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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The mass spectrometry proteomics data have been deposited to the ProteomeXchange Consortium via the PRIDE partner repository with the dataset identifier
PXD058160 and 10.6019/PXD058160. Log in to the PRIDE website using the following details: Project accession: PXD058160; Token: TMDUSpfYvdKf. Alternatively,
reviewers can access the dataset by logging in to the PRIDE website using the following account details: Username: reviewer_pxd058160@ebi.ac.uk;Password:
fko8eHs1nW8Q. All processed data and R code to perform statistical analyses and generate the reported findings are publicly available at figshare (https://
doi.org/10.6084/m9.figshare.28016501).

Study did not involve human participants.

Study did not involve human participants.

Study did not involve human participants.

Study did not involve human participants.

Study did not involve human participants.

18 mice were included with a tissue sample collected from four tissues per animal. The sample size was partly determined by the limits of the
TMT 18plex technology. Prior studies had shown balanced study designs of this size were sufficient for detecting large numbers of age and sex
differences.

Kidney data from two mice were filtered out based on mass spectrometry QC analysis.

The study design included three biological replicates per sex and age group (3 age groups were surveyed). Summary statistics of age and sex
differences were then compared to other studies for validation.

Mice of specified sex and age groups were ordered from NIA. Animals were not assigned to an exposure/treatment group, so randomization
concerns do not apply.

The investigator was blinded to the selection of specific mice from NIA.




