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To the Editor:
In our manuscript entitled “Single-

neuron RNA-Seq: technical feasibility and
reproducibility,” published online on July
6th, 2012, we have made a few serious
mistakes which need to be corrected:

We referenced several points and
quoted statements from a recent study by
Okaty et al., but we neither cited the paper
nor placed quotation marks on the state-
ments. The full citation should be “Okaty,
B. W., Sugino, K., and Nelson, S. B. (2011).
Cell type-specific transcriptomics in the
brain. J. Neurosci. 31, 6939–6943.”

We request to add a citation after
“The analysis of each single-cell tran-
scriptome consists of several independent
steps” in the first paragraph of Results,
as “The analysis of each single-cell tran-

scriptome consists of several independent
steps (Okray et al., 2011),” given that these
points were previously raised by Okaty
et al. We request to add a citation to the
first paragraph of Introduction, as “stud-
ies of gene expression and function in the
brain were restricted to a relatively small
number of genes (Luo and Geschwind,
2001; Zhang et al., 2002; Okaty et al.,
2011),” given that this points was recently
reviewed in the Okaty et al., paper. More
importantly, we have made a mistake in
quoting sentence from Okray et al., with-
out quotation or citation. We wish to
change the following sentence:

Moreover, gene expression may be reg-
ulated in opposing directions in different
cell types, thereby appearing static in com-
posite data.
To

Moreover, as previously discussed by
Okaty et al., “gene expression may be
regulated in opposing directions in differ-
ent cell types, thereby appearing static in
composite data (Okaty et al., 2011).”

We apologize to the readers of Frontiers
in Genetics and to the authors of the Okaty
et al., manuscript, for our failure to correct

these mistakes during the review process of
our manuscript.
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