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Abstract: Photoreceptor disease results in irreparable vision loss and blindness, which has a dramatic
impact on quality of life. Pathogenic mutations in RP1L1 lead to photoreceptor degenerations such
as occult macular dystrophy and retinitis pigmentosa. RP1L1 is a component of the photoreceptor
axoneme, the backbone structure of the photoreceptor’s light-sensing outer segment. We generated
an rp1l1 zebrafish mutant using CRISPR/Cas9 genome editing. Mutant animals had progressive
photoreceptor functional defects as determined by electrophysiological assessment. Optical coherence
tomography showed gaps in the photoreceptor layer, disrupted photoreceptor mosaics, and thinner
retinas. Mutant retinas had disorganized photoreceptor outer segments and lipid-rich subretinal
drusenoid deposits between the photoreceptors and retinal pigment epithelium. Our mutant
is a novel model of RP1L1-associated photoreceptor disease and the first zebrafish model of
photoreceptor degeneration with reported subretinal drusenoid deposits, a feature of age-related
macular degeneration.

Keywords: rp1l1; axoneme; maculopathy; photoreceptor outer segment; occult macular dystrophy;
retinitis pigmentosa; retinal dystrophy; age-related macular degeneration; subretinal drusenoid
deposits; drusen

1. Introduction

Photoreceptors are sensory neurons that detect light via an elaborated cilium, called the outer
segment (OS). The photoreceptor OS contains membranous discs densely packed with opsins, the
photosensitive proteins. As the outer segment is a modified cilium, pathogenic variants of ciliary
components are common causes of photoreceptor disease [1,2]. The morphology of the outer segment
distinguishes the two types of photoreceptors, cones and rods. Cones allow for high-acuity daytime
and color vision, while rods are responsible for low-light vision. The human retina is organized
such that the peripheral retina is rod dense and the central retina, termed the macula, is cone dense.
Diseases that lead to the degeneration or dysfunction of the cone photoreceptors in the macula are
called maculopathies.
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The most common maculopathy is age-related macular degeneration (AMD). AMD is the leading
cause of vision loss for individuals over 50 in North America, affecting ~2% of people [3]. Patients with
AMD experience visual acuity decline, color vision deficits, and central vision loss. There are two types
of AMD: dry and wet AMD. Dry AMD is characterized by the accumulation of drusen and subretinal
drusenoid deposits, which are lipid-rich deposits that occur in specific retinal locations. Drusen collect
between the retinal pigment epithelium (RPE) and underlying choroid vasculature, while subretinal
drusenoid deposits build up between the photoreceptor OSs and the RPE. In advanced cases, dry AMD
can progress to wet AMD, characterized by retinal neovascularization. Neovascularization can lead
to the leakage of blood into the retina and further tissue damage. Despite AMD being a common
cause of vision loss, there are no effective treatments for dry AMD and only angiogenesis inhibitors for
blocking aberrant vessel growth in wet AMD. The lack of therapeutics results in part from challenges
surrounding the generation of animal models to investigate the disease mechanisms underlying AMD
progression. AMD is a multifactorial condition, with many genetic and environmental contributors,
making it difficult to establish a genetic model. Additionally, commonly used animal models for
studying human disease, such as mice and rats, have minimal cones and no macula and rarely
exhibit many of the hallmark features of AMD during retinal degeneration progression, like drusen or
subretinal drusenoid deposits.

Occult macular dystrophy (OMD) is a rare inherited maculopathy. Similar to AMD, OMD is
characterized by progressive central vision loss and color vision disturbances [4–6]. OMD was initially
termed “occult” because OMD patients had normal appearing maculae, as observed by clinical fundus
imaging, despite central vision loss [4,6]. Modern optical coherence tomography (OCT) imaging
revealed that OMD patients do in fact exhibit loss of macular photoreceptors and retinal thinning [7].
Recently, it was reported that OMD patients can progress to a maculopathy with fundus findings [8].

OMD is caused by mutations in the gene Retinitis Pigmentosa 1-Like 1 (RP1L1) [9]. RP1L1 is a
component of the photoreceptor axoneme [10–12]. It is a microtubule-binding protein unique to
photoreceptors [11]. The function of RP1L1 in the axoneme is unknown, although it is believed to
bind the axoneme microtubules and associate with other (currently unidentified) proteins [8,10,12].
Evidence from mouse models suggests that RP1L1 may play a role in maintaining OS disc structure
or tether the discs to the photoreceptor axoneme, as Rp1l1 loss resulted in disorganized OSs [12].
Therefore, pathogenic variants of RP1L1 may lead to axonemal instability, loss of OS structural integrity,
and subsequent OS degeneration. RP1L1 mutations have been reported in cone and rod disease,
including OMD, RP1L1 maculopathies, rod-cone dystrophy, and the rod degenerative disease retinitis
pigmentosa (RP) [8,9,13,14].

RP is the most common inherited photoreceptor degenerative disease, characterized by peripheral
vision loss and night blindness due to rod photoreceptor dysfunction and death [15]. RP is extremely
genetically heterogeneous, with pathogenic mutations in many genes leading to disease. During RP
progression, rod defects and degeneration lead to RPE atrophy, which causes intra-retinal pigment
translocation called bone spicules. Cone degeneration occurs during late stage RP via poorly understood
processes, even when the disease is caused by rod-specific genetic lesions [16].

Zebrafish are an advantageous model of photoreceptor disease, as they are diurnal vertebrates
with an abundance of cone photoreceptors. Zebrafish retinas are conserved with the mammalian retina
in terms of structure and function. Mice, while a commonly utilized mammalian model for human
disease, are nocturnal, and due to adaptation for night activity have rod-dominant retinas with few
cones and limited cone-cone interactions. Zebrafish have roughly equal proportions of cones and
rods, making their retinas more similar to the human macula than other retinal regions. This allows
zebrafish to be utilized for dissecting the etiology of cone and rod diseases, as well as the assessment of
how rod loss impacts cone photoreceptors.
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We developed a zebrafish model of RP1L1-associated photoreceptor disease using CRISPR/Cas9
genome editing. Mutant animals presented with progressive photoreceptor dysfunction and rod OS
disorganization. During late stage disease, mutant retinas had subretinal drusenoid deposits, a feature
associated with AMD.

2. Materials and Methods

2.1. Zebrafish Care

Zebrafish were maintained in the University of Alberta aquatics facility using protocols approved
by the Animal Care and Use Committee: Biosciences, under guidelines from the Canadian Council of
Animal Care (protocol AUP00000077). The fish were maintained at 28 ◦C, under a 14/10 h light/dark
cycle. All control fish were of the AB line, and the mutant line was generated on the AB background.
A stock solution of tricaine anesthetic was made using 400 mg of tricaine powder (Sigma Aldrich, St.
Louis, MO, USA) in 97.9 mL of distilled water; 2.1 mL of 1 M Tris, pH = 9, was added, and the pH was
adjusted to 7.3.

2.2. gDNA Extraction

The extraction of gDNA was performed as previously described [17]. NaOH at 50 mM was added
to the tissue, which was boiled at 95 ◦C for 20 min and then cooled on ice. Tris-HCl at 1 M, pH =

8, was added to neutralize the pH, at 1/10 the volume of NaOH [17]. Samples were subsequently
centrifuged, and the supernatants were isolated for DNA extraction. For larval finclips, 20 µL of NaOH
was used; 50 µL was used for adult finclips, and 100 µL, for pooled embryos.

2.3. CRISPR/Cas9 Genome Editing

CRISPR sites were identified in the first coding exon of rp1l1 (Gene ID: 101882236) using Geneious
R9 (Biomatters Inc., San Diego, CA, USA). Previously, there were two rp1l1 homologues annotated
in zebrafish: rp1l1a and rp1l1b. However, rp1l1b did not resemble rp1l1 genes in other organisms
(including humans, mice, cows, pigs, dogs, chickens, and Xenopus), as it was missing defining
features that identify rp1l1 and was almost twice the size. In addition, in the current zebrafish genome
(z10), rp1l1b is no longer annotated. Therefore, it appears that zebrafish have one rp1l1 homolog,
formerly annotated as rp1l1a, which we targeted for our experiments. The guide RNA (gRNA;
sequence: 5′-CATCTTGACGCCTTTGAACT-3′) was synthesized as previously described [18], using
the mMessage mMachine SP6 Transcription Kit (Invitrogen, Waltham, MA, USA). Embryos were
injected at the single-cell stage using a glass needle mounted on a micromanipulator. The injection mix
consisted of 1 µL (>1500 ng/µL) of gRNA, 2 µL of Cas9 nuclease, S. pyogenes (New England Biolabs,
Ipswich, MA, USA), 0.5 µL of Cas9 buffer (New England Biolabs, Ipswich, MA, USA), and 1.5 µL of
1.5 M KCl.

2.4. Finclips and Genotyping

To select for CRISPR/Cas9-injected fish that could produce mutant offspring, mosaic P0
CRISPR-injected animals were grown to adulthood and crossed with uninjected AB fish. The 5-day
post-fertilization (dpf) larval zebrafish were pooled in groups of 25 for gDNA extraction. The extracted
DNA was used as a template for PCR to amplify a 479 bp fragment of rp1l1 (forward primer:
5′-GGCTTTTTCGACGCTGATCC-3′; reverse primer: 5′-AATCCTTTTGGGGTGCCGAT-3′), which was
then TOPO cloned (Invitrogen, Waltham, MA, USA) and transformed into One Shot TOP10 Chemically
Competent E. coli cells (Invitrogen, Waltham, MA, USA). Colony PCR was performed on 10–20 colonies
per larval gDNA pool, and the PCR products were purified using the QIAquick PCR Purification Kit
(Qiagen, Hilden, Germany) for Sanger sequencing. Once individuals with germline mutations were
identified, they were bred with AB fish, and the progeny were screened for mutations. To genotype
the progeny, 3–4 dpf larvae were individually placed in a droplet of embryo medium in a plastic
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petri dish [19]. A sharp scalpel blade was used to remove a small piece of the tail. Single larvae
were transferred to a 24-well dish with fresh embryo medium, and the tail fragment was transferred
to a 1.5 mL microfuge tube using a 200 µL pipette that had PBS + 0.1% Tween aspirated into it to
prevent the tissue from sticking. To isolate mutant alleles, a region of rp1l1 was PCR amplified using
the aforementioned primers, TOPO cloned (Invitrogen, Waltham, MA, USA), transformed into One
Shot TOP10 Chemically Competent E. coli cells (Invitrogen, Waltham, MA, USA), and sequenced.
Once animals with mutant alleles were isolated, they were grown and crossed with AB fish, and their
progeny were in-crossed. Homozygosity for the 16-base-pair deletion allele used for this work was
confirmed in adult animals through finclips, PCR amplification using the same primers, and restriction
fragment length polymorphism (RFLP) using BtsIMutI (New England Biolabs, Ipswich, MA, USA).

2.5. qPCR

5 dpf embryos were pooled in groups of 50 and flash frozen in liquid nitrogen. RNA was
extracted using the GeneJET RNA Purification Kit (Thermo Fisher Scientific, Waltham, MA, USA).
Complementary DNA (cDNA) was generated using the RevertAid First Strand cDNA Synthesis Kit
(Thermo Fisher Scientific, Waltham, MA, USA). The qPCR was set up with the Luminaris HiGreen
High ROX qPCR kit (Thermo Fisher Scientific, Waltham, MA, USA) and performed using the 7900HT
Fast Real-Time PCR System (Applied Biosystems, Foster City, CA, USA). The results were analyzed
using the ∆∆CT method.

2.6. Electroretinography

Electroretinographic measurements were obtained as previously described [20]. Briefly, zebrafish
were dark adapted for 20 min in a dim, red-illuminated room and anesthetized in a working solution
of 4% stock tricaine/aquatics facility water for 2–3 min. An anesthetized fish was then transferred
to a moistened polyvinyl alcohol (PVA) sponge on the testing platform and positioned on its side.
The reference electrode (PN: EP08, World Precision Instruments Inc., Sarasota, FL, USA) was positioned
underneath the sponge, while the Ag/AgCl recording electrode was carefully placed on the center of the
cornea using a micromanipulator (Narishige International USA Inc., Amityville, NY, USA). The testing
platform was then inserted into the Ganzfeld light stimulator connected to an E3 Electrophysiology
System (Diagnosys LLC, Lowell, MA, USA). The testing protocol was an increasing scotopic series of
0.2, 1.0, 3.0, and 10 cd·s/m2 stimuli, each step consisting of 5 single flashes of white light separated by
5000 ms. A band-pass filter of 0.3–300 Hz was applied to reduce system noise. Following the testing
protocol, the fish was removed from the platform and placed into a recovery tank. Zebrafish survival
was maximized by gently pumping water past the gills using a 1 mL transfer pipette until normal
gilling and swimming behavior was regained. Waveforms were generated by averaging 5 flashes for
each stimulus intensity. The b-wave amplitude was measured as the difference in amplitude between
the trough of the initial negative a-wave and the peak of the b-wave. If the a-wave was not present,
the b-wave was measured from the baseline.

2.7. Optical Coherence Tomography

Zebrafish were anaesthetized using 4% tricaine stock solution/aquatics facility water and placed
on a damp, triangular sponge in a plastic chamber, with the right eye facing upwards for imaging.
The subject was secured with a strip of damp gauze with small weights on both sides and covered
with tricaine/fish water solution for the procedure. The handheld Envisu R-Series OCT (Bioptigen
Inc., Durham, NC, USA) was mounted perpendicularly to the zebrafish, thereby directed at the eye.
The InVivoVue 2.4 OCT Management Software (Bioptigen Inc., Durham, NC, USA) was used for image
acquisition and analysis. After the procedure, the animals were transferred to a recovery tank and
aquatics facility water was gently passed over the gills with a 1 mL transfer pipette to resuscitate them.
The fish were observed until normal swimming behavior was maintained.
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2.8. Electron Microscopy

Zebrafish were euthanized with an 8.4% tricaine stock solution in aquatics facility water and
underwent surgical cervical dislocation and enucleation. Lenses were removed with forceps, and the
eyes were placed in fixative (2.5% glutaraldehyde/2% paraformaldehyde) for a minimum of 24 h before
processing. Post-fixation but prior to dehydration and processing, the eyes were cut into halves to
allow for the appropriate penetration of solutions. The tissue was washed with 0.1 M phosphate buffer
three times for 10–15 min each, stained with 1% osmium tetroxide for 1 h, and dehydrated through an
ethanol series (50%, 70%, 90%, 100%, 100%, and 100%), allowing 15–25 min for each step. The tissue
was treated with a 1:1 ratio of ethanol/Spurr resin mixture for 1 h, and then, the mixture was removed
and replaced with pure Spurr resin for overnight. The Spurr resin was replaced with fresh resin two
more times the next day, and the tissue was subsequently embedded in resin in flat molds and cured
overnight at 70 ◦C. Blocks were sectioned into 70–90 nm sections using a Reichert-Jung Ultracut E
Ultramicrotome and placed on grids. The sections were stained with uranyl acetate for 20 min, rinsed
with water, stained with lead citrate stain for 7 min, rinsed with water, dried, and imaged using a
Morgagni 268 transmission electron microscope (Philips/FEI, Hillsboro, OR, USA) with a Gatan CCD
camera (Gatan Inc., Pleasanton, CA, USA).

2.9. Paraffin Processing and Hematoxylin and Eosin Staining

Whole zebrafish heads were fixed in 4% paraformaldehyde for 48 h prior to paraffin processing.
Samples were transferred into 50% ethanol for 1–3 h and then placed into a cassette and loaded into a
Leica Tissue Processor 1020. The processing program steps were 1 h in 70% ethanol, 1 h in 90% ethanol,
1.5 h in 100% ethanol (twice), 1.25 h in equal parts of ethanol and toluene, 0.5 h in toluene (twice),
and 2 h in wax. Tissue was embedded in paraffin blocks, sectioned with a microtome, placed on slides,
and dried in a 37 ◦C oven.

For staining, slides were treated with toluene for 10 min to remove paraffin wax and then
rehydrated using an ethanol gradient (100%, 90%, 70%, and 50% ethanol for 2 min each) and washed
with distilled water. The slides were stained with Hematoxylin Gill III for 2 min, rinsed with distilled
water, washed with cold tap water for 15 min, and washed with 70% ethanol for 2 min. The slides were
treated with eosin for 30 s and washed twice in 100% ethanol for 2 min each, followed by two toluene
washes for 2 min each. The slides were covered with Dibutyl Phthalate Xylene and a coverslip and
then kept at 37 ◦C overnight for medium solidification. Hematoxylin and eosin (H&E)-stained sections
were imaged using a ZEISS AXIO A1 Compound Light Microscope (Zeiss, Toronto, ON, Canada) with
a SeBaCam 5.1MP Camera (Laxco Inc., Bothell, WA, USA).

2.10. Oil Red O Staining on Cryopreserved Tissue

Zebrafish eyes were fixed in 4% paraformaldehyde overnight and then dehydrated in 30%
sucrose in phosphate buffer for 24 h. The sucrose was removed and replaced with Optimum Cutting
Temperature compound (Fisher Scientific, Toronto, ON, Canada). Eyes were embedded, flash frozen
on dry ice, and stored at −80 ◦C until sectioning. Tissue was then cryosectioned at 10 µm, placed
on SuperFrost Plus microscope slides (Fisher Scientific, Toronto, ON, Canada), and stored at −80 ◦C
until use.

In preparation for staining, sections were allowed to thaw at room temperature for 1 h. Tissue was
treated with 4% paraformaldehyde for 20 min, washed with water, and rinsed with 60% isopropanol.
A working solution of Oil Red O (0.3%) was prepared in 60% isopropanol, and the slides were stained
for 15 min in a Coplin jar. The slides were rinsed with 60% isopropanol, and the nuclei were stained
with hematoxylin for 1 min and rinsed with distilled water. Mount Quick aqueous mountant (Electron
Microscopy Sciences, Hatfield, PA, USA) was added to the slides, coverslipped, and sealed with nail
polish. Images of the sections were captured using a ZEISS AXIO A1 Compound Light Microscope
(Zeiss, Toronto, ON, Canada) with a SeBaCam 5.1MP Camera (Laxco, Bothell, WA, USA).
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2.11. Statistical Analysis

Statistical analysis was performed using Prism version 8.0 (GraphPad Software Inc., San Diego, CA,
USA). For the OCT measurements, Mann–Whitney U tests were performed; for the electroretinography
(ERG) results, unpaired T-tests were used to compare the genotypes and repeated-measures ANOVAs
with Tukey post hoc comparison to investigate differences within the groups. The qPCR data were
analyzed using the ∆∆CT method, and statistical analyses were performed on the ∆∆CT values using
Mann–Whitney U tests. The propagation of error was calculated to determine the upper and lower
limits of error.

3. Results

3.1. Generation of rp1l1 Mutant Zebrafish

Human RP1L1 is a 2400 amino acid protein with two doublecortin (microtubule-binding) domains
and an RP1 domain towards the N-terminus. Zebrafish Rp1l1 is similar in size, at 2394 amino acids
in length (Figure 1), with the most well conserved sequences in the doublecortin and RP1 domains
(Figure S1). As the most frequent OMD-causing mutation occurs in the first doublecortin domain of
human RP1L1 and this region is well conserved between the species, we targeted the homologous
region in zebrafish rp1l1 using CRISPR/Cas9 genome editing. We generated a 16 base pair (bp) deletion
in the first doublecortin domain of rp1l1 (Figure 1C). This deletion is predicted to severely truncate
the Rp1l1 protein and abolish all functional domains (Figure 1B, Figure S1). Homozygous mutant
zebrafish were viable, fertile, and had no overt ocular defects at any developmental stage.
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Figure 1. Human and zebrafish RP1L1 proteins have conserved domains, which are predicted to be
eliminated in rp1l1 mutant zebrafish. (A) Cartoon of human and wild-type zebrafish proteins. Human
and zebrafish RP1L1 have conserved domains and are similar sizes, with human RP1L1 protein being
2400 amino acids (aa) and zebrafish Rp1l1 protein being 2394 amino acids in length. (B) The mutation in
zebrafish rp1l1 is predicted to result in a severely truncated, nonfunctional Rp1l1 protein. The mutation
occurs in the first doublecortin domain of Rp1l1 after amino acid 52, resulting in significant loss of
more than half of the doublecortin domain, which is followed by an abnormal protein extension and
termination at 94 amino acids in length. (C) The CRISPR/Cas9-generated 16 bp deletion in zebrafish
rp1l1 occurs after nucleotide 139.

To assess whether the mutant rp1l1 transcript underwent nonsense-mediated decay, we utilized
qPCR. The relative abundance of the rp1l1 transcript was not decreased in mutant zebrafish (average of
2.36-fold increase, lower limit = 1.6, upper limit = 3.4; n = 4). The mutant transcript was not obviously
lost via nonsense-mediated decay, but the frameshift mutation in the transcript is predicted to encode
a nonfunctional Rp1l1 protein lacking all recognizable domains (Figure 1).
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3.2. rp1l1 Mutants Have Progressive Photoreceptor Dysfunction

Functional assessment of the photoreceptors was performed with electroretinography (ERG)
under scotopic (dark-adapted) conditions. An amplitude reduction in the ERG waveforms suggests an
inability of the photoreceptor to appropriately respond to the light stimulus and transmit information
to downstream neurons. The light stimulus intensities used for the ERG testing were 0.2 cd·s/m2,
which elicits a rod-dominated response, and 1, 3, and 10 cd·s/m2, which elicit a mixed rod–cone response.
Figure S2 shows repeated-measures analysis for WT and rp1l1 mutants for the ERG intensities.

1 month (juvenile) and 3 months old (young adult) mutant animals had scotopic b-wave amplitudes
comparable to wild-type (WT) under all intensities tested (Figure 2), suggesting photoreceptor function
comparable to WT. However, the b-wave onset was significantly delayed in the 1-month-old mutants
for the 0.2, 1, and 3 cd·s/m2 intensities (Figure 2C); this recovered by 3 months of age (Figure 2F). Taken
together, the ERG assessment suggests that young mutant animals have functional photoreceptors.
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Figure 2. rp1l1 mutants have photoreceptor responses comparable to wild-type zebrafish at 1 and 3
months. (A) Sample traces from one mutant and one wild-type animal at 1 month of age. (B) b-wave
amplitude is not different between wild-type and mutant fish. (C) 1-month-old mutant zebrafish have
increased b-wave implicit time under 0.2, 1, and 3 intensities, indicating a delay in response. n = 6 for
wild-type; n = 5 for mutant. (D) Sample traces from a 3-month-old wild-type and mutant animal. (E)
b-wave amplitude and (F) implicit time are not significantly different between the groups. The box and
whisker plots depict medians (center lines), upper and lower quartiles (boxes), and distributions (bars).
Each dot is an individual animal. n = 5 for wild-type; n = 9 for mutants. * p < 0.05; ** p < 0.01.

At 6 months of age, mutant animals had significantly decreased b-wave amplitudes when exposed
to the 0.2 cd·s/m2 intensity stimulus; the average b-wave amplitude was decreased by 57.9%. Responses
were comparable to WT under all other intensities (Figure 3). The reduced dim stimulus amplitude
indicates that 6-month-old rp1l1 mutants had defects in rod photoreceptors. Intriguingly, the b-wave
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implicit time was increased for the 1 and 3 cd·s/m2 intensities in the mutants, suggesting that the
photoreceptors were not able to transmit information at a typical rate for those intensities (Figure 3C).
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Figure 3. rp1l1 mutants have reduced dim light responses at 6 months. (A) Sample traces from
a wild-type and an rp1l1 mutant zebrafish at 6 months old. (B) b-wave amplitudes for wild-type
and mutant groups. Mutant animals have a reduced b-wave amplitude for the dim light stimulus
(0.2 cd·s/m2 intensity) but normal amplitudes under brighter intensities. (C) Implicit time for the
b-waves at the tested intensities. The mutants had delayed b-waves for the 1 and 3 cd·s/m2 intensities.
The box and whisker plots depict medians and distributions, with all animals plotted. n = 6 for both
groups. * p < 0.05; **** p < 0.0001.

12-month-old mutant zebrafish had significantly decreased responses under all light intensities
tested (Figure 4). The average b-wave amplitudes for the mutants were decreased by 25.8% for the 0.2
cd·s/m2 intensity stimulus, 35.7% for the 1 cd·s/m2 intensity, 28.7% for the 3 cd·s/m2 intensity, and 31.5%
for the 10 cd·s/m2 intensity. The decrease in b-wave amplitude at higher intensities was not observed at
6 months, and suggests progressive rod deficits in the rp1l1 mutants. Mutants had significantly faster
b-wave onset than WT for the 0.2 cd·s/m2 intensity stimulus but not the other intensities (Figure 4C).

Taken together, these functional assessments suggest that rp1l1 mutant zebrafish have progressive
photoreceptor dysfunction. In light of this, we focused further investigations on aged rp1l1
mutant zebrafish.

3.3. Live Imaging Reveals Abnormalities in Outer Retinas of rp1l1 Mutant Zebrafish

We assessed retinal structure in live animals to investigate how the functional deficits related
to retinal architecture in aged zebrafish using OCT. Photoreceptor inner segments (ISs) are highly
reflective due to the abundance of densely packed mitochondria [21] and appear as bright punctae
on zebrafish OCT. The hyper-reflective punctae form banding patterns due to the different heights
of the photoreceptor subtypes, and we refer to this area as the IS/OS region, as it contains both ISs
and OSs. In WT animals, the hyper-reflective punctae in the IS/OS region are numerous and form the
expected banding pattern (Figure 5A). However, 12-month-old mutant zebrafish had visibly fewer
punctae on sectional OCT scans (Figure 5A). This was similarly observed in en face projections, which
provide a view of the photoreceptor mosaic. The WT en face projections show a full mosaic with clearly
distinguishable rows of photoreceptors (Figure 5B). Mutant en face images have fewer punctae and the
rows are difficult to distinguish (Figure 5B). Of note, some of the mutants also had large hyper-reflective
blebs in their OCT images, characteristic of activated immune cells that have translocated to the outer
retina [22–25]. Immune cell translocation is commonly seen in response to photoreceptor disease or
outer retinal injury [22,25–27].
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Figure 4. rp1l1 is required for the normal photoreceptor physiological response in aged animals.
(A) Sample traces from a 12-month-old wild-type and rp1l1 mutant fish. (B) b-wave amplitude for
wild-type and rp1l1 mutants. The rp1l1 mutant zebrafish have a significantly decreased b-wave
amplitude under all light intensities. (C) b-wave implicit time for the wild-type and mutant zebrafish.
The mutants have a significantly faster b-wave under the 0.2 cd·s/m2 intensity. The box and whisker
plots depict medians and distributions, with all animals plotted. n = 7 for wild-type; n = 8 for mutants.
* p < 0.05.
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Figure 5. rp1l1 mutant zebrafish have fewer hyper-reflective inner segment punctae and gaps in the
photoreceptor mosaic. Optical coherence tomography (OCT) of wild-type and rp1l1 mutant zebrafish
retinas at 12 months. (A) OCT B-scans through zebrafish retinas. In the wild-type animals, the
photoreceptor inner segments (seen as hyper-reflective dots, red brackets) are abundant and uniformly
distributed. In mutant animals, this part of the retina is very patchy and appears to have fewer punctae.
(B) En face projections through the retina. In the mutant animals, the mosaic appears patchy and
disrupted. There is also a large hyper-reflective speck in the retina of the mutant animal (arrowhead),
which typically indicates an immune cell response.
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Next, we measured the retinal layer thickness in the OCT images (Figure 6). The mutant
animals had significantly thinner IS/OS regions, which contributed to thinner retinas overall (Figure 6).
Measurements were also taken for the outer nuclear layer (ONL), where the photoreceptor cell bodies
are found; the outer plexiform layer (IPL), where the photoreceptors synapse with downstream
interneurons; and the inner nuclear layer (INL), where the interneuron cell bodies reside. These retinal
regions were not statistically different in measurement between the WT and mutant animals, although
the ONL and INL trended towards a decrease in the mutants. The lack of statistically significant
differences between the genotypes for ONL and INL thicknesses may be attributable to modest sample
size. These findings suggest that the photoreceptor IS/OS region is disrupted in the mutant animals,
but that the cell bodies may remain intact. Taken together, the OCT results show that the mutant
animals had abnormal photoreceptors at 12 months of age.

Cells 2020, 9, x FOR PEER REVIEW 10 of 18 

 

Figure 5. rp1l1 mutant zebrafish have fewer hyper-reflective inner segment punctae and gaps in the 
photoreceptor mosaic. Optical coherence tomography (OCT) of wild-type and rp1l1 mutant 
zebrafish retinas at 12 months. (A) OCT B-scans through zebrafish retinas. In the wild-type animals, 
the photoreceptor inner segments (seen as hyper-reflective dots, red brackets) are abundant and 
uniformly distributed. In mutant animals, this part of the retina is very patchy and appears to have 
fewer punctae. (B) En face projections through the retina. In the mutant animals, the mosaic appears 
patchy and disrupted. There is also a large hyper-reflective speck in the retina of the mutant animal 
(arrowhead), which typically indicates an immune cell response. 

Next, we measured the retinal layer thickness in the OCT images (Figure 6). The mutant 
animals had significantly thinner IS/OS regions, which contributed to thinner retinas overall (Figure 
6). Measurements were also taken for the outer nuclear layer (ONL), where the photoreceptor cell 
bodies are found; the outer plexiform layer (IPL), where the photoreceptors synapse with 
downstream interneurons; and the inner nuclear layer (INL), where the interneuron cell bodies 
reside. These retinal regions were not statistically different in measurement between the WT and 
mutant animals, although the ONL and INL trended towards a decrease in the mutants. The lack of 
statistically significant differences between the genotypes for ONL and INL thicknesses may be 
attributable to modest sample size. These findings suggest that the photoreceptor IS/OS region is 
disrupted in the mutant animals, but that the cell bodies may remain intact. Taken together, the OCT 
results show that the mutant animals had abnormal photoreceptors at 12 months of age. 

 
Figure 6. rp1l1 mutant zebrafish have thin retinas. Measurements of retinal thickness from OCT 
scans of 12-month-old wild-type and rp1l1 mutant zebrafish. Measured regions are shown on the 
OCT scan (left). Mutants have statistically significantly thinner retinas and IS/OS areas. Other 
regions were not statistically different. The box and whisker plots depict medians and distributions, 
with all animals plotted. n = 4/group; * p < 0.05; IS = inner segment; OS = outer segment; ONL = outer 
nuclear layer; OPL = outer plexiform layer; INL = inner nuclear layer. 

3.4. rp1l1 is Required for Normal Organization of Photoreceptor Outer Segments 

As Rp1l1 is a structural component of the photoreceptor OS, we assessed how OS morphology 
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Figure 6. rp1l1 mutant zebrafish have thin retinas. Measurements of retinal thickness from OCT scans
of 12-month-old wild-type and rp1l1 mutant zebrafish. Measured regions are shown on the OCT scan
(left). Mutants have statistically significantly thinner retinas and IS/OS areas. Other regions were not
statistically different. The box and whisker plots depict medians and distributions, with all animals
plotted. n = 4/group; * p < 0.05; IS = inner segment; OS = outer segment; ONL = outer nuclear layer;
OPL = outer plexiform layer; INL = inner nuclear layer.

3.4. rp1l1 is Required for Normal Organization of Photoreceptor Outer Segments

As Rp1l1 is a structural component of the photoreceptor OS, we assessed how OS morphology
was impacted in our rp1l1 mutant zebrafish. WT OS discs observed by electron microscopy (EM)
were densely packed, with few visible spaces between them, and the discs uniformly spanned the OS
width (Figure 7). EM of 11-month-old zebrafish retinas showed disorganized photoreceptor OSs, with
many gaps and uneven, swirling discs (Figure 7). The vast majority of the photoreceptor OSs were
disorganized in mutant retinas, and few OSs had uniformly organized discs throughout the whole OS.
In some OSs, we observed regions of normal appearing OS disc organization next to disorganized
areas. The regions of normally organized OS discs were often at the most apical tip of the OS in distally
positioned photoreceptors, which are most likely rods.
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Figure 7. rp1l1 mutant zebrafish have disorganized photoreceptor outer segments and deposits between
the photoreceptors and retinal pigment epithelium. Electron microscopy of 11-month-old mutant
and wild-type photoreceptors. Mutant photoreceptors appear disorganized, with gaps between the
discs, and discs wave or swirl in some outer segments (black arrows). Additionally, there appear to be
deposits between the photoreceptor outer segments and retinal pigment epithelium (white arrowheads).
IS = inner segment; OS = outer segment. Compasses in top-left corners show apical (a) and basal (b)
photoreceptor orientations for the images.

3.5. Diseased Zebrafish Retinas Have Lipid-Rich Subretinal Drusenoid Deposits

We observed deposits between the photoreceptor OS and RPE in the EM images of mutant retina
(Figure 7). The deposits were globular and relatively small—typically 3–10 µm in diameter. EM
thick sections stained with azure blue also showed deposits under light microscopy (Figure 8A,B).
H&E staining similarly showed accumulations between the OSs and RPE, as well as short OSs and
visibly thinner outer nuclear layers, in 12-month-old animals (Figure 8C,D). On H&E stained sections,
but not the EM thick or ultrathin sections, the deposits appeared to be empty holes, suggesting that
paraffin processing stripped the contents of the accumulations out of the tissue. Paraffin processing is
known to have such an effect on lipid-rich materials. To assess whether these subretinal deposits in
the mutant animal retinas were indeed lipid-rich, we next used Oil Red O staining. We found that
in 14-month-old animals, the retinal deposits became stained with Oil Red O, indicating that they
were lipid-rich (Figure 9). The location and positive staining for lipids suggests that these deposits
are comparable to subretinal drusenoid deposits observed in human patients. No such deposits were
observed in WT zebrafish retinas using any of the described methods.
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4. Discussion 

Animal models that can provide insight into photoreceptor disease and drusen formation are 
urgently needed to allow for the development and characterization of therapeutic strategies to 
prevent vision loss. We report a novel model of RP1L1-associated photoreceptor disease that has 
progressive photoreceptor dysfunction, seemingly caused by structural abnormalities at the level of 
the photoreceptor OS. In a previous study, the knockdown of rp1l1 was performed in larval 

 

Figure 8. Mutant zebrafish retinas have subretinal deposits and short outer segments. Wild-type
and mutant retina sections, stained with azure blue (A,B) or hematoxylin and eosin (H&E) (C,D).
Deposits can be observed in the 11-month-old mutant azure blue-stained (B) sections between the
photoreceptor outer segments and retinal pigment epithelium (arrowheads). H&E-stained sections
of 12-month-old mutant retinas (D) show similar accumulations (arrowhead); however, the material
that had filled the deposits was stripped from the tissue during processing. rp1l1 mutant retinas
have shorter outer segments and thinner outer nuclear layers (D). No deposits were observed in the
wild-type retinas (A,C).
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Figure 9. rp1l1 mutants have lipid-rich subretinal drusenoid deposits. Cryosections of 14-month-old
wild-type and mutant zebrafish retinas, treated with Oil Red O to stain lipids and hematoxylin to stain
nuclei (blue). The deposits in the mutant retina stained red (arrowheads), demonstrating that they
are lipid-rich.

4. Discussion

Animal models that can provide insight into photoreceptor disease and drusen formation are
urgently needed to allow for the development and characterization of therapeutic strategies to
prevent vision loss. We report a novel model of RP1L1-associated photoreceptor disease that has
progressive photoreceptor dysfunction, seemingly caused by structural abnormalities at the level of
the photoreceptor OS. In a previous study, the knockdown of rp1l1 was performed in larval zebrafish,
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but the authors did not characterize photoreceptor function or retinal features [28]. Our study provides
novel insight into the function of rp1l1 in the aging zebrafish retina. To our knowledge, this is the
first report of a zebrafish model of photoreceptor disease exhibiting subretinal drusenoid deposits.
Photoreceptor defects similar to what is observed in RP and AMD-like lipid deposits in this model
provide the opportunity to investigate the means by which photoreceptors can be preserved and how
lipid accumulations develop and impact the diseased retina. Additionally, the cone-rich zebrafish
retina will allow for the assessment of how drusenoid deposits influence cones and how cones respond
to rod dysfunction.

Electrophysiological assessment revealed progressive photoreceptor dysfunction in the rp1l1
mutant zebrafish. The b-wave amplitude was comparable to WT in 1- and 3-month-old animals,
abnormal under the dimmest intensity at 6 months, and abnormal under all light intensities at
12 months of age. However, we observed a delay in the b-wave implicit time at 1 month that recovered
by 3 months. The cause and functional impact of the delayed b-wave in 1-month-old rp1l1 mutants is
difficult to interpret. The recovery of the b-wave implicit time by 3 months may be due to changes in
photoreceptor proportions, organization, and retinal circuitry. At 1 month, zebrafish photoreceptors are
primarily organized in a larval mosaic, which has many more cones than rods at a ratio of ~4:1 [29–32].
At 3 months of age, the photoreceptors are organized in a row mosaic, with roughly equal proportions
of cones to rods [29]. These differences between the ages may result in the b-wave implicit time changes
observed in the mutants. Interestingly, at 12 months, after photoreceptor dysfunction progressed to
impact photoreceptors under all tested light intensities, b-wave onset was increased in speed for the
dimmest intensity. Why this was observed and what impact a shorter implicit time would have on the
photoreceptors is unknown and requires further study.

The function of RP1L1 protein is unknown. However, evidence from mutant mice suggests that
it is involved, either directly or indirectly, in maintaining OS morphology; Rp1l1 mutant mice had
progressive photoreceptor degeneration, thinner outer retinas, and subsets of disorganized OSs with
wavy discs [12]. As RP1L1 is a microtubule-associated protein that localizes to the photoreceptor
axoneme, it may be tethering the outer segment discs to the cilium core through its interaction with
protein binding partners [8,10,12]. We observed disorganized photoreceptor OSs in our rp1l1 mutant
zebrafish. This observation coincides with data from Rp1l1-deficient mice [12]; however, only a subset
of photoreceptor OSs in Rp1l1 mutant mice were disorganized [12], whereas the majority of OSs in
our mutant zebrafish were affected. Interestingly, some photoreceptors in our mutant zebrafish had
disorganized discs through the length of the OS, except for a small stretch of discs at the apical tip that
appeared normally organized. The axoneme does not extend through the entire rod photoreceptor OS,
and the discs in the most apical OS region may be organized by RP1L1-independent means.

RP1L1 has a synergistic role with RP1, another photoreceptor-specific component of the axoneme
that shares many features with RP1L1 [12,33,34]. RP1L1 and RP1 proteins are comparable in terms
of size, domains, and localization, and both result in OS disorganization when mutated in animal
models [12,34,35]. RP1L1 mutations have been reported to cause a diversity of human photoreceptor
diseases that can affect cones and rods [8,9,13], while RP1 mutations have primarily been reported in
retinitis pigmentosa cases, although there have been some cone diseases associated with RP1 [36–38].
RP1L1 likely has unique roles or binding partners that it does not share with RP1 and may have
functions specific to cones or rods. Specialized subfunctions for RP1L1 in different photoreceptor types
could explain why RP1L1 mutations can cause both cone and rod disease, in a mutation-specific manner.

We report the accumulation of subretinal drusenoid deposits between the photoreceptor OS
and RPE in the mutant animals. Subretinal drusenoid deposits and drusen are common in aging
humans and are defining features of AMD, but how they impact retinal disease is not known [39].
Subretinal drusenoid deposits (also called reticular drusen, reticular pseudo-drusen, or reticular lesions)
are a newly characterized feature of aging and AMD and are therefore not as well investigated as
drusen [39–41]; however, the presence of subretinal drusenoid deposits has been reported to more than
double an individual’s likelihood of developing AMD [39]. AMD patients can have both subretinal
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drusenoid deposits and drusen, but may alternatively have one and not the other. Drusen most
frequently develop in the cone-rich central macula in humans, while subretinal drusenoid deposits
typically occur in the comparatively rod-rich outer macula, though this is not always the case. These
trends suggest that the photoreceptor types influence the development of drusen and subretinal
drusenoid deposits. Thus, drusen and subretinal drusenoid deposits may be infrequently reported in
small animal models due to the photoreceptor types present and their organization.

Small animal models of drusen and drusen-like deposits have been sought after for decades.
There are some mouse models that develop drusen similar to what is observed in humans in terms
of composition and location [42–45]. Recently, a mouse model with photoreceptor dysfunction and
subretinal drusenoid deposits due to impaired cholesterol metabolism was reported [46]. However,
some presumed models of drusen unfortunately had deposits that differed greatly from drusen observed
in the human retina. In some cases, murine drusen-like accumulations were expanded macrophages
rather than lipids [47]. Additionally, white lesions observed on funduscopy appeared drusen-like
but were actually indicators of retinal atrophy or intra-retinal lesions, not lipid accumulation [48–50].
Of note, mouse models that develop drusen or subretinal drusenoid deposits are often complex
double mutants or have mutations in genes not associated with AMD [42–46]. Our zebrafish model
of photoreceptor disease in a cone-rich retina has mutations in a gene known to cause photoreceptor
degeneration in humans. Prior to our study, whether diseased zebrafish retinas could develop
subretinal drusenoid deposits was unknown.

The origin of drusen and drusenoid deposits is not well understood. Drusen and drusenoid
deposits may both result from RPE cell metabolic dysfunction in a diseased retina. As drusen develop
between the choroidal vasculature and the RPE, it has been postulated that drusen may be derived from
choroid-deposited materials. Indeed, the protein components of drusen are typically found in the blood
or RPE [51]. However, the blood–retina barrier protects the retina from leakage of substances from the
blood into the eye, and this hypothesis alone does not explain the components of drusen that seem
RPE-derived. It is possible that in the healthy retina drusen-forming materials are normally deposited
by the choroid and then taken up and broken down by the RPE, but that with age and disease, the RPE
loses cells or becomes dysfunctional, resulting in ineffective RPE phagocytosis and accumulation of
deposited materials. In contrast, drusenoid deposits are found between the OS and RPE, making a
vascular origin much less likely. There is evidence that regression of subretinal drusenoid deposits can
coincide with severe outer retinal thinning and loss of photoreceptor OSs in AMD patients [52]; this
could suggest that photoreceptor OSs, or OS interaction with the RPE, is key for the development of
subretinal drusenoid deposits. Drusenoid deposits contain some of the same components as drusen,
including complement factor H, vitronectin, and ApoE [40]. The drusenoid deposits observed in our
model provide the opportunity to investigate the cellular origins and protein composition of drusenoid
deposits. This is an important finding, as animal models rarely develop drusen or drusen-like deposits.
Our model may be relevant to AMD by providing the unique opportunity to study subretinal drusenoid
deposits in photoreceptor disease progression, and how this impacts photoreceptor and RPE health
and function over time.

Photoreceptor degeneration is an irreversible cause of vision loss and blindness. Investigating
the disease mechanisms and genetic factors that impact disease onset and progression is essential
for combating vision loss and generating effective therapies for patients. RP1L1 mutations underlie
a spectrum of photoreceptor disease, and treatments for RP1L1-associated conditions cannot be
developed without a keen understanding of the function of RP1L1 in photoreceptors. Our model of
RP1L1 photoreceptor disease provides the opportunity to investigate the role of RP1L1 in photoreceptor
degeneration as well as the formation and impact of subretinal drusenoid deposits in the retina.

Supplementary Materials: The following are available online at http://www.mdpi.com/2073-4409/9/10/2214/s1.
Figure S1: CRISPR/Cas9-induced mutation in zebrafish rp1l1. (A) Alignment of human RP1L1 (top) and
zebrafish Rp1l1 (bottom) proteins, showing sequence conservation in the doublecortin and RP1 domains. (B) The
CRISPR/Cas9-induced 16 bp deletion in the first coding exon of rp1l1 in our mutant zebrafish. (C) Location of the
deletion in the Rp1l1 protein and its predicted consequence. The mutation results in a scrambled protein sequence
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after amino acid 52 and a premature stop codon after amino acid 94. Figure S2: Differences between stimulus
responses for b-wave amplitude and implicit time for each group, analyzed using repeated-measures ANOVA.
Wild-type in white; mutants in red. * p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001.

Author Contributions: Conceptualization, N.C.L.N., W.T.A. and I.M.M.; formal analysis, N.C.L.N. and N.J.N.;
data curation, N.C.L.N.; funding acquisition, W.T.A., I.M.M., N.C.L.N. and J.C.H.; supervision, I.M.M., W.T.A.
and J.C.H.; writing—original draft preparation, N.C.L.N.; writing—review and editing, N.C.L.N., I.M.M., W.T.A.,
J.C.H. and N.J.N. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by the Canadian Institutes of Health Research through a Rare Disease Models
and Mechanisms grant to W.T.A. and I.M.M., a Rare Disease Foundation microgrant to I.M.M. and N.C.L.N.,
and funding from the Natural Science and Engineering Research Council of Canada via a Discovery Grant
(RGPIN-2018-05756) and Stollery Children’s Hospital Foundation through a Women and Children’s Research
Institute (WCHRI) Innovation Grant (WCHRIIG-2846) to J.C.H. N.C.L.N was supported by a Doctoral Recruitment
Scholarship from the University of Alberta, Alberta Innovates Doctoral Graduate Student Scholarship, Frederick
Banting and Charles Best Canada Graduate Scholarship from the Canadian Institutes of Health Research, a
President’s Doctoral Prize of Distinction from the University of Alberta, and Queen Elizabeth II PhD Scholarship
through the Government of Alberta. N.J.N. was supported by a Master’s studentship from the Natural Science
and Engineering Research Council of Canada, Walter H. John Graduate Fellowship from the University of Alberta,
and Queen Elizabeth II and Alberta Graduate Excellence scholarships from the Government of Alberta.

Acknowledgments: A huge thank you goes to Arlene Oatway for her help with the tissue preparation, staining,
and microscopy.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Bachmann-Gagescu, R.; Neuhauss, S.C. The photoreceptor cilium and its diseases. Curr. Opin. Genet. Dev.
2019, 56, 22–33. [CrossRef]

2. Bujakowska, K.M.; Liu, Q.; Pierce, E.A. Photoreceptor cilia and retinal ciliopathies. Cold Spring Harb. Perspect.
Biol. 2017, 9, a028274. [CrossRef] [PubMed]

3. National Eye Institute (National Institutes of Health) AMD Data and Statistics. Available
online: https://www.nei.nih.gov/learn-about-eye-health/resources-for-health-educators/eye-health-data-
and-statistics/age-related-macular-degeneration-amd-data-and-statistics (accessed on 1 June 2020).

4. Miyake, Y.; Horiguchi, M.; Tomita, N.; Kondo, M.; Tanikawa, A.; Takahashi, H.; Suzuki, S.; Terasaki, H.
Occult Macular Dystrophy. Am. J. Ophthalmol. 1996, 122, 644–653. [CrossRef]

5. Miyake, Y.; Tsunoda, K. Occult macular dystrophy. Jpn. J. Ophthalmol. 2015, 59, 71–80. [CrossRef]
6. Miyake, Y.; Ichikawa, K.; Shiose, Y.; Kawase, Y. Hereditary macular dystrophy without visible fundus

abnormality. Am. J. Ophthalmol. 1989, 108, 292–299. [CrossRef]
7. Brockhurst, R.J.; Sandberg, M.A. Optical coherence tomography findings in occult macular dystrophy. Am. J.

Ophthalmol. 2007, 143, 516–518. [CrossRef]
8. Noel, N.C.L.; MacDonald, I.M. RP1L1 and inherited photoreceptor disease: A review. Surv. Ophthalmol.

2020, 65, 725–739. [CrossRef]
9. Akahori, M.; Tsunoda, K.; Miyake, Y.; Fukuda, Y.; Ishiura, H.; Tsuji, S.; Usui, T.; Hatase, T.; Nakamura, M.;

Ohde, H.; et al. Dominant mutations in RP1L1 are responsible for occult macular dystrophy. Am. J. Hum.
Genet. 2010, 87, 424–429. [CrossRef]

10. Conte, I.; Lestingi, M.; den Hollander, A.; Alfano, G.; Ziviello, C.; Pugliese, M.; Circolo, D.; Caccioppoli, C.;
Ciccodicola, A.; Banfi, S. Identification and characterisation of the retinitis pigmentosa 1-like 1 gene (RP1L1):
A novel candidate for retinal degenerations. Eur. J. Hum. Genet. 2003, 11, 155–162. [CrossRef]

11. Bowne, S.J.; Daiger, S.P.; Malone, K.A.; Heckenlively, J.R.; Kennan, A.; Humphries, P.; Hughbanks-Wheaton, D.;
Birch, D.G.; Liu, Q.; Pierce, E.A.; et al. Characterization of RP1L1, a highly polymorphic paralog of the
retinitis pigmentosa 1 (RP1) gene. Mol. Vis. 2003, 9, 129–137.

12. Yamashita, T.; Liu, J.; Gao, J.; LeNoue, S.; Wang, C.; Kaminoh, J.; Bowne, S.J.; Sullivan, L.S.; Daiger, S.P.;
Zhang, K.; et al. Essential and synergistic roles of RP1 and RP1L1 in rod photoreceptor axoneme and retinitis
pigmentosa. J. Neurosci. 2009, 29, 9748–9760. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/j.gde.2019.05.004
http://dx.doi.org/10.1101/cshperspect.a028274
http://www.ncbi.nlm.nih.gov/pubmed/28289063
https://www.nei.nih.gov/learn-about-eye-health/resources-for-health-educators/eye-health-data-and-statistics/age-related-macular-degeneration-amd-data-and-statistics
https://www.nei.nih.gov/learn-about-eye-health/resources-for-health-educators/eye-health-data-and-statistics/age-related-macular-degeneration-amd-data-and-statistics
http://dx.doi.org/10.1016/S0002-9394(14)70482-9
http://dx.doi.org/10.1007/s10384-015-0371-7
http://dx.doi.org/10.1016/0002-9394(89)90120-7
http://dx.doi.org/10.1016/j.ajo.2006.10.025
http://dx.doi.org/10.1016/j.survophthal.2020.04.005
http://dx.doi.org/10.1016/j.ajhg.2010.08.009
http://dx.doi.org/10.1038/sj.ejhg.5200942
http://dx.doi.org/10.1523/JNEUROSCI.5854-08.2009
http://www.ncbi.nlm.nih.gov/pubmed/19657028


Cells 2020, 9, 2214 16 of 18

13. Davidson, A.E.; Sergouniotis, P.I.; Mackay, D.S.; Wright, G.A.; Waseem, N.H.; Michaelides, M.; Holder, G.E.;
Robson, A.G.; Moore, A.T.; Plagnol, V.; et al. RP1L1 variants are associated with a spectrum of inherited
retinal diseases including retinitis pigmentosa and occult macular dystrophy. Hum. Mutat. 2013, 34, 506–514.
[CrossRef] [PubMed]

14. Oishi, M.; Oishi, A.; Gotoh, N.; Ogino, K.; Higasa, K.; Iida, K.; Makiyama, Y.; Morooka, S.; Matsuda, F.;
Yoshimura, N. Comprehensive molecular diagnosis of a large cohort of Japanese retinitis pigmentosa and
usher syndrome patients by next-generation sequencing. Investig. Ophthalmol. Vis. Sci. 2014, 55, 7369–7375.
[CrossRef]

15. Dias, M.F.; Joo, K.; Kemp, J.A.; Fialho, S.L.; da Silva Cunha, A.; Woo, S.J.; Kwon, Y.J. Molecular genetics and
emerging therapies for retinitis pigmentosa: Basic research and clinical perspectives. Prog. Retin. Eye Res.
2018, 63, 107–131. [CrossRef]

16. Narayan, D.S.; Wood, J.P.M.; Chidlow, G.; Casson, R.J. A review of the mechanisms of cone degeneration in
retinitis pigmentosa. Acta Ophthalmol. 2016, 94, 748–754. [CrossRef] [PubMed]

17. Meeker, N.D.; Hutchinson, S.A.; Ho, L.; Trede, N.S. Method for isolation of PCR-ready genomic DNA from
zebrafish tissues. Biotechniques 2007, 43, 610–614. [CrossRef] [PubMed]

18. Gagnon, J.A.; Valen, E.; Thyme, S.B.; Huang, P.; Akhmetova, L.; Pauli, A.; Montague, T.G.; Zimmerman, S.;
Richter, C.; Schier, A.F. Efficient mutagenesis by Cas9 protein-mediated oligonucleotide insertion and
large-scale assessment of single-guide RNAs. PLoS ONE 2014, 9, e98186. [CrossRef]

19. Wilkinson, R.N.; Elworthy, S.; Ingham, P.W.; van Eeden, F.J.M. A method for high-throughput PCR-based
genotyping of larval zebrafish tail biopsies. Biotechniques 2013, 55, 314–316. [CrossRef]

20. Nadolski, N.J.; Wong, C.X.L.; Hocking, J.C. Electroretinogram analysis of zebrafish retinal function across
development. Doc. Ophthalmol. 2020. [CrossRef]

21. Fernández, E.J.; Hermann, B.; Považay, B.; Unterhuber, A.; Sattmann, H.; Hofer, B.; Ahnelt, P.K.; Drexler, W.
Ultrahigh resolution optical coherence tomography and pancorrection for cellular imaging of the living
human retina. Opt. Express 2008, 16, 11083–11094. [CrossRef]

22. Dimopoulos, I.S.; Hoang, S.C.; Radziwon, A.; Binczyk, N.M.; Seabra, M.C.; MacLaren, R.E.; Somani, R.;
Tennant, M.T.S.; MacDonald, I.M. Two-year results after AAV2-mediated gene therapy for choroideremia:
The Alberta experience. Am. J. Ophthalmol. 2018, 193, 130–142. [CrossRef]

23. Coscas, G.; de Benedetto, U.; Coscas, F.; Li Calzi, C.I.; Vismara, S.; Roudot-Thoraval, F.; Bandello, E.; Souied, E.
Hyperreflective dots: A new spectral-domain optical coherence tomography entity for follow-up and
prognosis in exudative age-related macular degeneration. Ophthalmologica 2013, 229, 32–37. [CrossRef]
[PubMed]

24. Vujosevic, S.; Bini, S.; Midena, G.; Berton, M.; Pilotto, E.; Midena, E. Hyperreflective intraretinal spots in
diabetics without and with nonproliferative diabetic retinopathy: An in vivo study using spectral domain
OCT. J. Diabetes Res. 2013, 2013, 9–11. [CrossRef] [PubMed]

25. Castanos, M.V.; Zhou, D.B.; Linderman, R.E.; Allison, R.; Milman, T.; Carroll, J.; Migacz, J.; Rosen, R.B.;
Chui, T.Y.P. Imaging of macrophage-like cells in living human retina using clinical OCT. Invest. Ophthalmol.
Vis. Sci. 2020, 61, 48. [CrossRef] [PubMed]

26. Okunuki, Y.; Mukai, R.; Pearsall, E.A.; Klokman, G.; Husain, D.; Park, D.H.; Korobkina, E.; Weiner, H.L.;
Butovsky, O.; Ksander, B.R.; et al. Microglia inhibit photoreceptor cell death and regulate immune cell
infiltration in response to retinal detachment. Proc. Natl. Acad. Sci. USA 2018, 115, E6264–E6273. [CrossRef]
[PubMed]

27. Zhao, L.; Zabel, M.K.; Wang, X.; Ma, W.; Shah, P.; Fariss, R.N.; Qian, H.; Parkhurst, C.N.; Gan, W.; Wong, W.T.
Microglial phagocytosis of living photoreceptors contributes to inherited retinal degeneration. EMBO Mol.
Med. 2015, 7, 1179–1197. [CrossRef]

28. Liu, Y.P.; Bosch, D.G.M.; Siemiatkowska, A.M.; Rendtorff, N.D.; Boonstra, F.N.; Möller, C.; Tranebjærg, L.;
Katsanis, N.; Cremers, F.P.M. Putative digenic inheritance of heterozygous RP1L1 and C2orf71 null mutations
in syndromic retinal dystrophy. Ophthalmic Genet. 2017, 38, 127–132. [CrossRef]

29. Allison, W.T.; Barthel, L.K.; Skebo, K.M.; Takechi, M.; Kawamura, S.; Raymond, P.A. Ontogeny of cone
photoreceptor mosaics in zebrafish. J. Comp. Neurol. 2010, 518, 4182–4195. [CrossRef] [PubMed]

30. Doerre, G.; Malicki, J. A mutation of early photoreceptor development, mikre oko, reveals cell-cell interactions
involved in the survival and differentiation of zebrafish photoreceptors. J. Neurosci. 2001, 21, 6745–6757.
[CrossRef]

http://dx.doi.org/10.1002/humu.22264
http://www.ncbi.nlm.nih.gov/pubmed/23281133
http://dx.doi.org/10.1167/iovs.14-15458
http://dx.doi.org/10.1016/j.preteyeres.2017.10.004
http://dx.doi.org/10.1111/aos.13141
http://www.ncbi.nlm.nih.gov/pubmed/27350263
http://dx.doi.org/10.2144/000112619
http://www.ncbi.nlm.nih.gov/pubmed/18072590
http://dx.doi.org/10.1371/journal.pone.0098186
http://dx.doi.org/10.2144/000114116
http://dx.doi.org/10.1007/s10633-020-09783-y
http://dx.doi.org/10.1364/OE.16.011083
http://dx.doi.org/10.1016/j.ajo.2018.06.011
http://dx.doi.org/10.1159/000342159
http://www.ncbi.nlm.nih.gov/pubmed/23006969
http://dx.doi.org/10.1155/2013/491835
http://www.ncbi.nlm.nih.gov/pubmed/24386645
http://dx.doi.org/10.1167/iovs.61.6.48
http://www.ncbi.nlm.nih.gov/pubmed/32574351
http://dx.doi.org/10.1073/pnas.1719601115
http://www.ncbi.nlm.nih.gov/pubmed/29915052
http://dx.doi.org/10.15252/emmm.201505298
http://dx.doi.org/10.3109/13816810.2016.1151898
http://dx.doi.org/10.1002/cne.22447
http://www.ncbi.nlm.nih.gov/pubmed/20878782
http://dx.doi.org/10.1523/JNEUROSCI.21-17-06745.2001


Cells 2020, 9, 2214 17 of 18

31. Doerre, G.; Malicki, J. Genetic analysis of photoreceptor cell development in the zebrafish retina. Mech. Dev.
2002, 110, 125–138. [CrossRef]

32. Fadool, J.M. Development of a rod photoreceptor mosaic revealed in transgenic zebrafish. Dev. Biol. 2003,
258, 277–290. [CrossRef]

33. Liu, Q.; Zuo, J.; Pierce, E.A. The retinitis pigmentosa 1 protein is a photoreceptor microtubule-associated
protein. J. Neurosci. 2004, 24, 6427–6436. [CrossRef] [PubMed]

34. Liu, Q.; Lyubarsky, A.; Skalet, J.H.; Pugh, E.N.; Pierce, E.A. RP1 is required for the correct stacking of outer
segment discs. Investig. Opthalmol. Vis. Sci. 2003, 44, 4171–4183. [CrossRef] [PubMed]

35. Liu, Q.; Zhou, J.; Daiger, S.P.; Farber, D.B.; Heckenlively, J.R.; Smith, J.E.; Sullivan, L.S.; Zuo, J.; Milam, A.H.;
Pierce, E.A. Identification and subcellular localization of the RP1 protein in human and mouse photoreceptors.
Investig. Ophthalmol. Vis. Sci. 2002, 43, 22–32.

36. Pierce, E.A.; Quinn, T.; Meehan, T.; McGee, T.L.; Berson, E.L.; Dryja, T.P. Mutations in a gene encoding a new
oxygen-regulated photoreceptor protein cause dominant retinitis pigmentosa. Nat. Genet. 1999, 22, 248–254.
[CrossRef]

37. Albarry, M.A.; Hashmi, J.A.; Alreheli, A.Q.; Alia, M.; Khan, B.; Ramzan, K.; Basit, S. Novel homozygous
loss-of-function mutations in RP1 and RP1L1 genes in retinitis pigmentosa patients. Ophthalmic Genet. 2019,
40, 507–513. [CrossRef]

38. Verbakel, S.K.; Van Huet, R.A.C.; Den Hollander, A.I.; Geerlings, M.J.; Kersten, E.; Klevering, B.J.;
Klaver, C.C.W.; Plomp, A.S.; Wesseling, N.L.; Bergen, A.A.B.; et al. Macular dystrophy and cone-rod
dystrophy caused by mutations in the RP1 gene: Extending the RP1 disease spectrum. Investig. Ophthalmol.
Vis. Sci. 2019, 60, 1192–1203. [CrossRef]

39. Huisingh, C.; McGwin, G.; Neely, D.; Zarubina, A.; Clark, M.; Zhang, Y.; Curcio, C.A.; Owsley, C. The
association between subretinal drusenoid deposits in older adults in normal macular health and incident
age-related macular degeneration. Investig. Ophthalmol. Vis. Sci. 2016, 57, 739–745. [CrossRef]

40. Rudolf, M.; Malek, G.; Messinger, J.D.; Clark, M.E.; Wang, L.; Curcio, C.A. Sub-retinal drusenoid deposits in
human retina: Organization and composition. Exp. Eye Res. 2008, 87, 402–408. [CrossRef]

41. Saade, C.; Smith, R.T. Reticular macular lesions: A review of the phenotypic hallmarks and their clinical
significance. Clin. Exp. Ophthalmol. 2014, 42, 865–874. [CrossRef]

42. Cheng, S.Y.; Cipi, J.; Ma, S.; Hafler, B.P.; Kanadia, R.N.; Brush, R.S.; Agbaga, M.P.; Punzo, C. Altered
photoreceptor metabolism in mouse causes late stage age-related macular degeneration-like pathologies.
Proc. Natl. Acad. Sci. USA 2020, 117, 13094–13104. [CrossRef]

43. Imamura, Y.; Noda, S.; Hashizume, K.; Shinoda, K.; Yamaguchi, M.; Uchiyama, S.; Shimizu, T.; Mizushima, Y.;
Shirasawa, T.; Tsubota, K. Drusen, choroidal neovascularization, and retinal pigment epithelium dysfunction
in SOD1-deficient mice: A model of age-related macular degeneration. Proc. Natl. Acad. Sci. USA 2006, 103,
11282–11287. [CrossRef]

44. Malek, G.; Johnson, L.V.; Mace, B.E.; Saloupis, P.; Schmechel, D.E.; Rickman, D.W.; Toth, C.A.; Sullivan, P.M.;
Rickman, C.B. Apolipoprotein E allele-dependent pathogenesis: A model for age-related retinal degeneration.
Proc. Natl. Acad. Sci. USA 2005, 102, 11900–11905. [CrossRef]

45. Do, K.V.; Kautzmann, M.A.I.; Jun, B.; Gordon, W.C.; Nshimiyimana, R.; Yang, R.; Petasis, N.A.; Bazan, N.G.
Elovanoids counteract oligomeric β-amyloid-induced gene expression and protect photoreceptors. Proc.
Natl. Acad. Sci. USA 2019, 116, 24317–24325. [CrossRef] [PubMed]

46. Ban, N.; Lee, T.J.; Sene, A.; Choudhary, M.; Lekwuwa, M.; Dong, Z.; Santeford, A.; Lin, J.B.; Malek, G.;
Ory, D.S.; et al. Impaired monocyte cholesterol clearance initiates age-related retinal degeneration and vision
loss. JCI Insight 2018, 3, e120824. [CrossRef] [PubMed]

47. Luhmann, U.F.O.; Robbie, S.; Munro, P.M.G.; Barker, S.E.; Duran, Y.; Luong, V.; Fitzke, F.W.; Bainbridge, J.W.B.;
Ali, R.R.; MacLaren, R.E. The drusen-like phenotype in aging Ccl2 knockout mice is caused by an accelerated
accumulation of swollen autofluorescent subretinal macrophages. Investig. Ophthalmol. Vis. Sci. 2009, 50,
5934–5943. [CrossRef] [PubMed]

48. Vessey, K.A.; Greferath, U.; Jobling, A.I.; Phipps, J.A.; Ho, T.; Waugh, M.; Fletcher, E.L. Ccl2/Cx3cr1 knockout
mice have inner retinal dysfunction but are not an accelerated model of AMD. Investig. Ophthalmol. Vis. Sci.
2012, 53, 7833–7846. [CrossRef]

http://dx.doi.org/10.1016/S0925-4773(01)00571-8
http://dx.doi.org/10.1016/S0012-1606(03)00125-8
http://dx.doi.org/10.1523/JNEUROSCI.1335-04.2004
http://www.ncbi.nlm.nih.gov/pubmed/15269252
http://dx.doi.org/10.1167/iovs.03-0410
http://www.ncbi.nlm.nih.gov/pubmed/14507858
http://dx.doi.org/10.1038/10305
http://dx.doi.org/10.1080/13816810.2019.1703014
http://dx.doi.org/10.1167/iovs.18-26084
http://dx.doi.org/10.1167/iovs.15-18316
http://dx.doi.org/10.1016/j.exer.2008.07.010
http://dx.doi.org/10.1111/ceo.12353
http://dx.doi.org/10.1073/pnas.2000339117
http://dx.doi.org/10.1073/pnas.0602131103
http://dx.doi.org/10.1073/pnas.0503015102
http://dx.doi.org/10.1073/pnas.1912959116
http://www.ncbi.nlm.nih.gov/pubmed/31712409
http://dx.doi.org/10.1172/jci.insight.120824
http://www.ncbi.nlm.nih.gov/pubmed/30185655
http://dx.doi.org/10.1167/iovs.09-3462
http://www.ncbi.nlm.nih.gov/pubmed/19578022
http://dx.doi.org/10.1167/iovs.12-10650


Cells 2020, 9, 2214 18 of 18

49. Aleman, T.S.; Cideciyan, A.V.; Aguirre, G.K.; Huang, W.C.; Mullins, C.L.; Roman, A.J.; Sumaroka, A.;
Olivares, M.B.; Tsai, F.F.; Schwartz, S.B.; et al. Human CRB1-associated retinal degeneration: Comparison
with the rd8 Crb1-mutant mouse model. Investig. Ophthalmol. Vis. Sci. 2011, 52, 6898–6910. [CrossRef]

50. Chang, B.; Hurd, R.; Wang, J.; Nishina, P. Survey of common eye diseases in laboratory mouse strains.
Investig. Ophthalmol. Vis. Sci. 2013, 54, 4974–4981. [CrossRef]

51. Bergen, A.A.; Arya, S.; Koster, C.; Pilgrim, M.G.; Wiatrek-Moumoulidis, D.; van der Spek, P.J.; Hauck, S.M.;
Boon, C.J.F.; Emri, E.; Stewart, A.J.; et al. On the origin of proteins in human drusen: The meet, greet and
stick hypothesis. Prog. Retin. Eye Res. 2019, 70, 55–84. [CrossRef]

52. Spaide, R.F. Outer retinal atrophy after regression of subretinal drusenoid deposits as a newly recognized
form of late age-related macular degeneration. Retina 2013, 33, 1800–1808. [CrossRef] [PubMed]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1167/iovs.11-7701
http://dx.doi.org/10.1167/iovs.13-12289
http://dx.doi.org/10.1016/j.preteyeres.2018.12.003
http://dx.doi.org/10.1097/IAE.0b013e31829c3765
http://www.ncbi.nlm.nih.gov/pubmed/23764969
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Zebrafish Care 
	gDNA Extraction 
	CRISPR/Cas9 Genome Editing 
	Finclips and Genotyping 
	qPCR 
	Electroretinography 
	Optical Coherence Tomography 
	Electron Microscopy 
	Paraffin Processing and Hematoxylin and Eosin Staining 
	Oil Red O Staining on Cryopreserved Tissue 
	Statistical Analysis 

	Results 
	Generation of rp1l1 Mutant Zebrafish 
	rp1l1 Mutants Have Progressive Photoreceptor Dysfunction 
	Live Imaging Reveals Abnormalities in Outer Retinas of rp1l1 Mutant Zebrafish 
	rp1l1 is Required for Normal Organization of Photoreceptor Outer Segments 
	Diseased Zebrafish Retinas Have Lipid-Rich Subretinal Drusenoid Deposits 

	Discussion 
	References

