibility, cost and value of information of a multicentre randomised

controlled trial of intravenous immunoglobulin for sepsis (severe sepsis and septic shock): incorporating a systematic review, meta-analysis
and value of information analysis. Health Technol Asses. 2012;16(7):1.

35. Ferreira ML, Herbert RD, Crowther MJ, Verhagen A, Sutton AJ. When is a further clinical trial justified? BMJ. 2012;345:e5913.
36. Kulinskaya E, Wood J. Trial sequential methods for meta-analysis. Res Synth Methods. 2014;5(3):212-220.
37. Crowther MJ, Hinchliffe SR, Donald A, Sutton AJ. Simulation-based sample-size calculation for designing new clinical trials and

diagnostic test accuracy studies to update an existing meta-analysis. Stata J. 2013;13(3):451-473.
38. Glasziou PP, Sanders SL. Investigating causes of heterogeneity in systematic reviews. Stat Med. 2002;21(11):1503-1511.
39. Brazzi L, Bertolini G, Minelli C. Meta-analyses versus randomised controlled trials in intensive care medicine. Intens Care Med.

2000;26(2):239-241.
40. Egger M, Smith GD, Sterne JA. Uses and abuses of meta-analysis. Clin Med. 2001;1(6):478-484.
41. Colditz GA, Burdick E, Mosteller F. Heterogeneity in meta-analysis of data from epidemiologic studies: a commentary. Am J Epidemiol.

1995;142(4):371-382.
42. Berlin JA. Invited commentary: benefits of heterogeneity in meta-analysis of data from epidemiologic studies. Am J Epidemiol.

1995;142(4):383-387.



4678 JONES ET AL.

43. Thompson SG, Higgins JPT. How should meta-regression analyses be undertaken and interpreted? Stat Med. 2002;21(11):1559-1573.
44. Sharp SJ, Thompson SG. Analysing the relationship between treatment effect and underlying risk in meta-analysis: comparison and

development of approaches. Stat Med. 2000;19(23):3251-3274.
45. Greenland S, Schlesselman JJ, Criqui MH. The fallacy of employing standardized regression-coefficients and correlations as measures of

effect. Am J Epidemiol. 1986;123(2):203-208.
46. Greenland S, Maclure M, Schlesselman JJ, Poole C, Morgenstern H. Standardized regression coefficients: a further critique and review of

some alternatives. Epidemiology. 1991;2(5):387-392.
47. Ades AE, Lu G, Dias S, Mayo-Wilson E, Kounali D. Simultaneous synthesis of treatment effects and mapping to a common scale: an

alternative to standardisation. Res Synth Methods. 2015;6(1):96-107.
48. Kounali D, Button K, Lewis G, Ades AE. The relative responsiveness of test instruments can be estimated using a meta-analytic approach:

an illustration with treatments for depression. J Clin Epidemiol. 2016;77:68-77.
49. Welton NJ, Ades AE, Carlin JB, Altman DG, Sterne JAC. Models for potentially biased evidence in meta-analysis using empirically based

priors. J Roy Stat Soc Ser A. 2009;172:119-136.
50. Turner RM, Spiegelhalter DJ, Smith GCS, Thompson SG. Bias modelling in evidence synthesis. J Roy Stat Soc Ser A. 2009;172:21-47.
51. Savovic J, Jones HE, Altman DG, et al. Influence of reported study design characteristics on intervention effect estimates from randomized,

controlled trials. Ann Intern Med. 2012;157(6):429-438.
52. Walwyn R, Roberts C. Therapist variation within randomised trials of psychotherapy: implications for precision, internal and external

validity. Stat Methods Med Res. 2010;19(3):291-315.
53. Blencowe NS, Brown JM, Cook JA, et al. Interventions in randomised controlled trials in surgery: issues to consider during trial design.

Trials. 2015;16:392.
54. Murad MH, Asi N, Alsawas M, Alahdab F. New evidence pyramid. BMJ Evid Based Med. 2016;21(4):125-127.
55. Turner RM, Lloyd-Jones M, Anumba DOC, et al. Routine antenatal anti-D prophylaxis in women who are Rh (D) negative: meta-analyses

adjusted for differences in study design and quality. PloS One. 2012;7(2):e30711.
56. Higgins JPT, Whitehead A, Simmonds M. Sequential methods for random-effects meta-analysis. Stat Med. 2011;30(9):903-921.
57. Joseph L, Du Berger R, Belisle P. Bayesian and mixed Bayesian/likelihood criteria for sample size determination. Stat Med.

1997;16(7):769-781.
58. Stinnett AA, Mullahy J. Net health benefits: a new framework for the analysis of uncertainty in cost-effectiveness analysis. Med Decis

Making. 1998;18(2):S68-S80.
59. Claxton K, Posnett J. An economic approach to clinical trial design and research priority-setting. Health Econ. 1996;5(6):513-524.

How to cite this article: Jones HE, Ades AE, Sutton AJ, Welton NJ. Use of a random effects
meta-analysis in the design and analysis of a new clinical trial. Statistics in Medicine. 2018;37:4665–4679.
https://doi.org/10.1002/sim.7948

APPENDIX: “EXPECTED POWER” OF THE NEW TRIAL TO IMPACT UPON THE ESTIMATED
RANDOM EFFECTS MEAN

We make the simplifying assumption that 𝜏 is fixed and known. We denote the target parameter by 𝜃.
The current estimate of the random effects mean from the meta-analysis is

�̂�0 ≡

∑{
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The new trial provides data, ynew ∣ 𝛿∼Normal(𝛿, 𝜎2/n), where 𝛿∼Normal(𝜃, 𝜏2).
If we update the random effects meta-analysis with this new data, we obtain
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Say that we are interested in testing the hypothesis,
H0 : 𝜃 > 𝜃* versus H1 : 𝜃 < 𝜃*, for some 𝜃* ≤ 0.
We calculate the “expected power” of this test, as described by Spiegelhalter et al.11 The null hypothesis will be

rejected if

�̂�1 + Z1−𝛼

√
V
(
�̂�1
)
< 𝜃∗.

That is, we will reject the null hypothesis if
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Now, averaging over the prior 𝜃 ∼ Normal
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�̂�0
))

.

Under this distribution, the probability of rejecting the null hypothesis (“expected power”) is

1 − Φ
⎛⎜⎜⎜⎝
√√√√(

𝜎2∕n
)
+ 𝜏2

V
(
�̂�0
) Z1−𝛼 +

⎛⎜⎜⎜⎝
�̂�0 − 𝜃∗√

V
(
�̂�0
)
⎞⎟⎟⎟⎠
√√√√1 +

(
𝜎2∕n

)
+ 𝜏2

V
(
�̂�0
) ⎞⎟⎟⎟⎠ ,

or denoting �̂�0 = 𝜃0 and V
(
�̂�0
)
= 𝜎2∕n0,

1 − Φ
⎛⎜⎜⎝
√√√√(

𝜎2∕n
)
+ 𝜏2(

𝜎2∕n0
) Z1−𝛼 +

(
𝜃0 − 𝜃∗

𝜎∕
√

n0

)√√√√1 +
(
𝜎2∕n

)
+ 𝜏2(

𝜎2∕n0
) ⎞⎟⎟⎠ .

(Note also that expression (2) in the paper can be obtained by setting 𝜏 = 0.)

When is a Bayesian analysis of the new trial data equivalent?
Say that we take as a prior distribution 𝜃 ∼ Normal(�̂�0,V(�̂�0)).
For equivalence with the analysis/expected power calculation above, we would have to assume that the likelihood of

the new trial data was ynew ∼Normal(𝜃, (𝜎2/n) + 𝜏2), ie, that the new trial estimates the target parameter, 𝜃, with some
additional random error represented by the variance term 𝜏2.

Then, the posterior distribution would be

𝜃 ∣ 𝑦new ∼ Normal
⎛⎜⎜⎝
𝑦newV

(
�̂�0
)
+ �̂�0

[(
𝜎2∕n

)
+ 𝜏2]

V
(
�̂�0
)
+
(
𝜎2∕n

)
+ 𝜏2

(
1

V
(
�̂�0
) + 1(

𝜎2∕n
)
+ 𝜏2

)−1⎞⎟⎟⎠ .
The mean and variance of this posterior distribution simplify to �̂�1 and V

(
�̂�1
)

above.
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