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Abstract
Hirschsprung disease (HD) is a common form of digestive tract malformation in children. However, the pathogenesis of HD is not very
clear. This study aimed to investigate the expression of slit guidance ligand 2 (Slit2) and roundabout 1 (Robo1) in patients with HD.
From January 2018 to January 2019, 30 colon specimens from children with HD undergoing surgical resection at the Department

of Surgery in Qilu Children’s Hospital of Shandong University were obtained. These specimens were divided into the normal segment
group, the transitional segment group and the spastic segment group. Immunohistochemical staining, Western blotting, and real-
time polymerase chain reaction were used to measure the expression of Slit2 and Robo1 in the intestinal walls of normal, transitional,
and spastic segments.
Immunohistochemical staining and Western blot analyses showed high levels of the Slit2 and Robo1 proteins in normal ganglion

cells in children with HD, lower levels in transitional ganglion cells, and no expression in spastic segments, with significant differences
between groups (P< .05). Similarly, the real-time polymerase chain reaction results were consistent with the Western blot analysis
results.
The expression of Slit2 and Robo1 decreases significantly in the spastic segment of the intestinal tract in patients with HD.

Abbreviations: ENS = enteric nervous system, HD = Hirschsprung disease, MOD =mean optical density, NGF = nerve growth
factor, PVDF = polyvinylidene fluoride, Robo1 = roundabout 1, RT-PCR = real-time polymerase chain reaction, Slit2 = slit guidance
ligand 2.

Keywords: enteric nervous system, Hirschsprung disease, immunohistochemistry, roundabout 1, slit guidance ligand 2, Western
blot analysis
1. Introduction

Hirschsprung disease (HD), also known as aganglionosis, is one
of a common form of developmental malformation of the
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digestive tract in children with an incidence of 1/2000 to 1/
5000.[1] This disease is mainly characterized by loss of local
ganglion cells caused by disorder of neural crest stem cell
migration to the intestinal tube, where these cells develop into
ganglion cells during embryonic development. It is a typical
developmental defect of the enteric nervous system (ENS).[2] At
present, the etiology of HD has not been fully elucidated, but
most scholars believe that this disease is caused by an interaction
between genetic factors and changes in the microenvironment of
the intestinal wall.[3] It has been confirmed that changes in the
intestinal microenvironment that are related to the occurrence of
HD include changes in the extracellular matrix, cell adhesion
molecules, nerve growth factor (NGF), neurotrophic factor-3,
and tyrosine kinase C.[4]

Slit guidance ligand (Slit) is a protein that has been widely
studied and is closely related to neurodevelopment. As one of the
main members of the NGF family, Slit has a wide range of
biological activities and plays vital roles in the migration,
proliferation and differentiation of nerve cells, and the growth of
axons.[5] Three Slit family members have been identified: Slit1 to
3 are expressed exclusively in the nervous system. Roundabout
(Robo) is a transmembrane protein with 5 Ig-like repeats, 3
fibronectin type III-like repeats in its extracellular region, and 4
short conserved CC0 to 3 motifs in its intracellular region.[6] It
can be bound by regulatory proteins that transmit ligand signals
in the cytoplasm. The Robo family consists of 4 members,
including Robo1 to 3, which are mainly expressed in the nervous
system, and Robo4, which is mainly expressed in the vascular
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system.[7] The Slit protein binds the extracellular immunoglobu-
lin-like domain of its transmembrane receptor Robo through
leucine-rich repeat sequences.[8] Ozdinler et al[9] found that Slit2
is the main contributor to the lateral branching of trigeminal
axons in the embryonic brainstem. Bagri et al[10] believe that Slit
can not only prevent axons from extending to and passing
through the midline but also guide axons to specific areas.
Whitford et al[11] found that the changes in the cytoskeleton
caused by the Slit–Robo interaction alter the growth of growth
cones and dendritic arborization through the transfection of
dominant-negative Robo and MET-Robo. The aforementioned
studies, which specifically examined the central nervous system,
confirm that Slit and its receptor Robo are involved in the
directional axonal growth, migration and distribution of
neurons.
Slit and Robo are involved in regulating cell migration. During

the development of the nervous system, immature nerve cells
must accurately migrate to the appropriate location before they
can differentiate into mature neurons. Studies have found that
Slit2 secreted by the choroid plexus and septum of the forebrain
in mice inhibits the migration of neuroblasts from the cortical
ventricles and the subventricular area and that Slit–Robo
signaling prevents the migration of pontine neurons in mice.[12]

Slit–Robo signaling causes the formation and maintenance of
astrocytic tunnels through interactions with nerve cells and glial
cells, thereby facilitating the rapid, directed migration of these
neurons in the adult brain. In addition to inhibiting nerve cell
migration, members of this family also regulate the migration of
nonnerve cells such as muscle cells, white blood cells, tumor cells,
and fibroblasts.[13] Slit and Robo also modulate the proliferation
and differentiation of nerve cells. Slit1 promotes the elongation of
axons of cortical neurons in mice and the peripheral branching of
axons of sensory neurons in the trigeminal nerve.[14]

HD is a form of intestinal malformation caused by local
ganglion cell loss due to inhibition of the differentiation of
neurons migrating into the intestines into ganglion cells.
Numerous studies have shown that the Slit2–Robo1 signaling
pathway participates in the growth, migration and distribution of
axons of neurons in the central nervous system and malignant
cancer cells.[15–17] However, details on the expression of Slit2 and
Robo1 in the intestines of patients with HD have rarely been
reported. Therefore, this study focused on the axon guidance
factor Slit2 and assessed the expression and distribution of Slit2
and its receptor Robo1 in diseased segments (spastic and
transitional segments) and normal segments of the intestinal
tract from children withHD. Determining the expression levels of
Slit2 and Robo1 in different parts of the megacolon in children
will provide an in-depth and broader understanding of HD.
2. Materials and methods

2.1. Source of specimens

From January 2018 to January 2019, 30 colon specimens were
obtained from children with HD undergoing surgical resection at
the Department of Surgery of Qilu Children’s Hospital of
Shandong University. Specimens were taken from 22 males and 8
females aged 3 to 74months (average age, 14months). The
clinical manifestations of all the children were confirmed to be
HD, and the children were confirmed to have common type HD
based on barium enema, anorectal manometry, and postopera-
tive histopathology. All patients had sporadic disease, denied a
2

family history of the disease, and received laparoscope-assisted
transanal radical resection.
For each colon specimen, 3 segments, that is, a normal

segment, a transitional segment and a spastic segment, were
divided according to the colon morphology during the operation
and the pathological results after the operation. They constituted
the normal segment group, the transitional segment group, and
the spastic segment group, respectively, with 30 samples in each
group. After collection, the samples were immediately stored in a
�80°C freezer until Western blotting and real-time polymerase
chain reaction (RT-PCR). The remaining specimens were fixed
with 4% formaldehyde solution for 12 to 36hours, routinely
dehydrated and then embedded in paraffin for immunohisto-
chemical staining.
This study was in accordance with medical ethical standards

and was approved by the Ethics Committee of Qilu Children’s
Hospital of Shandong University (no. ETYY-2017015). Written
informed consent was obtained from the guardians of each
patient.
2.2. Hematoxylin-eosin staining

Consecutive sections of the paraffin-embedded sample were
generated at a thickness of approximately 4mm. HE staining was
performed. The structure of the intestinal tissue was observed
under an optical electron miscroscope (Leica, Germany). For
each section, 5 high-power fields (�400) were randomly selected.
The development of ganglion cells in the intestinal tract was
assessed based on the average number and diameter of the cells
within the myenteric plexus.
2.3. Immunohistochemistry

Paraffin sections from the normal segment group, transitional
segment group, and spastic segment group were selected for
immunohistochemical analysis, placed in an oven at 60°C for 2
hours, and then stored at room temperature. Next, the sections
were dewaxed in xylene and water and incubated with 3%
hydrogen peroxide (H2O2) at room temperature for 15 to 30
minutes. After treatment with the citrate antigen retrieval
solution (pH 6.0), the tissues were cooled to room temperature,
and incubated with mouse antihuman primary antibodies against
Slit2 and Robo1 (1:200) (Beijing Bioss Co., Ltd.) overnight in a
refrigerator at 4°C. The next day, after washing with phosphate-
buffered saline, the tissues were incubated with a goat antimouse
secondary antibody at room temperature for approximately 20
minutes. After development with diaminobenzidine, the tissues
were stained with hematoxylin, dehydrated, cleared, and sealed.
A total of 5 high-power fields (400�) were randomly selected
from each section, and the staining intensity of 5 positive cells in
each field was determined, and the percentage of positive cells
was calculated. Yellow-stained cells were considered positive
cells, while those without staining were considered negative cells.
The percentage of positive cells was scored as follows[18,19]:
�10%; 11% to 50%; 51% to 75%; and ≥75%. In addition, the
staining intensity was scored as follows: 0, unstained; 1, light
yellow; 2, pale brown; and 3, tan. The total score was obtained by
multiplying the percentage of positive cells score and the staining
intensity score and was used to assess staining as follows: 0,
negative (�); 1 to 3, weakly positive (+); 4 to 6, positive (++); and
>7, strongly positive (+++). All tissue sections were observed
under a light microscope (Leica, Germany) (400�). Images were
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acquired and imported into Leica Qwin image analysis software
(Forma Scientific, Germany), and 5 visual fields were randomly
selected from each section. Slit2 and Robo1 protein expression
were analyzed using Image-ProPlus 6.0 image analysis software
(Forma Scientific, Germany). The mean optical density (MOD)
was calculated, and the average MOD in 5 visual fields was
calculated as a measure of the expression in each sample.
2.4. Western blot analysis

Full-thickness tissue specimens from normal, transitional, and
spastic segments of the intestine were selected. Total protein was
extracted using a whole protein extraction kit (Beyotime Institute
of Biotechnology, China). The protein content was determined by
the bicinchoninic acid disodium method (Beyotime Institute of
Biotechnology, China). The specimens were cryopreserved at
�20°C for subsequent detection. Sample buffer was added to
60mL total protein, and the samples were boiled for 5minutes.
After 10% sodium dodecyl sulfate-polyacrylamide gel electro-
phoresis, the proteins were transferred onto a polyvinylidene
fluoride (PVDF) membrane. After blocking with a solution
containing 5% skim milk powder, the PVDF membranes were
incubated with Slit2 and Robo1 antibodies (1:500) (Abcam,
ab134166 and ab256791) or a b-actin antibody (1:1000) (Beijing
Bioss Co., bs-0293R) and then washed twice. Then, an alkaline
phosphatase-labeled goat anti-rabbit IgG secondary antibody
(working concentration, 1:10,000) (Shanghai Long Island
Antibody Diagnostica, 0295G) was added for hybridization
for 1hour at room temperature. PVDF membranes were placed
directly in a dual-band infrared imaging system (LI-COR
Biosciences), scanned, and analyzed. The density of each
amplified band was analyzed, and protein expression was
calculated using the relative gray value: relative gray value =
(gray value of the target protein band/gray value of the internal
reference band).
2.5. Real-time polymerase chain reaction

The Slit2 and Robo1 genes were amplified using PCR. The
primers were designed by referring to the MEDLINE database of
the US National Library of Medicine and synthesized with the
assistance of Dalian Takara Co., Ltd. (Table 1). Total RNA was
extracted using Trizol reagent. The main reagents included
chloroform (Sinopharm Chemical Reagent Co., Ltd., China; 75-
62-7), isopropanol (Sinopharm Chemical Reagent Co., Ltd.; 67-
63-0), 75% ethanol (Sinopharm Chemical Reagent Co., Ltd.; 64-
17-5), RNase-free water (Solarbio, Beijing, China; r1600), and
Trizol RNA extraction reagent (Thermo Fisher Scientific,
Massachusetts, MA, USA; bv15596026). Full-thickness tissue
specimens of normal, transitional, and spastic segments of the
Table 1

Primer sequences and amplified fragment lengths of GAPDH, Slit2, a

Gene Primer sequence

GAPDH Upstream: 5’-GCACCGTCAAGGCTGAGAAC-3’
Downstream: 5’-TGGTGAAGACGCCAGTGGA-3’

Slit2 Upstream: 5’-CCTGCCAGCACGATTCAAAG-3’
Downstream: 5’-ATCAGTTCCTCCTTGGTTTCGTAG-3’

Robo1 Upstream: 5’-TGTTGCTTTGGGACGGACTGTA-3’
Downstream: 5’-AAATCGGCTGGATGACTGTGG-3’

Robo1 = roundabout 1, Slit2 = slit guidance ligand 2.
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intestine were selected for total RNA extraction. The concentra-
tion of RNAwas determined using ultraviolet spectrophotometry
(Biometra). The extracted RNA was stored at �80°C. Three
microliters of RNA were used for reverse transcription.
Complementary DNA was synthesized by reverse transcription
using a reverse transcription kit (Dalian Takara Co., Ltd.). PCR
was performed using a SYBR Premix Ex TaqTM quantitative
fluorescence kit (Dalian Takara Co., Ltd.). The complementary
DNA samples were collected and diluted 10 times to determine
the efficiency of qPCR amplification. Additionally, a reaction
tube without template was used as a negative control. The Ct
values of b-actin and the target gene in each sample were
calculated. To reduce error, each sample was analyzed twice. The
experiment was repeated thrice, and averages were obtained. The
main instrument was a real-time fluorescence PCR instrument
(QS5; ABI). The relative expression of the gene in the sample was
calculated, and the following data were calculated according to
the Ct value: DCt = Cttargetgene � Ctreferencefactor; DDCt =
DCttargetgene � DCtreferencefactor; and the expression of the target
gene = 2�DDCt.
2.6. Statistical analysis

All the data were analyzed using SPSS 22.0 (SPSS, Inc., Chicago,
IL). Measurement data with a normal distribution are expressed
as the mean ± standard deviation (x ± s). A t test was used to
compare data between 2 groups, and ANOVA followed by
Bonferroni correction was used to compare data among multiple
groups. P = .05 was used as the cutoff, with P< .05 being
considered statistically significant.
3. Results

3.1. HE staining and observations

In the normal segments, normal nerve plexuses were observed in
the intramuscular and submucosal areas of the intestinal wall,
which were densely distributed along the intestinal tract.
Ganglion cells with a normal shape and number were observed
within the nerve plexus. These cells were well developed. They
had a large cytoplasm with a centrally located round nucleus and
obvious nucleolus, and displayed normal development in all
layers of the intestinal wall (Fig. 1A). In the transitional segments,
proliferative nerve plexuses were observed in the intramuscular
and submucosal areas of the intestinal wall. The ganglion cells in
the nerve plexus were poorly developed, and they were smaller
than normal cells. The nucleolus was less noticeable and the
cytoplasmic volume was reduced. The number of the nerve
plexuses was less than that in the normal group. The smooth
muscle presented a locally disordered arrangement (Fig. 1B). In
nd Robo1.

Annealing temperature (°C) Amplified fragment length (bp)

63 138

64 91

64 133

http://www.md-journal.com


Figure 1. Hematoxylin-eosin staining showing the outcomes of the 3 groups (�400). (A) The normal segment group. The number of ganglion cells was normal, and
the cells were well developed with a large volume of cytoplasm. The nucleus was centrally located, with a noticeable nucleolus. (B) The transitional group. The
ganglion cells were poorly developed. The cells had a smaller morphology, a less noticeable nucleolus, and less cytoplasm than the normal cells. (C) The spastic
segment group. No ganglion cells were observed, and a small portion of the nerve plexuses presented hyperplasia.

Kong et al. Medicine (2021) 100:33 Medicine
the spastic segment group, no nerve plexuses were observed in the
intramuscular and submucosal areas. The diameter of the nerve
plexuses was smaller, and a small portion presented with
hyperplasia; the myometrial cells were also disordered (Fig. 1C).
The normal segment groups showed a significant difference in the
diameter of the nerve plexus compared with the transitional
group and the spastic group (P< .05), whereas no significant
difference was observed between the latter 2 groups (P > .05).
The normal segment group also showed significant differences in
the diameter and number of ganglion cells compared with the
transitional group (P< .05) (Table 2).

3.2. Immunohistochemical staining for slit guidance ligand
2 in Hirschsprung disease tissues

Immunohistochemical staining was performed to assess the
expression and distribution of the Slit2 protein in the intestines of
children with HD, and Slit2 was expressed at high levels in
intestinal plexus cells, as indicated by strong staining, while a
dark brown mass in the cytoplasm, significant Slit2 expression
and no obvious nuclear staining were observed in ganglion cells
from the normal segment group (Fig. 2A). In addition, Slit2 was
expressed at a low level in ganglion cells in the transitional
segment group, as indicated by positive staining. Pale yellow flaky
particles were seen in the cytoplasm of ganglion cells, and no
obvious staining was observed in the nucleus (Fig. 2B). However,
no obvious ganglion cells or Slit2 expression was observed in the
spastic segment group, as indicated by negative staining (Fig. 2C).
Immunohistochemical staining showed a gradual decrease in the
Table 2

The diameters of the nerve plex us and the numbers and diameters

Group Number Diameter of the nerve plexus (mm)

Normal 30 60.13±10.25
Transitional 30 38.29±5.86

∗

Spastic 30 36.64±4.92
∗

∗
P< .05, transitional and spastic groups vs the normal group.

4

expression of Slit2 in the normal, transitional and spastic segment
groups. According to the statistical analysis of MOD values, the
expression level of Slit2 in the normal segment group was
significantly higher than that in the transitional segment group
(126.73±9.77 vs 89.67±14.82; P< .05), specifically, the level of
Slit2 in the normal segment groupwas 1.41 times higher than that
in the transitional segment group. Thus, the Slit2 expression level
gradually increased in the normal segment group but decreased in
the transitional segment group. There were ganglion cells in the
transitional segment group, but there were fewer ganglion cells in
this group than in the normal segment group. Similarly, a
significantly higher Slit2 content was observed in the transitional
segment group than in the spastic segment group (89.67±14.82
vs 53.77±14.40); specifically, the Slit2 content in the transition
group was 1.67 times higher than that in the spastic segment
group (P< .05). The most obvious difference was the 2.36 times
higher Slit2 level in the normal segment group than that in the
spastic segment group, and this difference was significant
(P< .05). The highest expression of Slit2 was observed in the
normal segment group, and the lowest expression was detected in
the spastic segment group (Table 3).

3.3. Immunohistochemical staining for roundabout 1 in
Hirschsprung disease tissues

Similarly, immunohistochemical staining was conducted to assess
the expression and distribution of the Robo1 protein in the
intestinal tracts of children with HD. Robo1 was mainly
expressed in the intestinal plexus cells of the normal segment
of the ganglion cells in each group (x ± s).

Diameter of ganglion cells (mm) Number of ganglion cells

18.32±1.34 6.39±1.84
13.81±0.97

∗
3.55±1.18

∗

– –



Table 3

Comparison of the MOD values of Slit2 and Robo1 in each
intestinal segment in the 3 groups (mean ± SD).

Group Number of patients (n) Slit2 Robo1

Normal segment 30 126.73±9.77 119.67±12.93
Transitional segment 30 89.67±14.82

∗
93.87±15.87

∗

Spastic segment 30 53.77±14.40
∗† 42.93±14.03

∗†

P <.05 <.05

MOD = mean optical density, Robo1 = roundabout 1, Slit2 = slit guidance ligand 2.
The transitional segment group and the spastic segment group were compared with the normal
segment group.
∗
P < .05. The spastic segment group was compared with the transitional segment group.

† P < .05.

Figure 2. Expression of Slit2 in different segments of the intestines of children with HD (immunohistochemical staining, 400� magnification). (A) Slit2 was
expressed in a large number of nerve clusters in the normal group, as indicated by dark brown staining. (B) Slit2 was expressed at a low level in the transitional
segment group, as indicated by light yellow staining. (C) Slit2 was not expressed in the spastic segment group. The arrow in the figure shows the localization of the
Slit2 protein. HD = Hirschsprung disease, Slit2 = slit guidance ligand 2.

Figure 3. Expression of Robo1 in different segments of the intestines of children
abundantly expressed in normal nerve clusters, as indicated by dark brown staining
light yellow staining. (C) Robo1 was not expressed in the spastic segment group. Th
Hirschsprung disease, Robo1 = Roundabout 1.
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group, as indicated by strong staining. The nuclei and cytoplasm
of ganglion cells were stained dark brown, and the expression
level in the cytoplasm was higher than that in the nuclei (Fig. 3A).
In addition, Robo1 was expressed in ganglion cells in the
transitional segment group, but was expressed at lower levels in
ganglion cells in this group than in the normal segment group;
additionally, pale yellow granules were observed in the nuclei and
cytoplasm of ganglion cells (Fig. 3B). However, no obvious
ganglion cells and no Robo1 expression were detected in the
spastic segment group (Fig. 3C). According to the immunohisto-
chemical staining, Robo1 expression decreased gradually in the
normal segment group, the transitional segment group, and the
spastic segment group, with the highest expression observed in
the normal segment group and the lowest expression observed in
with HD (immunohistochemical staining, 400� magnification). (A) Robo1 was
. (B) Robo1was expressed at a low level in the transitional group, as indicated by
e localization of the Robo1 protein is shown by the red arrow in the figure. HD =

http://www.md-journal.com
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the spastic segment group. According to statistical analysis of
MOD values, the content of Robo1 in the normal segment group
was significantly higher than that in the transitional segment
group (119.67±12.93 vs 93.87±15.87); specifically, the content
of Robo1 in the normal segment group was 1.27 times higher
than that in the transitional segment group (P< .05). Similarly,
the content of Robo1 in the transitional segment group was
significantly higher than that in the spastic segment group (93.87
±15.87 vs 42.93±14.03); specifically, the content of Robo1 in
the transitional segment group was 1.67 times higher than that in
the spastic segment group (P< .05). Most obviously, the Robo1
content in the normal segment group was 2.19 times higher than
that in the spastic segment group, and this difference was
significant (P< .05) (Table 3).

3.4. Western blot analysis of slit guidance ligand 2 and
roundabout 1 levels in Hirschsprung disease tissues

Western blotting was used to measure the levels of the Slit2 and
Robo1 proteins in the intestines of children with HD. The Slit2
and Robo1 proteins were expressed in the normal, transitional,
and spastic segments, and the expression levels gradually
decreased. The expression level was highest in the normal
segment group and lowest in the spastic segment group (Fig. 4A).
Statistical analyses of the protein expression data showed
significantly higher levels of Slit2 and Robo1 in the normal
segment group than in the transitional segment group (0.70±
0.12 vs 0.54±0.09 and 0.63±0.08 vs 0.39±0.08, respectively)
(P< .05). Similarly, the contents of Slit2 and Robo1 in the
Figure 4. Slit2 and Robo1 protein expression in the 3 groups (30 tissues per
group). (A) Electrophoretograms showing Slit2 and Robo1 protein expression
in the 3 groups. The highest levels of the Slit2 and Robo1 proteins were
observed in the normal segment group, the lowest expression levels of Slit2
and Robo1 were detected in the spastic segment group, and the expression
levels of Slit2 and Robo1 in the transitional segment group were between those
in the normal segment group and those in the spastic segment group. (B)
Histogram of protein expression in the different groups. The pairwise
comparison revealed that the difference was significant; ∗P< .05. 1 and 2,
the normal segment group; 3 and 4, the transitional segment group; 5 and 6,
the spastic group. Robo1 = roundabout 1, Slit2 = slit guidance ligand 2.
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transitional segment group were significantly higher than those in
the spastic segment group (0.54±0.09 vs 0.35±0.08 and 0.39±
0.08 vs 0.22±0.07, respectively) (P< .05). The most obvious
difference was the significantly higher levels of Slit2 and Robo1 in
the normal segment group than in the spastic segment group
(0.70±0.12 vs 0.35±0.08 and 0.63±0.08 vs 0.22±0.07,
respectively) (Fig. 4B).

3.5. Analysis of slit guidance ligand 2 and roundabout 1
mRNA expression in Hirschsprung disease tissues

We measured the expression levels of the Slit2 and Robo1
mRNAs in HD tissues using RT-PCR. The Slit2 mRNA and
Robo1 mRNA were expressed in the normal, transitional and
spastic segments, and the expression levels gradually decreased.
The results of the RT-PCR analysis of mRNA expression were
consistent with the results of Western blot analysis of protein
expression. The expression levels of Slit2 and Robo1 in the
normal segment group were 1.21 times and 1.26 times higher,
respectively, than those in the transitional group, and the
differences were statistically significant (P< .05). The expression
levels of Slit2 and Robo1 in the transitional segment group were
1.32 times and 1.38 times higher, respectively, than those in the
spastic segment group, and the differences were significant
(P< .05). The most obvious differences in expression were
between the normal segment and spastic segment groups; the
expression levels of Slit2 and Robo1 in the normal segment group
were 1.60 times and 1.73 times higher, respectively, than those in
the spastic segment group, and the differences were significant
(P< .05) (Fig. 5 and Table 4).

4. Discussion

This study is innovative because it is the first to report that Slit2
and its receptor Robo1 are expressed in the intestines of children
with HD. In this report, we assessed the expression of Slit2 and
Robo1 in HD tissues.
In a recent study, Zhao and Mommersteeg[20] found that Slit2

and Robo1 are expressed at very high levels in the hearts of
drosophilid flies, zebrafish, and mice, suggesting that they may
participate in the regeneration and migration of cardiac cells and
chamber formation. Some studies performed abroad have also
found that Slit2 and Robo1 are expressed in thyroid and cervical
cancer specimens,[21,22] indicating that they may be related to
Figure 5. Expression levels of the Slit2 and Robo1mRNAs in different intestinal
segments. The highest expression levels of Slit2 and Robo1 were detected in
the normal segment group and the lowest levels were observed in the spastic
segment group. Pairwise comparison revealed that the difference was
significant; ∗P< .05. Robo1 = roundabout 1, Slit2 = slit guidance ligand 2.



Table 4

Comparison of Slit2 and Robo1 mRNA expression in each
intestinal segment among the 3 groups (means ± SD).

Group Number of patients (n) Slit2 Robo1

Normal segment 30 0.91±0.15 0.83±0.12
Transitional segment 30 0.75±0.16

∗
0.66±0.17

∗

Spastic segment 30 0.57±0.16
∗† 0.48±0.17

∗†

P <.05 <.05

Robo1 = roundabout 1, Slit2 = slit guidance ligand 2.
The transitional segment group and the spastic segment group were compared with the normal
segment group.
∗
P < .05. The spastic segment group was compared with the transitional segment group.

† P< .05.
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tumor growth and metastasis. These results are consistent with
our findings that Slit2 and Robo1 are not only present in the
central nervous system but also expressed in the ENS,
cardiovascular system and tumor tissues. They may play an
important role in the regeneration, migration, and orientation of
neurons. Axon guidance is a basic process in the development of
neurons.[23] In the central nervous system of vertebrates, the
axons of neurons must grow properly to reach their target sites
and exert their effects. The nerve growth guidance factors that
have been identified thus far include members of the Ephrin
family, Netrin family, Semaphorin family, and Slit family.[24]

Slit2 and its receptor Robo1 may exert their effects through the
Slit2–Robo1 signaling pathway. After the Slit protein binds to the
extracellular immunoglobulin-like domain of its transmembrane
receptor Robo through leucine-rich repeats, Slit–Robo GTPase
activating protein molecules, which are coupled with the Robo
intracellular domain in cells, are activated. These molecules
regulate the polarity-dependent distribution of cytoskeleton-
associated proteins and actins in cells and guide the migration of
nerve cells and the growth of axons to produce biological
effects.[8,25] Therefore, abnormal expression of Slit or Robo
blocks signal transduction by nerve cells, thereby leading to the
occurrence of diseases.
In addition, Slit2 and its receptor Robo1 were expressed in the

intestines of children withHD and in transitional segments of HD
tissues, but Slit2 and Robo1 expression in these segments were
slightly weaker than the levels observed in normal segments.
However, the levels of the Slit2 and Robo1 proteins were
significantly decreased or were almost absent in spastic segments.
Similarly, the expression levels of the Slit2 and Robo1 mRNAs
were significantly lower in the spastic segments than in the
transitional and normal segments of children with HD.
Moreover, the expression levels of the Slit2 and Robo1 mRNAs
in transitional segments were significantly lower than those in
normal segments (P< .05). Based on these results, Slit2 and
Robo1 expression were downregulated in the diseased intestines
of children with HD. Kaur et al[26] found significantly decreased
expression levels of Slit2 and Robo1 in the brains of rats
subjected to hypoxia-ischemia, suggesting that Slit2 may
contribute to the attenuation of neuronal apoptosis. Li et al[27]

observed a significant decrease in Robo1 expression after spinal
cord injury in vertebrates, which suggests that the Robo1
signaling pathway may promote axonal regeneration and
synaptic formation in neurons, providing a novel strategy for
the treatment of spinal cord injury. In our previous experi-
ment,[28] it was found that the expression of glial cell-derived
neurotrophic factor was downregulated in children with
congenital anorectal malformation and the terminal rectum in
7

animal models. This decrease in glial cell-derived neurotrophic
factor expressionmight affect the development andmaturation of
the ENS. These results indicate that NGFs such as Slit2 and
Robo1 are abnormally expressed in the nervous system.
Interestingly, these results are basically consistent with our
findings. Decreased expression of Slit2 and Robo1 affects normal
Slit–Robo signal transduction, further affecting the proliferation,
differentiation, migration, and maturation of ganglion cells.
Moreover, we assessed the expression of the Slit2 and Robo1
proteins in different intestinal segments of HD tissues and found
that the distribution pattern of these molecules was consistent
with that in ganglion cells in children with HD. This finding also
suggests that Slit2 and Robo1may participate in the development
and function of the ENS by interacting with each other during the
development of ganglion cells, thereby leading to dyskinesia of
diseased intestinal segments and changes in intestinal morpholo-
gy. This finding provides a new direction for elucidating the
pathogenesis of HD.
We studied the colons of children with HD by collecting

normal segments, transitional segments, and spastic segments.
The expression of Slit2 and Robo1 in different colon segments of
patients with HD was measured, and we observed significantly
higher expression of these molecules in normal segments than in
spastic and transitional segments. Additionally, the expression
levels of both of these molecules were consistent with the number
of ganglion cells in the gut; a higher number of ganglion cells was
associated with higher Slit2 and Robo1 expression, and a lower
number of ganglion cells was associated with lower expression of
these molecules. Tang et al[29] documented significantly lower
levels of Slit2 in the colons of normal children than in the
intestines of children with HD, and Slit2 inhibited cell migration,
while knockout of Robo1 reversed this inhibition, suggesting that
the Slit2/Robo1 pathway is also involved in the pathogenesis of
HD. Interestingly, our findings were inconsistent with those
reported by Tang et al.[29] We propose that this difference may be
attributed to the division of the patients in the study by Tang et al
into 2 groups, and the children in the normal group suffered from
different diseases, which may have led to erroneous findings for
Slit2 expression in children with normal colons. The increased
expression of Slit2 in the intestines of HD patients may be due to
negative feedback regulation in the body. As Slit2 is a protective
factor, when lesions occur in the intestine, Slit2 may migrate to
the intestine, thereby playing roles in nerve growth and
migration. The expression of Slit2 in the HD group was higher
than that in the normal group. Therefore, we speculated that Slit2
and Robo1 may promote the migration of intestinal nerve cells
and that intestinal ganglia cells may also secrete Slit2 and Robo1
proteins, which exert mutual effects on promotion, coordination
and neuronal guidance. This conclusion is consistent with our
previous hypothesis, but the protective effects of Slit2 and Robo1
are not sufficient to resist the occurrence of HD.
There are some limitations to this study. First, this study

preliminarily investigated the expression of Slit2 and Robo1 in
children with HD and did not elucidate the roles of these
molecules in the development of HD. Cell migration experiments
and animal experiments must be conducted to clarify the roles of
Slit2 and Robo1 in the development of HD. Second, the results of
this study did not reveal the stage of HD at which the expression
of Slit2 and Robo1 becomes abnormal. This question remains to
be answered in the future.
In conclusion, abnormal expression of Slit2 and its receptor

Robo1 was observed in the diseased intestines of children with
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HD. The results of this study may broaden and deepen our
understanding of HD.
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