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Abstract: Muscle wasting is caused by various factors, such as aging, cancer, diabetes, and chronic
kidney disease, and significantly decreases the quality of life. However, therapeutic interventions
for muscle atrophy have not yet been well-developed. In this study, we investigated the effects of
schisandrin A (SNA), a component extracted from the fruits of Schisandra chinensis, on dexamethasone
(DEX)-induced muscle atrophy in mice and studied the underlying mechanisms. DEX+SNA-treated
mice had significantly increased grip strength, muscle weight, and muscle fiber size compared
with DEX+vehicle-treated mice. In addition, SNA treatment significantly reduced the expression of
muscle degradation factors such as myostatin, MAFbx (atrogin1), and muscle RING-finger protein-1
(MuRF1) and enhanced the expression of myosin heavy chain (MyHC) compared to the vehicle.
In vitro studies using differentiated C2C12 myotubes also showed that SNA treatment decreased the
expression of muscle degradation factors induced by dexamethasone and increased protein synthesis
and expression of MyHCs by regulation of Akt/FoxO and Akt/70S6K pathways, respectively. These
results suggest that SNA reduces protein degradation and increases protein synthesis in the muscle,
contributing to the amelioration of dexamethasone-induced muscle atrophy and may be a potential
candidate for the prevention and treatment of muscle atrophy.
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1. Introduction

Skeletal muscle atrophy is caused by several factors including genetic factors, various diseases,
disuse, and aging [1]. As the lifespan of humans increases with the development of medicine,
age-associated skeletal muscle atrophies are becoming a global social problem due to deterioration
of the quality of life [2]. Nowadays, many studies are being conducted to develop therapeutic drugs
for the treatment of muscle atrophy. However, aside from exercise regimens, there are currently no
effective medicines or therapeutic options available.

In general, the maintenance of muscle mass depends on the balance between protein degradation
and synthesis, and both these processes are sensitive to factors such as hormonal balance, nutritional
status, physical activity/exercise, injury, and disease [3]. Muscle protein degradation occurs through
the ubiquitin-proteasome-dependent pathway, caspase system pathway, and autophagy pathway [4].
Of these, the ubiquitin-proteasome system (UPS) mediates the degradation of short-lived proteins
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and has been indicated as an important mechanism influencing muscle atrophy [5]. Two major
muscle-specific ubiquitin E3 ligases that contribute to the ubiquitination process include muscle
RING-finger protein-1 (MuRF1) and MAFbx (atrogin1).

Various animal models have been used in muscle atrophy studies such as hindlimb suspension,
casting, starvation, denervation, diabetes, and the administration of glucocorticoid (GC) [6,7].
GC administration is a widely used animal model for the study of catabolic muscle atrophy [8].
The administration of dexamethasone (DEX) in high concentrations stimulates muscle proteolysis [8].
In general, plasma GC levels increase due to altered neuroendocrine regulation. GC is involved
in various catabolic systems in muscles, connective tissues, bones, and lymphoid tissues [9]. GC
is used to treat a variety of disease states, but long-term use or administration of high doses can
upregulate myostatin expression and increase the expression of E3 ubiquitin ligase, atrogin1, and
MuRF1, eventually leading to muscle atrophy [10,11].

Schisandra chinensis is a herb traditionally used in Korea and China and is cultivated in northwest
China, Korea, and eastern Russia. Modern pharmacological studies have proven that S. chinensis
has anti-inflammatory, anti-hepatotoxic, and anti-nephrotoxic effects [12–14]. In addition, recent
studies have shown that the S. chinensis extract alleviates DEX-, neurectomy-, and disuse-induced
muscle atrophy [8,15,16]. However, not much is known about the effects of the active ingredient
of the S. chinensis extract with respect to improving muscle atrophy. Many dibenzocyclooctadiene
lignans have been isolated from the fruits of S. chinensis, including schisandrin (SLA, schisandrol A),
schisandrin B (SLB, gomisin N), γ-schisandrin, schisantherin A (SA, gomisin C), deoxyschisandrin
(SNA, schisandrin A), and gomisin A [17]. SNA is one of the major lignans found in the fruits of
S. chinensis [18,19]. In this study, we investigated the effects of SNA on DEX-induced muscle atrophy
in vivo and studied the mechanisms involved, particularly in muscle protein degradation and synthesis.

2. Materials and Methods

2.1. Animals

Eight-week-old C57BL/6 male mice were obtained from Orient Bio (Seongnam-si, Kyunggido,
Korea) and allowed 1 week of adaptation before the study. The mice were also adapted towards oral
administration for 1 week. Mice were maintained under 23 ± 1 ◦C with 12 h light/dark cycles with
free access to water and a regular chow diet. All animal experiments were performed in compliance
with the ethical requirements of the Laboratory Animal Research Center, College of Pharmacy, Gachon
University. The experimental protocol was approved by the Gachon University Institutional Animal
Care and Use Committee (GIACUC-R2018012).

2.2. Induction of Muscle Atrophy and Treatment with SNA

C57BL/6 male mice (10-week-old) were randomly divided into three groups: control (CON),
dexamethasone (DEX; D4902, Sigma-Aldrich, MO, USA), and dexamethasone + schisandrin A (DEX +

SNA) groups. CON was administered an intraperitoneal (i.p.) injection of 9% Kolliphor® HS 15 (42966,
Sigma-Aldrich, MO, USA) + 10% DMSO (D1370, Duchefa Biochemie, BV, Netherlands) and orally
administered 0.5% carboxymethyl cellulose sodium (CMC, C0045, TCI, Tokyo, Japan). The DEX group
was administered an i.p. injection of DEX dissolved in 9% Kolliphor® HS 15 + 10% DMSO solution
and orally administered 0.5% CMC for 8 days. The DEX + SNA group was orally administered SNA
(C3501 TCI, Tokyo, Japan) 20 mg/kg in 0.5% CMC once a day for 10 days, after 2 days DEX dissolved in
9% Kolliphor® HS 15 + 10% DMSO solution was injected i.p. for 8 days until the end of experiment.
On day 10, the grip strength of the mice was tested to measure the muscle force. The mice were then
sacrificed for further skeletal muscle tissue analysis. During the course of the experiment, the body
weight and food intake of the mice were checked daily between 1:00–2:00 p.m.
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2.3. Cell Culture

The C2C12 cells (CRL-1772, ATCC®, USA) were grown in Dulbecco’s modified Eagle’s medium
(LM001-05, Welgene, Gyeongsangbuk-do, Korea) supplemented with 10% fetal bovine serum (S001-07,
Welgene, Gyeongsangbuk-do, Korea), 0.2 mM glutamine, 100 IU/mL penicillin, and 0.1 mg/mL
streptomycin. Cells were cultured in 5% CO2 at 37 ◦C. To differentiate C2C12 myoblasts from C2C12
myotubes, C2C12 cells were seeded at 2.5 × 105 cells per 6-well plate, and the medium was then
replaced with a differential medium containing 2% horse serum (16050-122, Thermo Fisher scientific,
MA, USA), 100 IU/mL penicillin, and 0.1 mg/mL streptomycin for five days. The C2C12 myotubes
were treated with 10 µM SNA and 1 µM DEX for 12 h. To further investigate the molecular mechanism
of SNA action, C2C12 myotubes were treated with 20 µM SNA and 10 µM DEX for 24 h.

2.4. Measurement of Grip Strength

After 10 days of SNA administration, mice were subjected to grip strength analysis to measure the
muscle force. Limb grip strength was measured using a grip strength meter (BIO-G53, BIOSEB, FL,
USA). Briefly, to assess forelimb strength, mice were allowed to rest on a T-bar such that they could
tightly grip the T-bar using only the two forelimbs. The tail of each mouse was pulled directly toward
the tester and parallel to the T bar with the same force. Grip strength was calculated as force divided
by the final body weight (N/g).

2.5. Tissue Collection

After the mice were sacrificed, tissues were quickly excised, carefully dissected, and weighed.
The skeletal muscles isolated were quadriceps femoris (QD), gastrocnemius (GA), extensor digitorum
longus (EDL), soleus (SOL), and tibialis anterior (TA). Muscle samples were stored at −80 ◦C until
further analyses could be performed.

2.6. Histology

TA muscles were fixed in 10% neutral buffered formalin and embedded in paraffin. These paraffin
blocks were cut into 4 µm thick sections and stained with hematoxylin (30002, Muto Pure Chemicals Co.,
Ltd., Japan) and eosin (HT110132, Sigma-Aldrich, MO, USA) (H&E). The H&E-stained sections were
used for the cross-sectional area (CSA) analyses. These sections were examined (200 ×magnification)
using a confocal microscope (Nikon intensilight C-HGFI, Tokyo, Japan) and NIS-element AR 4.00.00
software. Then, the myofiber cross-sectional areas were analyzed using the ImageJ software.

2.7. Real-Time Polymerase Chain Reaction (PCR) Analysis

Total RNA was isolated from the TA muscle using RNAiso Plus (9108, TAKARA, Kyoto, Japan)
according to the manufacturer’s protocol. Complementary DNA (cDNA) was synthesized from
2 µg total RNA with the PrimeScript 1st-strand cDNA synthesis kit (6110A, TAKARA, Kyoto, Japan).
Quantitative real-time PCR (RT-qPCR) was performed using a reaction mixture containing SYBR™
Green master mix (RR820A, Takara, Kyoto, Japan). Results were calculated using the 2-∆∆CT relative
quantification method normalized to the Cyclophilin B gene. The sequences of the primer pairs are
shown in Table 1.

2.8. Western Blot Analysis

Total protein from the TA muscle or C2C12 myotube was isolated with a mammalian protein extract
buffer (78501, GE Healthcare Life Sciences, MA, USA) containing a protease inhibitor mixture (P8340,
Sigma-Aldrich, MO, USA) and phosphatase inhibitors (P5726 and P0044, Sigma-Aldrich, MO, USA).
Then, the isolated protein was separated by SDS-polyacrylamide gel electrophoresis. The transferred
membrane was blocked with 5% skimmed milk or 5% BSA for 1 h and incubated with the following
primary antibodies overnight: 1:1000 (anti-GDF8/myostatin (ab203076, Abcam, MA, USA), anti-MYH
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(B-5) (sc-376157, Santa Cruz biotechnology, CA, USA), anti-p-p70S6K (9205, Cell signaling, MA,
USA), anti-p70S6K (9202, Cell signaling, MA, USA), anti-p-Akt (Ser473) (4060, Cell signaling, MA,
USA), anti-Akt (9272, Cell signaling, MA, USA), anti-p-FoxO1 (Ser256) (9461, Cell signaling, MA,
USA), anti-FoxO1 (2880, Cell signaling, MA, USA), 1:2000 (anti-MuRF1 (ab172479, Abcam, MA, USA),
anti-MAFbx (sc-166806, Santa Cruz biotechnology, CA, USA)), and 1:5000 (anti-GAPDH (sc-32233, Santa
Cruz biotechnology, CA, USA)). GAPDH was used as a loading control for the assay. The membrane
was washed three times with TBST for 10 min and then incubated with horseradish peroxidase
(HRP)-conjugated goat anti-rabbit IgG or goat anti-mouse IgG secondary antibodies. The target
complex was detected by ChemidocTM XRS+ system with Image LabTM software (Bio-Rad, CA, USA)
and the band intensity was quantified using the Image Lab program.

Table 1. Primer sets used for quantitative PCR analyses.

No. Primer Sense Anti-Sense

1 MuRF1 AGGACTCCTGCAGAGTGACCAA TTCTCGTCCAGGATGGCGTA
2 Atrogin1 GCAAACACTGCCACATTCTCTC CTTGAGGGGAAAGTGAGACG
3 Myostatin GGCCATGATCTTGCTGTAA TTGGGTGCGATAATCCAGTC
4 MyHC * 1 CCAAGGGCCTGAATGAGGAG GCAAAGGCTCCAGGTCTGAG
5 MyHC * 2A AAGCGAAGAGTAAGGCTGTC GTGATTGCTTGCAAAGGAAC
6 MyHC * 2X CACCGTCTGGATGAGGCTGA TGTTTGCGCAGACCCTTGATAG
7 MyHC * 2B ACAAGCTGCGGGTGAAGAGC CAGGACAGTGACAAAGAACG
8 Cyclophilin B TGGAGAGCACCAAGACAGACA TGCCGGAGTCGACAATGAT

* MyHC = myosin heavy chain.

2.9. Surface Sensing of Translation (SUnSET) Assay

Protein synthesis was measured using the SUnSET technique, as previously described [20]. Briefly,
C2C12 myoblasts were differentiated for 5 days. After 5 days, the cells were treated with or without
10 µM DEX and 20 µM SNA for 12 h, followed by 1 µM puromycin (P8833, Sigma-Aldrich, MO, USA)
and incubated for 30 min. Puromycin-labelled proteins were assessed using western blotting with
an anti-puromycin antibody (MABE343, Sigma-Aldrich, MO, USA) using an equal amount of total
protein per sample.

2.10. Measurement of Myotube Diameter in C2C12 Myotubes

C2C12 myoblasts were differentiated for 5 days and then treated with or without 1 µM DEX
and 10 µM SNA for 12 h. After 12 h, at least 5 different areas of each plate (3 plates per group) were
photographed using a microscope. Then, the diameter of myotubes was measured and analyzed using
ImageJ software.

2.11. Statistical Analysis

Data are presented as the mean ± standard error of the means (S.E.M) or standard deviation
(S.D.). Statistical analysis was performed using an unpaired parametric analysis of variance (ANOVA),
followed by Tukey’s multiple comparisons test for multiple groups. A value of p < 0.05 was accepted
as significant.

3. Results

3.1. SNA Increased Muscle Weight and Enhanced Grip Strength in DEX-Administered Mice

To investigate the effects of SNA on DEX-induced muscle atrophy, 10-week-old C57BL/6 male mice
were orally administered SNA for a total of 10 days, i.e., (20 mg/kg), two days before the administration
of DEX (20 mg/kg, i.p. daily for 8 days). As shown in Figure 1a, DEX administration reduced body
weight. However, SNA treatment (DEX+SNA group) significantly inhibited this reduction in body
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weight. We measured the weight of each type of muscle tissue, including the TA, QD, GA, EDL, and
SOL muscles, as well as epididymal adipose tissues. DEX administration significantly decreased the
muscle tissue weight of TA, QD, GA, and EDL muscles in the DEX group compared to the CON
group. The weight of all of these muscle tissues appeared to be increased on SNA treatment, most
significantly in the TA muscle, compared with that of the DEX group (Figure 1b). However, the
weight of epididymal adipose tissues did not significantly differ among the three experimental groups
(Figure 1b). To investigate whether SNA treatment improved muscle function, we compared the
forelimb grip strength after 10 days of treatment with SNA. The grip strength was significantly reduced
in the DEX group; comparatively, the grip strength was significantly increased in the DEX+SNA group
(Figure 1c).
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Figure 1. Schisandrin A (SNA) treatment inhibited the loss of body weight and muscle tissue, and
increased grip strength in dexamethasone (DEX)-administered mice. C57BL/6 male mice (10 weeks
old) were orally treated with SNA (20 mg/kg/day) two days prior to intraperitoneal injection with DEX
(20 mg/kg for eight days) and continuously treated for eight days. (a) The changes in body weight were
monitored daily. Data are shown as mean ± S.E.M., n = 10/group; * p < 0.05, * p < 0.01, *** p < 0.001 vs.
DEX. (b) Mice were sacrificed, and the tibialis anterior (TA), quadriceps femoris (QD), gastrocnemius
(GA), extensor digitorum longus (EDL), and soleus (SOL) muscles, as well as epididymal white adipose
tissue (WAT), were carefully excised and weighed. (c) Forelimb grip strength tests were performed
after 10 days of SNA treatment. Data are shown as mean ± S.E.M., n = 10/group; * p < 0.05, ** p < 0.01,
*** p < 0.001.

3.2. SNA Increased the Muscle Fiber Size in the DEX-Administered Mice

The CSA of myofibers was reported to be reduced in dexamethasone-induced muscle atrophy [21].
Therefore, we evaluated if SNA treatment affected the size of the myofibers. TA muscle sections was
stained with H&E and the size of myofibers were analyzed. As shown in Figure 2a,b, approximately 30%
reduction in mean CSA was observed in the DEX group compared with the CON group. Treatment with
SNA significantly increased the CSA compared to the DEX group. In terms of myofiber distribution, the
size of myofibers in the ranges of 500–1500 and 1500–3000 µm2 in the CON group was approximately
51.6% and 42.8%, respectively, and their proportions changed to approximately 75.2% and 18.2%
upon DEX administration. In the DEX+SNA group, the myofiber in the ranges of 500–1500 and
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1500–3000 µm2 was approximately 52.3% and 43.4%, respectively (Figure 2c). This reduction in mean
myofiber size shows that DEX-induced muscle atrophy was significantly inhibited by SNA treatment.
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Figure 2. SNA treatment increased the mean muscle myofiber size in DEX-administered mice.
The sections from the TA muscle tissue were stained with H&E and observed under a microscope.
(a) A representative picture is shown. (b) The cross-sectional area was measured using ImageJ program
and the mean CSA has been represented. (c) Muscle fiber size distribution. n = 5/group. Data are
shown as mean ± S.E.M., ** p < 0.01, *** p < 0.001.

3.3. SNA Inhibited the Expression of Muscle Degradation Factors in the TA Muscles of DEX-Administered
Mice

To examine if SNA treatment affected the expression of muscle atrophy factors, we analyzed
mRNA and protein expression of myostatin, MuRF1, and atrogin1 by RT-qPCR and western blot
(Figure 3a,b, respectively). The expression of myostatin mRNA and protein levels were increased in
the TA muscle of the DEX group. However, this increase was found to be significantly reduced by
SNA treatment in the DEX+SNA group. The expression of two muscle atrophy markers, MuRF1 and
atrogin1, was then analyzed. mRNA and protein expression of MuRF1 and atrogin1 was significantly
increased in DEX-administered mice and SNA treatment significantly attenuated the expression of
these factors.

3.4. SNA Decreased the Expression of Muscle Degradation Factors in C2C12 Myotubes

To confirm the effect of SNA on the expression of myostatin, atrogin1, and MuRF1 in vitro, we
treated C2C12 myotubes with 10 µM SNA in the presence of DEX for 12 h. Myostatin, atrogin1, and
MuRF1 mRNA and protein expression were then examined. SNA treatment significantly inhibited
DEX-induced myostatin, atrogin1, and MuRF1 mRNA and protein expression (Figure 4a,b).
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Figure 3. SNA decreased the expression of muscle atrophy factors in DEX-administered mice.
(a) mRNA expression of myostatin, atrogin1, and MuRF1 in the TA muscle was assessed by RT-qPCR.
Cyclophilin B was used as an internal control. (b) Protein expression in the TA muscle was evaluated
by immunoblotting. The representative blot images have been shown (left panel). The levels of the
proteins quantified using ImageJ software and were normalized to GAPDH (right panel). Data are
shown as mean ± S.E.M., n = 8 for RT-qPCR, n = 5 for western blot, * p < 0.05, *** p < 0.001.
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Figure 4. SNA treatment decreased the expression of muscle degradation factors in C2C12 myotubes.
C2C12 myotubes were treated with DEX and SNA for 12 h and mRNA and protein levels of myostatin,
atrogin1, and MuRF1 were assessed by (a) RT-qPCR and (b) western blot, Cyclophilin B was used
as an internal control for RT-qPCR. The representative blot images have been shown (b; left panel).
The levels of the proteins quantified using ImageJ software and were normalized to GAPDH (b; right
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3.5. SNA Increased mRNA and Protein Expression of the Myosin Heavy Chain (MyHC) in DEX-Administered
Mice and in C2C12 Myotubes

MyHC is a major component of contractile proteins which acts as a motor protein in muscle
tissues [22]. Previously, MyHCs have been associated with muscle thickness, muscle contractile speed,
endurance, and strength [22–24]. Therefore, the mRNA expression of four isoforms of MyHC (MyHC
1, 2A, 2X, and 2B) were assessed in the TA muscles of the mice (Figure 5a). DEX-administration did
not change mRNA expression of MyHC 1, 2A, and 2X, but significantly decreased MyHC 2B mRNA
expression. SNA treatment significantly increased the mRNA expression of MyHC 1, 2A, and 2B
compared with that in DEX-administered mice. When we assessed the MyHC protein expression
in the TA muscle, protein levels were found to have decreased in the DEX-administered mice, and
this reduction was significantly inhibited by SNA treatment (Figure 5b). Similarly, we found that
the MyHC protein expression (Figure 5c) and myotube diameter (Figure 5d) decreased upon DEX
treatment and SNA treatment increased MyHC protein expression in DEX-treated C2C12 myotubes.
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Figure 5. SNA increased the expression of the myosin heavy chain in DEX-administered mice and
in C2C12 myotubes. (a) The mRNA expression of MyHC 1, 2A, 2X, and 2B in the TA muscle was
assessed by RT-qPCR. Cyclophilin B was used as an internal control. (b) Protein expression of MyHC
in the TA muscle was evaluated by immunoblotting. The representative blot images have been shown
(upper panel). The levels of the proteins quantified using ImageJ software and were normalized to
GAPDH (lower panel). Data are shown as mean ± S.E.M, n = 4-6 for RT-qPCR, n = 9 for western blot.
(c,d) C2C12 myotubes were treated with 10 µM SNA in the presence of 1 µM DEX for 12 h. (c) MyHC
expression was detected by western blot. The representative blot images have been shown (upper
panel). The levels of the proteins quantified using ImageJ software and were normalized to GAPDH
(lower panel). (d) The diameter of myotubes was analyzed using ImageJ software. Data are shown as
mean ± S.D., n = 3. * p < 0.05, ** p < 0.01, *** p < 0.001.
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3.6. SNA Increased the Protein Synthesis and Expression of pAkt, pFoxO, and p70S6K in C2C12 Myotubes

Aside from protein degradation, protein synthesis is also important for the maintenance of skeletal
muscle mass [3]. To investigate the effects of SNA, the rate of protein synthesis was analyzed by
puromycin incorporation assay (SUnSET assay). DEX treatment significantly decreased the puromycin
incorporation and treatment with SNA inhibited this effect of DEX (Figure 6a). It is known that
the Akt/FoxO pathway regulates MuRF-1 expression. Active Akt inhibits FoxO activity, which in
turn impedes protein degradation by inhibition of MuRF-1 expression [25]. The Akt/mTOR/p70S6K
pathway increases protein synthesis, and thus promotes hypertrophy [25]. Therefore, we investigated
the expression of these signaling molecules and found that the expression of phosphorylated Akt,
FoxO1, and 70S6K was decreased by DEX treatment. SNA treatment reversed the effects of DEX
(Figure 6b).
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C2C12 myotubes. C2C12 myotubes were treated with 20 µM SNA in the presence of 10 µM DEX for
12 h. (a) The puromycin-labelled protein levels were detected by western blot. The representative blot
image has been shown (left panel). The levels of the proteins quantified using ImageJ software and
were normalized to GAPDH (right panel), n = 4. (b) Protein expression levels of p-Akt, Akt, p-FoxO1,
FoxO1, p-70S6K, and 70S6K were assessed by western blot. Data are shown as mean ± S.D., n = 3.
* p < 0.05, ** p < 0.01.

4. Discussion

The fruits of S. chinensis have been used in traditional medicine in Korea and China and are
known to be effective in the treatment of the cardiovascular diseases, fatigue and weakness, and
insomnia [17,26]. Previously, we found that the ethanolic extract of the Schisandra fruit significantly
improved muscle strength and increased muscle mass in aged mice [27]. In addition, the extract
significantly downregulated myostatin expression in muscle tissues [8,27]. However, the bioactive
component of Schisandra responsible for this biological activity remains undetermined. The extract from
the fruits of S. chinensis contains various bioactive components, including lignans [17]. We evaluated
the effect of several lignans on the expression of myostatin, a major factor affecting muscle degradation,
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and found that SNA was most effective in down-regulating myostatin (data not shown) and was thus
used for further analyses.

We discovered that SNA prevented DEX-induced muscle atrophy in mice and increased muscle
function and muscle weight. SNA has been reported to have anti-oxidant, anti-inflammatory, anti-cancer,
anti-viral, and hepatoprotective effects [17,28–30]. SNA supplementation improves the condition of
nonalcoholic fatty liver disease in mice that were fed a high-fat/high-cholesterol diet [30]. Further, SNA
suppresses inflammation, apoptosis, and oxidative stress by suppressing the PI3K/Akt, MAPK, and
NF-κB signaling pathways in various cell types [28,31] and activates the Nrf2/HO-1 or AMPK/Nrf2
pathway [32,33]. Moreover, SNA prevents ROS-induced DNA damage and apoptosis in C2C12
cells [29]. The anti-inflammatory and anti-oxidative effects of SNA may be beneficial for the treatment
of muscle atrophy because inflammation and oxidative stress contribute to muscle wasting [34,35].

DEX belongs to the family of GCs and is used as an immunosuppressive drug [36]. However,
prolonged treatment with high doses of DEX causes muscle atrophy by decreasing muscle turnover
and increasing muscle degradation [8]. In the body, GC levels are known to increase during fasting,
sepsis, and aging [37–39]. An increase in GC levels could promote the expression of genes related
to protein degradation. We found that DEX administration led to a significant reduction of grip
strength in mice, while SNA treatment significantly increased it. This suggested that SNA prevented
the decrease in muscle function induced by DEX. We found that the weights of the TA, EDL, GA,
and QD muscles, except of SOL, were reduced in mice administered with DEX. Treatment with SNA
significantly inhibited the reduction of TA muscle weight (Figure 1b). The composition of each type
of myofiber (MyHC 1, 2A, 2X, and 2B) in TA, SOL, EDL, GA, and QD muscles is different. The SOL
muscle is mainly composed of slow fibers (MyHC 1 or 2A). DEX-induced muscle atrophy causes a
decrease in fast muscle fibers [40]. This may explain why the muscle weight of SOL was not affected
by DEX.

Reduced muscle function is associated with the decrease in the size of muscle fibers [41]. Analysis
of the internal structure of muscle fibers showed that the mean CSA of TA muscles in mice administered
with DEX was reduced, and the average CSA showed smaller fibers (Figure 2c). Conversely, treatment
with SNA inhibited the reduction of CSA and reversed this effect. These results indicate that
SNA treatment increases muscle fiber size, contributing to reduced muscle wasting and enhanced
muscle strength.

Myostatin is a negative regulator of muscle mass and a key factor determining the size and
number of muscle fibers. It is known to induce muscle atrophy in various conditions and is thus a key
target for the treatment of muscle atrophy. The in vivo and in vitro analyses showed that myostatin
expression was increased by DEX, and this increase was inhibited by SNA. DEX also promotes the
expression of protein degradation factors via other pathways, one of which is through altering KLF15
expression [7]. In our study, the expression of KLF15 was increased by DEX but was not affected by
SNA treatment (data not shown). Therefore, SNA treatment might attenuate muscle atrophy through
the downregulation of the myostatin pathway. Muscle protein degradation is promoted by the UPS,
caspase system pathway, and autophagy pathway [4]. UPS is a key pathway which contributes to the
loss of muscle [42]. Atrogin1 and MuRF1 are two major muscle proteins related to the UPS signaling
pathway and play an important role in the degradation of contractile proteins [43]. The expression of
atrogin1 and MuRF1 was increased by DEX, and SNA treatment inhibited this increase both in vivo and
in vitro (Figures 3 and 4), reducing the muscle protein degradation. When we examined the Akt/FoxO
pathway, which regulates the expression of MuRF1 [25], phosphorylation of FoxO1 was increased in
DEX- and SNA-treated C2C12 myotubes compared to that of DEX-treated myotubes (Figure 6b). These
results indicate that SNA could decrease the expression level of MuRF1 by inhibiting FoxO activity.

MyHC, a major component of contractile proteins, acts as a motor protein in muscle tissues and
is related to the muscle thickness, muscle contractile speed, endurance, and strength [22–24]. Fast
myofiber is known to be decreased in DEX-induced muscle atrophy mice [44]. Corresponding with
this result, we found that mRNA expression of MyHC 2B, a fast fiber isoform, was decreased in TA
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muscles after DEX administration. However, mRNA expression of slow fiber isoforms, MyHC 1 and
2A, did not change upon DEX administration. SNA increased mRNA expression of both slow and fast
myofiber isoforms (MyHC 1, 2A, and 2B) (Figure 5a). Further, the expression of total MyHC proteins
was reduced by DEX, and SNA was able to reverse this effect (Figure 5b,c). In C57BL/6 mice, because
the TA muscles contain a higher percentage of slow fibers (MyHC 1 and 2A) compared to the QD and
GA muscles, the increase in MyHC 2A mRNA expression by SNA treatment might be much greater
than that of MyHC 2B (Figure 5a).

Skeletal muscle atrophy is induced not only by increased protein degradation but also by decreased
protein synthesis. It was reported that DEX treatment resulted in reduced protein synthesis by inhibition
of the Akt / mTOR pathway [45]. We found that DEX decreased the levels of puromycin-incorporated
proteins and that treatment with SNA was able to reverse this effect, even in the presence of DEX.
In addition, the expression of phosphorylated Akt/70S6K was increased in DEX- and SNA-treated
C2C12 myotubes compared with that in DEX-treated myotubes (Figure 6b). These results suggest
that SNA treatment increased protein synthesis through the Akt/70S6K pathway and MyHC protein
expression, thereby reducing muscle wasting.

5. Conclusion

In this study, we found that SNA treatment increased the muscle mass and grip strength in
DEX-induced muscle atrophy in mice by blocking protein degradation and stimulating protein
synthesis. SNA treatment inhibited the expression of atrogin1, MuRF1, and myostatin which were
induced by DEX administration, both in vivo and in vitro. In addition, SNA treatment increased the
expression of MyHC and the protein synthesis. Although we found that Akt/FoxO and Akt/70S6K
pathways are involved, further studies are needed to understand the detailed molecular mechanisms
involved in inhibiting the expression of protein degradation factors by SNA and its influence on the
signaling pathways to increase protein synthesis.

Author Contributions: The authors’ responsibilities were as follows: H.-S.J. conceived and designed the study.
H.C. and M.Y. contributed to the design of the study and performed the experiments. H.C., M.Y., and H.-S.J. wrote
the manuscript. H.-S.J. critically revised the manuscript. All authors approved the final version of the manuscript.

Funding: This study was supported by grants received from the Korea Health Technology R&D Project through
the Korea Health Industry Development Institute (KHIDI), funded by the Ministry of Health & Welfare, Republic
of Korea (grant numbers: HI14C1135) and the Basic Science Research Program through the National Research
Foundation of Korea (NRF), funded by the Ministry of Education (NRF-2017R1A6A3A11033316).

Conflicts of Interest: The authors declare no conflict of interest.

Data Availability Statement: The data used to support the findings of this study are available from the
corresponding author upon request.

References

1. Cohen, S.; Nathan, J.A.; Goldberg, A.L. Muscle wasting in disease: Molecular mechanisms and promising
therapies. Nat. Rev. Drug Discov. 2015, 14, 58–74. [CrossRef]

2. Fanzani, A.; Conraads, V.M.; Penna, F.; Martinet, W. Molecular and cellular mechanisms of skeletal muscle
atrophy: An update. J. Cachexia Sarcopenia Muscle 2012, 3, 163–179. [CrossRef]

3. Ali, S.; Garcia, J.M. Sarcopenia, cachexia and aging: Diagnosis, mechanisms and therapeutic options—A
mini-review. Gerontology 2014, 60, 294–305. [CrossRef]

4. Wang, F.; Zhang, Q.-B.; Zhou, Y.; Chen, S.; Huang, P.-P.; Liu, Y.; Xu, Y.-H. The mechanisms and treatments of
muscular pathological changes in immobilization-induced joint contracture: A literature review. Chin. J.
Traumatol. 2019, 22, 93–98. [CrossRef] [PubMed]

5. Malavaki, C.J.; Sakkas, G.K.; Mitrou, G.I.; Kalyva, A.; Stefanidis, I.; Myburgh, K.H.; Karatzaferi, C. Skeletal
muscle atrophy: Disease-induced mechanisms may mask disuse atrophy. J. Muscle Res. Cell Motil. 2015, 36,
405–421. [CrossRef] [PubMed]

6. Brioche, T.; Pagano, A.F.; Py, G.; Chopard, A. Muscle wasting and aging: Experimental models, fatty
infiltrations, and prevention. Mol. Asp. Med. 2016, 50, 56–87. [CrossRef]

http://dx.doi.org/10.1038/nrd4467
http://dx.doi.org/10.1007/s13539-012-0074-6
http://dx.doi.org/10.1159/000356760
http://dx.doi.org/10.1016/j.cjtee.2019.02.001
http://www.ncbi.nlm.nih.gov/pubmed/30928194
http://dx.doi.org/10.1007/s10974-015-9439-8
http://www.ncbi.nlm.nih.gov/pubmed/26728748
http://dx.doi.org/10.1016/j.mam.2016.04.006


Nutrients 2020, 12, 1255 12 of 13

7. Hirata, Y.; Nomura, K.; Senga, Y.; Okada, Y.; Kobayashi, K.; Okamoto, S.; Minokoshi, Y.; Imamura, M.;
Takeda, S.; Hosooka, T.; et al. Hyperglycemia induces skeletal muscle atrophy via a wwp1/klf15 axis. JCI
Insight 2019, 4, e124952. [CrossRef] [PubMed]

8. Kim, J.W.; Ku, S.K.; Han, M.H.; Kim, K.Y.; Kim, S.G.; Kim, G.Y.; Hwang, H.J.; Kim, B.W.; Kim, C.M.; Choi, Y.H.
The administration of fructus schisandrae attenuates dexamethasone-induced muscle atrophy in mice. Int. J.
Mol. Med. 2015, 36, 29–42. [CrossRef] [PubMed]

9. Wang, P.S.; Lo, M.J.; Kau, M.M. Glucocorticoids and aging. J. Med. Assoc. 1997, 96, 792–801.
10. Yi, C.X.; Foppen, E.; Abplanalp, W.; Gao, Y.; Alkemade, A.; la Fleur, S.E.; Serlie, M.J.; Fliers, E.; Buijs, R.M.;

Tschop, M.H.; et al. Glucocorticoid signaling in the arcuate nucleus modulates hepatic insulin sensitivity.
Diabetes 2012, 61, 339–345. [CrossRef]

11. Kuo, T.; Harris, C.A.; Wang, J.C. Metabolic functions of glucocorticoid receptor in skeletal muscle. Mol. Cell.
Endocrinol. 2013, 380, 79–88. [CrossRef] [PubMed]

12. Li, Y.Z.; Ren, S.; Yan, X.T.; Li, H.P.; Li, W.; Zheng, B.; Wang, Z.; Liu, Y.Y. Improvement of cisplatin-induced renal
dysfunction by schisandra chinensis stems via anti-inflammation and anti-apoptosis effects. J. Ethnopharmacol.
2018, 217, 228–237. [CrossRef] [PubMed]

13. Li, W.; Qu, X.N.; Han, Y.; Zheng, S.W.; Wang, J.; Wang, Y.P. Ameliorative effects of 5-hydroxymethyl-2-furfural
(5-hmf) from schisandra chinensis on alcoholic liver oxidative injury in mice. Int. J. Mol. Sci. 2015, 16,
2446–2457. [CrossRef] [PubMed]

14. Bunel, V.; Antoine, M.H.; Nortier, J.; Duez, P.; Stevigny, C. Protective effects of schizandrin and schizandrin b
towards cisplatin nephrotoxicity in vitro. J. Appl. Toxicol. 2014, 34, 1311–1319. [CrossRef]

15. Kim, J.W.; Ku, S.K.; Kim, K.Y.; Kim, S.G.; Han, M.H.; Kim, G.Y.; Hwang, H.J.; Kim, B.W.; Kim, C.M.; Choi, Y.H.
Schisandrae fructus supplementation ameliorates sciatic neurectomy-induced muscle atrophy in mice. Oxid.
Med. Cell. Longev. 2015, 2015, 872428. [CrossRef]

16. Cho, S.; Hong, R.; Yim, P.; Yeom, M.; Lee, B.; Yang, W.M.; Hong, J.; Lee, H.S.; Hahm, D.H. An herbal formula
consisting of schisandra chinensis (turcz.) baill, lycium chinense mill and eucommia ulmoides oliv alleviates
disuse muscle atrophy in rats. J. Ethnopharmacol. 2018, 213, 328–339. [CrossRef]

17. Szopa, A.; Ekiert, R.; Ekiert, H. Current knowledge of schisandra chinensis (turcz.) baill. (chinese magnolia
vine) as a medicinal plant species: A review on the bioactive components, pharmacological properties,
analytical and biotechnological studies. Phytochem. Rev. 2017, 16, 195–218. [CrossRef]

18. Guo, L.Y.; Hung, T.M.; Bae, K.H.; Shin, E.M.; Zhou, H.Y.; Hong, Y.N.; Kang, S.S.; Kim, H.P.; Kim, Y.S.
Anti-inflammatory effects of schisandrin isolated from the fruit of schisandra chinensis baill. Eur. J. Pharm.
2008, 591, 293–299. [CrossRef]

19. Sun, N.; Pan, S.Y.; Zhang, Y.; Wang, X.Y.; Zhu, P.L.; Chu, Z.S.; Yu, Z.L.; Zhou, S.F.; Ko, K.M. Dietary pulp
from fructus schisandra chinensis supplementation reduces serum/hepatic lipid and hepatic glucose levels
in mice fed a normal or high cholesterol/bile salt diet. Lipids Health Dis. 2014, 13, 46. [CrossRef]

20. Schmidt, E.K.; Clavarino, G.; Ceppi, M.; Pierre, P. Sunset, a nonradioactive method to monitor protein
synthesis. Nat. Methods 2009, 6, 275–277. [CrossRef]

21. Sun, H.; Gong, Y.; Qiu, J.; Chen, Y.; Ding, F.; Zhao, Q. Traf6 inhibition rescues dexamethasone-induced muscle
atrophy. Int. J. Mol. Sci. 2014, 15, 11126–11141. [CrossRef]

22. Shibaguchi, T.; Hoshi, M.; Yoshihara, T.; Naito, H.; Goto, K.; Yoshioka, T.; Sugiura, T. Impact of
different temperature stimuli on the expression of myosin heavy chain isoforms during recovery from
bupivacaine-induced muscle injury in rats. J. Appl. Physiol. 2019, 127, 178–189. [CrossRef]

23. Barany, M. Atpase activity of myosin correlated with speed of muscle shortening. J. Gen. Physiol. 1967, 50
(Suppl. 6), 197–218. [CrossRef]

24. Han, X.; Pires, L.; Browne, J.D.; Sullivan, C.A.; Zhao, W.; Feng, X. Increased expression of murf1 is associated
with radiation-induced laryngeal muscle atrophy. Anticancer Res. 2015, 35, 6049–6056. [PubMed]

25. Egerman, M.A.; Glass, D.J. Signaling pathways controlling skeletal muscle mass. Crit. Rev. Biochem. Mol.
Biol. 2014, 49, 59–68. [CrossRef]

26. Panossian, A.; Wikman, G. Pharmacology of schisandra chinensis bail.: An overview of russian research and
uses in medicine. J. Ethnopharmacol. 2008, 118, 183–212. [CrossRef] [PubMed]

27. Choi, H.; Seo, E.; Yeon, M.; Kim, M.S.; Hur, H.J.; Oh, B.C.; Jun, H.S. Anti-aging effects of schisandrae chinensis
fructus extract: Improvement of insulin sensitivity and muscle function in aged mice. Evid. Based Complement.
Altern. Med. 2019, 2019, 5642149. [CrossRef] [PubMed]

http://dx.doi.org/10.1172/jci.insight.124952
http://www.ncbi.nlm.nih.gov/pubmed/30830866
http://dx.doi.org/10.3892/ijmm.2015.2200
http://www.ncbi.nlm.nih.gov/pubmed/25955031
http://dx.doi.org/10.2337/db11-1239
http://dx.doi.org/10.1016/j.mce.2013.03.003
http://www.ncbi.nlm.nih.gov/pubmed/23523565
http://dx.doi.org/10.1016/j.jep.2018.01.033
http://www.ncbi.nlm.nih.gov/pubmed/29421595
http://dx.doi.org/10.3390/ijms16022446
http://www.ncbi.nlm.nih.gov/pubmed/25622257
http://dx.doi.org/10.1002/jat.2951
http://dx.doi.org/10.1155/2015/872428
http://dx.doi.org/10.1016/j.jep.2017.10.008
http://dx.doi.org/10.1007/s11101-016-9470-4
http://dx.doi.org/10.1016/j.ejphar.2008.06.074
http://dx.doi.org/10.1186/1476-511X-13-46
http://dx.doi.org/10.1038/nmeth.1314
http://dx.doi.org/10.3390/ijms150611126
http://dx.doi.org/10.1152/japplphysiol.00930.2018
http://dx.doi.org/10.1085/jgp.50.6.197
http://www.ncbi.nlm.nih.gov/pubmed/26504028
http://dx.doi.org/10.3109/10409238.2013.857291
http://dx.doi.org/10.1016/j.jep.2008.04.020
http://www.ncbi.nlm.nih.gov/pubmed/18515024
http://dx.doi.org/10.1155/2019/5642149
http://www.ncbi.nlm.nih.gov/pubmed/31781273


Nutrients 2020, 12, 1255 13 of 13

28. Gu, B.H.; Minh, N.V.; Lee, S.H.; Lim, S.W.; Lee, Y.M.; Lee, K.S.; Kim, D.K. Deoxyschisandrin inhibits
h2o2-induced apoptotic cell death in intestinal epithelial cells through nuclear factor-kappab. Int. J. Mol.
Med. 2010, 26, 401–406.

29. Choi, Y.H. Schisandrin a prevents oxidative stress-induced DNA damage and apoptosis by attenuating ros
generation in c2c12 cells. BioMed Pharm. 2018, 106, 902–909. [CrossRef]

30. Jeong, M.J.; Kim, S.R.; Jung, U.J. Schizandrin a supplementation improves nonalcoholic fatty liver disease in
mice fed a high-fat and high-cholesterol diet. Nutr. Res. 2019, 64, 64–71. [CrossRef]

31. Tu, C.; Huang, X.; Xiao, Y.; Song, M.; Ma, Y.; Yan, J.; You, H.; Wu, H. Schisandrin a inhibits the il-1beta-induced
inflammation and cartilage degradation via suppression of mapk and nf-kappab signal pathways in rat
chondrocytes. Front. Pharm. 2019, 10, 41. [CrossRef]

32. Kwon, D.H.; Cha, H.J.; Choi, E.O.; Leem, S.H.; Kim, G.Y.; Moon, S.K.; Chang, Y.C.; Yun, S.J.; Hwang, H.J.;
Kim, B.W.; et al. Schisandrin a suppresses lipopolysaccharide-induced inflammation and oxidative stress
in raw 264.7 macrophages by suppressing the nf-kappab, mapks and pi3k/akt pathways and activating
nrf2/ho-1 signaling. Int. J. Mol. Med. 2018, 41, 264–274.

33. Zhou, F.; Wang, M.; Ju, J.; Wang, Y.; Liu, Z.; Zhao, X.; Yan, Y.; Yan, S.; Luo, X.; Fang, Y. Schizandrin a
protects against cerebral ischemia-reperfusion injury by suppressing inflammation and oxidative stress and
regulating the ampk/nrf2 pathway regulation. Am. J. Transl. Res. 2019, 11, 199–209. [PubMed]

34. Huang, N.; Kny, M.; Riediger, F.; Busch, K.; Schmidt, S.; Luft, F.C.; Slevogt, H.; Fielitz, J. Deletion of nlrp3
protects from inflammation-induced skeletal muscle atrophy. Intensive Care Med. Exp. 2017, 5, 3. [CrossRef]
[PubMed]

35. Abrigo, J.; Elorza, A.A.; Riedel, C.A.; Vilos, C.; Simon, F.; Cabrera, D.; Estrada, L.; Cabello-Verrugio, C. Role
of oxidative stress as key regulator of muscle wasting during cachexia. Oxid. Med. Cell. Longev. 2018, 2018,
2063179. [CrossRef] [PubMed]

36. Rhen, T.; Cidlowski, J.A. Antiinflammatory action of glucocorticoids—New mechanisms for old drugs.
N. Engl. J. Med. 2005, 353, 1711–1723. [CrossRef] [PubMed]

37. Wing, S.S.; Goldberg, A.L. Glucocorticoids activate the atp-ubiquitin-dependent proteolytic system in skeletal
muscle during fasting. Am. J. Physiol. 1993, 264, E668–E676. [CrossRef] [PubMed]

38. Tiao, G.; Fagan, J.; Roegner, V.; Lieberman, M.; Wang, J.J.; Fischer, J.E.; Hasselgren, P.O.
Energy-ubiquitin-dependent muscle proteolysis during sepsis in rats is regulated by glucocorticoids.
J. Clin. Investig. 1996, 97, 339–348. [CrossRef]

39. Hall-Angeras, M.; Angeras, U.; Zamir, O.; Hasselgren, P.O.; Fischer, J.E. Effect of the glucocorticoid receptor
antagonist ru 38486 on muscle protein breakdown in sepsis. Surgery 1991, 109, 468–473.

40. Prezant, D.J.; Karwa, M.L.; Richner, B.; Maggiore, D.; Gentry, E.I.; Cahill, J. Gender-specific effects of
dexamethasone treatment on rat diaphragm structure and function. J. Appl. Physiol. 1997, 82, 125–133.
[CrossRef]

41. Hong, Y.; Lee, J.H.; Jeong, K.W.; Choi, C.S.; Jun, H.S. Amelioration of muscle wasting by glucagon-like
peptide-1 receptor agonist in muscle atrophy. J. Cachexia Sarcopenia Muscle 2019, 10, 903–918. [CrossRef]
[PubMed]

42. Bonaldo, P.; Sandri, M. Cellular and molecular mechanisms of muscle atrophy. Dis. Model. Mech. 2013, 6,
25–39. [CrossRef] [PubMed]

43. Chen, L.; Chen, L.; Wan, L.; Huo, Y.; Huang, J.; Li, J.; Lu, J.; Xin, B.; Yang, Q.; Guo, C. Matrine improves
skeletal muscle atrophy by inhibiting e3 ubiquitin ligases and activating the akt/mtor/foxo3alpha signaling
pathway in c2c12 myotubes and mice. Oncol. Rep. 2019, 42, 479–494. [PubMed]

44. Umeki, D.; Ohnuki, Y.; Mototani, Y.; Shiozawa, K.; Suita, K.; Fujita, T.; Nakamura, Y.; Saeki, Y.; Okumura, S.
Protective effects of clenbuterol against dexamethasone-induced masseter muscle atrophy and myosin heavy
chain transition. PLoS ONE 2015, 10, e0128263. [CrossRef] [PubMed]

45. Crossland, H.; Smith, K.; Atherton, P.J.; Wilkinson, D.J. A novel puromycin decorporation method to quantify
skeletal muscle protein breakdown: A proof-of-concept study. Biochem. Biophys. Res. Commun. 2017, 494,
608–614. [CrossRef]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1016/j.biopha.2018.07.035
http://dx.doi.org/10.1016/j.nutres.2019.01.001
http://dx.doi.org/10.3389/fphar.2019.00041
http://www.ncbi.nlm.nih.gov/pubmed/30787979
http://dx.doi.org/10.1186/s40635-016-0115-0
http://www.ncbi.nlm.nih.gov/pubmed/28097512
http://dx.doi.org/10.1155/2018/2063179
http://www.ncbi.nlm.nih.gov/pubmed/29785242
http://dx.doi.org/10.1056/NEJMra050541
http://www.ncbi.nlm.nih.gov/pubmed/16236742
http://dx.doi.org/10.1152/ajpendo.1993.264.4.E668
http://www.ncbi.nlm.nih.gov/pubmed/7682781
http://dx.doi.org/10.1172/JCI118421
http://dx.doi.org/10.1152/jappl.1997.82.1.125
http://dx.doi.org/10.1002/jcsm.12434
http://www.ncbi.nlm.nih.gov/pubmed/31020810
http://dx.doi.org/10.1242/dmm.010389
http://www.ncbi.nlm.nih.gov/pubmed/23268536
http://www.ncbi.nlm.nih.gov/pubmed/31233199
http://dx.doi.org/10.1371/journal.pone.0128263
http://www.ncbi.nlm.nih.gov/pubmed/26053620
http://dx.doi.org/10.1016/j.bbrc.2017.10.085
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Materials and Methods 
	Animals 
	Induction of Muscle Atrophy and Treatment with SNA 
	Cell Culture 
	Measurement of Grip Strength 
	Tissue Collection 
	Histology 
	Real-Time Polymerase Chain Reaction (PCR) Analysis 
	Western Blot Analysis 
	Surface Sensing of Translation (SUnSET) Assay 
	Measurement of Myotube Diameter in C2C12 Myotubes 
	Statistical Analysis 

	Results 
	SNA Increased Muscle Weight and Enhanced Grip Strength in DEX-Administered Mice 
	SNA Increased the Muscle Fiber Size in the DEX-Administered Mice 
	SNA Inhibited the Expression of Muscle Degradation Factors in the TA Muscles of DEX-Administered Mice 
	SNA Decreased the Expression of Muscle Degradation Factors in C2C12 Myotubes 
	SNA Increased mRNA and Protein Expression of the Myosin Heavy Chain (MyHC) in DEX-Administered Mice and in C2C12 Myotubes 
	SNA Increased the Protein Synthesis and Expression of pAkt, pFoxO, and p70S6K in C2C12 Myotubes 

	Discussion 
	Conclusion 
	References

