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COVID-19 and Down’s syndrome: are we heading for a disaster?
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The SARS-CoV-2 has spread around the world for the
last 5 months, leaving no country unaffected. COVID-19 is a
terrible, highly contagious infectious disease. The mortality rate
has been estimated up to 30 times than that of influenza [1].
Severe acute respiratory syndrome, cardiomyopathy, and a
cytokine storm are the key lethality factors. Importantly, older
age, diabetes, obesity, hypertension, and cardiovascular disease
are conventional risk factors associated with admissions to and
death in an intensive care unit [2]. According to the World
Health Organization, the mortality rates in developed countries
are around 15% in people aged 80 and over but only 0.2% in
the under 30s [3]. Thankfully, COVID-19 appears to spare
healthy children [4].

In this time of crisis, we believe that it is particularly
important to consider people with Down’s syndrome (DS). In
Europe and North America, the prevalence of DS is about 1 in
1200—meaning that more than 1 million adults and children
live with DS. This syndrome is notably associated with the
development of congenital heart disease, sleep apnoea, obe-
sity, diabetes, premature ageing, and higher sensitivity to
upper respiratory tract infections. Each of these conditions is
likely to make people with DS—even children—more prone
to severe COVID-19. As reported in 2009, the mortality rate
among people with DS during the H1N1 flu pandemic has
been estimated up to 300 times than observed in the general
population, but only considering 60 patients [5]. In the
absence of widespread vaccination availability, SARS-CoV-2
might take a similar course through the world as H1N1,
and had an enormously disproportionate impact on the DS

community. Thus, the lethality of COVID-19 might lead to a
dramatically high mortality rate—over 50%—among young
adults and children with DS and comorbidities, and probably
an even higher value among older adults with DS.

Given that people with DS are often intellectually
impaired, measures designed to prevent transmission of the
virus will certainly be more difficult to apply in this popula-
tion. Furthermore, most adults with DS live in institutions
where the risk of contagion is significant or with their elderly
parents, who themselves constitute a high-risk group.

In these chaotic times, healthcare systems have to focus
on essential care. Under these circumstances, medical
genetics centres tend to be closed—leaving people with DS
without specialist follow-up and specific guidance. In view
of the above, we want to warn healthcare providers and
families about the higher risk of severe COVID-19 among
people with DS—including children.

We fear that tackling the broader COVID-19 crisis might
make the health authorities lose sight of a potential disaster
among people with DS. Accordingly, we insist on the
importance of early containment, care provision, and easily
understandable advice for especially vulnerable people with
DS. More broadly, we must be attentive to the needs of
people with mental and immune impairments, such as those
caused by 22q11.2 deletion—the second most frequent
cytogenetic disease.
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