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Author Correction: Human 
m6A‑mRNA and lncRNA 
epitranscriptomic microarray 
reveal function of RNA methylation 
in hemoglobin H‑constant spring 
disease
Heyun Ruan, Fang Yang, Lingjie Deng, Dongmei Yang, Xiaoli Zhang, Xueyu Li & Lihong Pang

Correction to: Scientific Reports https://​doi.​org/​10.​1038/​s41598-​021-​99867-9, published online 14 October 2021

The original version of this Article contained an error.

In the Materials and methods section, under subheading “Participants and samples”,

“Patient demographics are provided in Table 4.”

now reads:

“Patient demographics are provided in Table 1.”

The original Article has been corrected.
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