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Abstract: The RNF6 gene encodes Ring Finger Protein 6 (RNF6), which functions as a ubiquitin
ligase. Its functions are not entirely known, but research shows that it is involved in human cancer
development. Initially, this gene was considered to be a tumor suppressor. Numerous statistical
analyses on cell lines and animals indicate, however, that RNF6 functions as an oncogene, involved in
signaling pathways, including SHP1/STAT3, AKT/mTOR, Wnt/β-catenin, or ERα/Bcl-xL. Due to
this fact, it has become a potential prognostic factor and therapeutic target. Studies in tumor cells
and model organisms using inhibitors such as total saponins from Paris forrestii (TSPf), ellagic acid,
or microRNA molecules show the effectiveness of inhibiting RNF6, and through it, the pathways of
tumor cell proliferation. The results of the currently available studies are promising, but the function
of RNF6 is not fully understood. More research is needed to assess the role of RNF6 and to check the
safety and efficacy of inhibitors.
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1. Introduction

The RNF6 encodes Ring Finger Protein 6 (RNF6), an E3 ubiquitin ligase. The gene was first cloned
in 1999 by McDonald et al. [1], who defined its locus on chromosome 13q12, a frequent rearrangement
site in myeloproliferative neoplasms [2]. RNF6 consists of 685 amino acids; has a coiled-coil domain
on the N-terminus; and has a RING-H2 finger domain on the C-terminus, which is responsible for
a ubiquitin ligase activity [1]. Initially, the RNF6 gene was considered a tumor suppressor gene because
of somatic mutations in esophageal squamous cell carcinoma (ESCC) [3]. More recent studies indicate
that it is instead an oncogene. RNF6, due to its influence on numerous signaling pathways, is associated
with various types of cancer, including prostate cancer, gastric cancer, colorectal cancer, breast cancer,
and leukemia [4–8]. There are also reports that the RNF6 can be considered a prognostic factor in some
neoplasms [6,9]. Thanks to its function and involvement in many cancers’ pathogenesis, the RNF6
may be a molecular target in cancer therapy. Research is currently conducted with various RNF6
expression inhibitors or compounds that inhibit the activation of RNF6 protein-dependent signaling
pathways [10–13]. There is a large group of proteins with a RING finger domain, but RNF6 has not been
fully described [14]. Current studies may provide new therapeutic possibilities. Therefore, it seems
essential to know the exact function of this protein and determine all possible ways to influence it.

2. RNF6 Functions

Ubiquitination is one of the major protein modifications in eukaryotic cells. It may lead to
protein degradation by the proteasome, endocytosis, or kinase activation [4]. The ubiquitin’s different
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effects depend on the attachment of the protein substrate to specific lysine-containing sites (Lys, K).
K48-attached protein chains are degraded by the 26S proteasome. The combination of the protein with
K6 ubiquitin protects the substrate against proteolysis [15]. On the other hand, binding to K63 activates
mainly non-proteolytic functions [16]. Xu et al. analyzed the RNF6 protein’s role in the androgen
receptor (AR) activity in prostate cancer cells. Polyubiquitination of AR in the presence of RNF6 takes
place at the K6 or K27 site. This variant leads to atypical polyubiquitination, which does not have
to conduce to proteolysis [4]. RNF6 also induces atypical polyubiquitination of the glucocorticoid
receptor at the K63 site [17].

The RNF6 protein is involved in different signal transduction pathways in various tissues.
Through ubiquitination, it regulates the number of crucial proteins in cells and takes part in
carcinogenesis [18–20].

Studies in laboratory models revealed another linkage between RNF6 and other critical proteins.
Tursun et al. demonstrate in mouse embryos and hippocampal cell cultures that RNF6 leads to
polyubiquitination and degradation of LIMK1 kinase, a regulator of cellular actin skeleton. It plays an
essential role in the growth of neurons. RNF6 indirectly, through the RNF6/LIMK1 axis, regulates axonal
growth cones [21].

3. RNF6 as a Tumor Suppressor Gene

Research results that may indicate the suppressive function of the RNF6 have been published in the
medical literature. Hu et al. performed a genomic analysis of the DNA from 11 patients with esophageal
squamous cell carcinoma who had a family history of upper digestive tract neoplasms. Fourteen
regions of loss of heterozygosity (LOH) have been identified, including chromosome 13q [22]. Li et al.
analyzed this region in a group of 56 patients with ESCC. They found an 800 kbp locus on chromosome
13q12.11, where a potential tumor suppressor is likely to be located [23]. New light on this topic was
brought by Lo et al.’s research, which analyzed two genes by PCR sequencing: ATP8A2 and RNF6 in
cells from 24 primary esophageal tumors and 16 cell lines [3]. No mutation in the ATP8A2 gene was
detected, while in RNF6, three mutations were found in ESCC cells and 1 in the cell line, which resulted
in amino acid changes in the protein: R102K, A242T, G244D, and S623N, respectively. The authors also
tested DNA from the blood of three patients in whom the above mutations were detected. The blood
DNA alleles were not changed, which points out the somatic nature of the mutations formed during the
carcinogenesis [3]. We analyzed the above mutations for significance with the online tool Integrative
OncoGenomics (IntOGen) [24]. According to International Cancer Genome Consortium (ICGC),
Pan-Cancer Analysis of Whole Genomes (PCAWG), and The Cancer Genome Atlas (TCGA) databases,
none of them were under positive selection. The loss of heterozygosity and somatic mutations might
designate the suppressor character of the RNF6. However, other studies, with greater strength of
evidence and performed on multiple tissues, show that it functions as an oncogene.

4. RNF6 as an Oncogene

Xu et al. performed one of the first studies that show the possibility of the oncogenic nature
of RNF6. A study on human prostate cancer tissue revealed increased expression of the RNF6 in
hormone-refractory prostate cancer cells. It has been shown that RNF6, through ubiquitination,
can alter the transcriptional activity of the androgen receptor, possibly by facilitating the attachment
of co-activating factors. The authors conducted an in vivo experiment with a xenograft model.
Human prostate cancer cells C4-2B and CWR-R1 were administered into the left and right flanks
of castrated immunodeficient nude mice. The RNF6 was knocked down by shRNA, and the tumor
growth was inhibited [4].

Huang et al. exposed that the expression of the RNF6 gene in gastric cancer tissues is more
significantly increased than in an adjacent normal gastric mucosa. Knockdown of RNF6 in gastric
cancer cell lines resulted in significant inhibition of cell growth and decreased expression of cyclin
D1 and the anti-apoptotic protein Mcl-1 and sensitizing cells to the cytotoxic effects of doxorubicin.
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The authors finally showed that knockdown of RNF6 increases the expression of SHP1 protein, which is
a negative regulator of STAT3 and thus influences this critical pathway in carcinogenesis [5]. Xu et al.
conducted a study on the ESCC cells. They also demonstrated the influence of the RNF6 on the
SHP1/STAT3 pathway. RNF6 activated the STAT3 pathway by modulating ubiquitination and degrading
SHP1 in the 26S proteasome [11]. Similar studies were managed by Liang et al. in colorectal cancer.
Analogously, RNF6 expression was increased in colorectal cancer cell lines, and its knockdown led to
growth inhibition. As in gastric cancer cells, in this case, downregulating the RNF6 stabilized SHP1,
inhibiting the STAT3 pathway, which resulted in cancer cell growth inhibition. Besides, the authors
performed an in vivo analysis with nude mice. They injected human colorectal cancer HT-29 and
SW1116 cells subcutaneously into the armpit and right flank of 4-week old nude mice. The same
as in the cell line study, knockdown of RNF6 prosecutes a reduction of colorectal tumor growth [9].
Another way that RNF6 interferes with colorectal cancer cells is the Wnt/β-catenin pathway. Liu et al.
showed that RNF6 leads to ubiquitination and degradation of the transcriptional repressor TLE3,
which conduces activation of the Wnt/β-catenin pathway [19]. Additionally, RNF6 was detected as
a mutational driver in colorectal adenocarcinoma according to data from the TCGA database. There are
truncating or missense, hotspot mutations, which may point out that this gene could act as a potential
oncodriver [24,25].

Studies on hematological neoplasms also prove the critical role of RNF6 in neoplastic
transformation. Xu et al. revealed the increased expression of the RNF6 in leukemic cells against normal
blood and bone marrow cells. They found that the transcription factor PBX1, together with the helper
protein PREP1, led to the upregulation of RNF6 and probably the axis responsible for the oncogenic
nature of RNF6 in leukemic cells. Additionally, the authors made a xenograft study. They inoculated
human leukemia K562 cells subcutaneously into the right flanks of nude mice. The knockdown of
RNF6 delayed leukemic tumor growth [8]. The results of studies on acute myeloid leukemia cells
by Lu et al. suggest that knockdown of RNF6 inhibits the PI3K/AKT/mTOR pathway. The RNF6
protein itself activates it, possibly by modulating the phosphorylation of AKT and mTOR proteins [10].
A similar study was performed by the team of Ren et al. on multiple myeloma cells, in which RNF6
expression was significantly increased concerning normal bone marrow cells. The RNF6 protein
stabilized the glucocorticoid receptor, leading to the activation of anti-apoptotic proteins Bcl-xL and
Mcl-1, followed by tumor proliferation [17].

The authors who studied breast cancer have reached similar conclusions [7,12]. The expression
of the RNF6 was high in both primary breast cancer cells and cell lines. The RNF6 protein
promoted ERα expression and stabilized the ERα/Bcl-xL axis, essential for cancer cells’ survival.
Interestingly, Zeng et al., performing a study with the mutant RNF6 protein lacking the RING-H2
domain, proved that it stabilizes this axis in a ubiquitination-independent manner [7].

Cai et al. also demonstrated the oncogenic nature of the RNF6 in hepatocellular carcinoma.
The expression of this gene was significantly increased in tumor tissues. RNF6 guided the ubiquitination
of a transcriptional repressor FoxA1, which increased radioresistance and epithelial-mesenchymal
transition [20]. In their study, Qin et al. made a proteomic analysis of ubiquitination-associated proteins
in human lung adenocarcinoma cell line A549. They identified four proteins by MS/MS analysis. One of
them was RNF6. The authors compared the proteins’ expression in A549 standard cells and A549
cisplatin-resistant cells, using Western blotting, and observed an increased level of RNF6 in the second
group. Treating cells with cisplatin led to the downregulation of RNF6, but the average decrease was
lower in the A549 cisplatin-resistant cells. This points out that RNF6 may take part in drug resistance
in lung adenocarcinoma [26]. Figure 1 shows a schematic presentation of the connection between
RNF6 and different signaling pathways.

Takahashi et al. performed another impressive study. Their team analyzed interactions between
p53 and E3 ubiquitin ligases, using a wheat cell-free protein synthesis system (wheat cell-free
system) and a high-throughput luminescence-based binding assay (AlphaScreen). They prepared 258
transcriptional templates based on commercial cDNA catalogs. They then synthesized E3 recombinant
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proteins with the wheat cell-free system. The next step was the assessment of p53 binding, using the
AlphaScreen assay. Seven novel E3s, including RNF6, were found to bind with p53. The authors
performed an in vitro analysis using H1299 lung carcinoma cells. They revealed that RNF6 bound to
p53 and ubiquitinated this protein. The knockdown of RNF6 by small interfering RNAs (siRNAs) led to
a significant increase in p53 [27]. The above study may emphasize the role of RNF6 in oncogenesis,
in which p53 plays a crucial part.
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The above studies indicate a significant role of RNF6 in carcinogenesis. Interference with many
signal transduction pathways, receptor stabilization, modulation, or transcription factors’ degradation
proves the importance of this protein in cancer biology. To better understand the oncogenic nature of
RNF6 and possible different RNF6 protein interactions at the cellular level, further studies in other
cancer cell lines are needed.

5. RNF6 as a Prognostic Factor and Therapeutic Target

The finding of new prognostic factors and molecular targets is essential in the development of
diagnostics and treatment in modern oncology. Various authors performed the statistical analysis
using the Kaplan–Meier method and data from The Cancer Genome Atlas [25]. Zhu and Wang
showed that increased RNF6 expression is associated with shorter recurrence-free survival and shorter
overall survival in colorectal cancer. It is also interesting that there is a negative correlation between
RNF6 expression and E-cadherin gene expression in colorectal cancer cells, which is related to tumor
metastasis. Besides, the evaluation of RNF6 expression could provide information on the risk of
metastasis [6]. Liang et al. presented similar conclusions regarding survival [9]. Liu et al. also confirmed
this relationship in their studies, pointing out that increased expression of the RNF6 is also associated
with a higher recurrence risk [19]. Zeng et al. observed the relationship between RNF6 expression and
shorter survival in breast cancer. Moreover, the Chi-square analysis showed that increased expression
of RNF6 is associated with older age, and the upregulation of estrogen and progesterone receptors.
Besides, the authors discovered a relationship between the expression of RNF6 and the migration
of neoplastic cells, as well as chemoresistance [7]. Lu et al., in a study on acute myeloid leukemia,
presented a similar conclusion: increased RNF6 expression was associated with shorter survival [10].

One of the most impressive elements of the work devoted to RNF6 is the study of potential
inhibitory factors. Lu et al. experimented with saponins isolated from dry roots of Paris forrestii (Takht.)
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H. Li, a plant that has long been used in traditional Chinese medicine [10,28]. Total saponins from
Paris forrestii (TSPf) inhibited proliferation and induced apoptosis in acute myeloid leukemia cell lines.
TSPf induced upregulation of pro-apoptotic proteins, p53, p27, Bax, and Beclin 1, and downregulation
of anti-apoptotic proteins, including Bcl-2, Bcl-xL, and Mcl-1. Saponins reduced the expression of RNF6,
which resulted in inhibition of activation of the AKT/mTOR pathway, crucial in the development of
AML. Another element of the study was assessing the use of saponins in a xenograft model in nude mice.
K562 human myeloid leukemia cells were injected subcutaneously in female nude mice. TSPf were
administered orally at a dose of 100 mg/kg body weight. TSPf significantly reduced the rate of tumor
growth without causing a significant decrease in the body weight of mice or abnormalities in laboratory
tests, such as blood count, hemoglobin, alanine aminotransferase (ALT), aspartate aminotransferase
(AST), or blood urine nitrogen (UN). The authors also showed in the mouse model that TSPf inhibits
the RNF6/AKT/mTOR pathway [10].

Another compound with potential anti-cancer properties is ellagic acid, found in pomegranates,
black raspberries, and red wine, among others [29–32]. Xu et al. conducted a study on ESCC cells using
ellagic acid. They demonstrate that ellagic acid leads to apoptosis of cancer cells and downregulates
anti-apoptotic proteins Bcl-2 and Mcl-1. Ellagic acid inhibits the expression of RNF6, which increases
the expression of SHP1 and then inhibits the STAT3 pathway [11].

MicroRNAs (miRNAs) are short-chain RNA molecules of approximately 22 nucleotides that do
not encode proteins. Their function is to silence protein expression by attaching to appropriate mRNA.
Thanks to this, they can participate in various cellular processes, such as metabolism, proliferation,
and apoptosis [33,34]. Huang et al. assessed the influence of microRNA-26a-5p (miR-26a-5p) on
breast cancer cells. A lower expression of miR-26a-5p occurs in breast cancer and is associated with
poorer prognosis. On the other hand, enhancing this molecule’s expression leads to an increase in the
concentration of p21, p27, and p53 proteins, regulating the cell cycle and growth inhibition. The authors
showed that miR-26a-5p binds to the 3′UTR region of mRNA molecule for RNF6 protein and inhibits
its formation, which guides the downregulation of ERα and Bcl-xL [12]. Miao et al. carried out another
study using microRNAs. MicroRNA-203a molecule (miR-203a) is downregulated in colorectal cancer
cells, whereas its increased expression is conducive to the silencing of RNF6, cell arrest in the G1 phase
of the cell cycle, and inhibition of tumor proliferation [13].

Despite limited knowledge of RNF6, the results of the studies mentioned above are promising.
RNF6 is involved in the essential pathways of cancer cell proliferation. The use of naturally occurring
chemicals or microRNA molecules can yield positive results. A summary of potential anti-RNF6
therapeutic agents is provided in Table 1.

Table 1. Summary of the potential therapeutic agents against RNF6.

Inhibitor/Potential
Therapeutic Agent Effect Cancer Type Inhibited Pathway Study Model Reference

Total saponins from
Paris forrestii–TSPf

Downregulating RNF6
expression,

inhibiting proliferation,
promoting apoptosis,

upregulating pro-apoptotic
proteins, downregulating
anti-apoptotic proteins

Acute myeloid
leukemia AKT/mTOR

Human myeloid
leukemia cell lines
K562 and HL-60;

K562 cells
xenograft in
nude mice

Lu et al. [10]

Ellagic acid

Downregulating RNF6
expression,

inhibiting proliferation,
promoting apoptosis,

downregulating
anti-apoptotic proteins

Esophageal
squamous cell

carcinoma (ESCC)
SHP1/STAT3

ESCC cell
lines Eca-109

and TE-1
Xu et al. [11]

MicroRNA-26a-5p

Downregulating RNF6
expression, inhibiting

cell growth,
upregulating cell cycle

regulatory proteins

Breast cancer ERα/Bcl-xL
Breast cancer

cell lines
MCF-7 and T47D

Huang et al. [12]
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Table 1. Cont.

Inhibitor/Potential
Therapeutic Agent Effect Cancer Type Inhibited Pathway Study Model Reference

MicroRNA-203a

Downregulating RNF6
expression, inhibiting
cell growth, arresting

cell cycle in the
G1 phase

Colorectal cancer -
Human colon

cancer cell lines
HCT116 and SW480

Miao et al. [13]

6. Challenges and Perspectives

Modern techniques of molecular biology, genetics, and cytophysiology make it possible to assess
the function of various genes and their protein products in multiple tissues accurately. Ubiquitin ligases
may present different features in different cells because ubiquitination is one of the primary protein
modifications. The RNF6, belonging to this family, is not entirely examined. However, more and more
studies are performed on primary cancer cells, cell lines, and model organisms, thanks to which we
can understand the essential functions of this protein. We currently know that the RNF6 functions as
an oncogene rather than as a tumor suppressor gene. It is associated with many signaling pathways in
the cell, which are often involved in carcinogenesis. The performed statistical analyzes and data from
cancer genome databases show a significantly increased expression of this protein in neoplastic cells.
Therefore, clinicians can use it as a prognostic factor in some cancers, such as colorectal cancer and
breast cancer. However, we still do not know how this protein behaves in other tissues and whether it
can affect other cancers’ development. More research in this area is needed.

The first studies with the use of RNF6 inhibitors in cell lines and mice showed promising results.
It seems appropriate to continue working on the use of natural origin compounds, such as ellagic
acid and total saponins from Paris forrestii. Positive results from testing with microRNAs also require
further development. It is essential to examine the above inhibitors in other tests, on different cell lines,
and determine the wide range of safety of these compounds in model organisms. An appropriate
follow-up would be the introduction of multicenter, randomized human clinical trials. Thanks to
this, we would have the opportunity to introduce another drug directed at a specific molecular target,
which could be used in various cancers. Such an agent primarily should be safe and effective, so further
research on RNF6 inhibitors is necessary.

Author Contributions: P.Z. and A.P. conceived the idea; P.Z. wrote the manuscript and prepared the figures;
A.P. supervised the work. All authors have read and agreed to the published version of the manuscript.

Funding: This research received no external funding.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Macdonald, D.H.; Lahiri, D.; Sampath, A.; Chase, A.; Sohal, J.; Cross, N.C. Cloning and characterization of
RNF6, a novel RING finger gene mapping to 13q12. Genomics 1999, 58, 94–97. [CrossRef] [PubMed]

2. La Starza, R.; Wlodarska, I.; Aventin, A.; Falzetti, D.; Crescenzi, B.; Martelli, M.F.; Van den Berghe, H.;
Mecucci, C. Molecular delineation of 13q deletion boundaries in 20 patients with myeloid malignancies.
Blood 1998, 91, 231–237. [CrossRef] [PubMed]

3. Lo, H.S.; Hu, N.; Gere, S.; Lu, N.; Su, H.; Goldstein, A.M.; Taylor, P.R.; Lee, M.P. Identification of somatic mutations
of the RNF6 gene in human esophageal squamous cell carcinoma. Cancer Res. 2002, 62, 4191–4193. [PubMed]

4. Xu, K.; Shimelis, H.; Linn, D.E.; Jiang, R.; Yang, X.; Sun, F.; Guo, Z.; Chen, H.; Li, W.; Chen, H.; et al.
Regulation of androgen receptor transcriptional activity and specificity by RNF6-induced ubiquitination.
Cancer Cell 2009, 15, 270–282. [CrossRef] [PubMed]

5. Huang, Z.; Cai, Y.; Yang, C.; Chen, Z.; Sun, H.; Xu, Y.; Chen, W.; Xu, D.; Tian, W.; Wang, H. Knockdown of RNF6
inhibits gastric cancer cell growth by suppressing STAT3 signaling. Oncotargets Ther. 2018, 11, 6579–6587.
[CrossRef] [PubMed]

http://dx.doi.org/10.1006/geno.1999.5802
http://www.ncbi.nlm.nih.gov/pubmed/10331950
http://dx.doi.org/10.1182/blood.V91.1.231
http://www.ncbi.nlm.nih.gov/pubmed/9414289
http://www.ncbi.nlm.nih.gov/pubmed/12154016
http://dx.doi.org/10.1016/j.ccr.2009.02.021
http://www.ncbi.nlm.nih.gov/pubmed/19345326
http://dx.doi.org/10.2147/OTT.S174846
http://www.ncbi.nlm.nih.gov/pubmed/30323630


BioTech 2020, 9, 22 7 of 8

6. Zhu, H.; Wang, C. Potential Influences of RNF6 on Prognosis and Metastasis of Colorectal Cancer: A Clinical
Analysis. Oncotargets Ther. 2020, 13, 2031–2036. [CrossRef]

7. Zeng, Y.; Xu, X.; Wang, S.; Zhang, Z.; Liu, Y.; Han, K.; Cao, B.; Mao, X. Ring finger protein 6 promotes breast
cancer cell proliferation by stabilizing estrogen receptor alpha. Oncotarget 2017, 8, 20103–20112. [CrossRef]

8. Xu, X.; Han, K.; Tang, X.; Zeng, Y.; Lin, X.; Zhao, Y.; Zhang, Z.; Cao, B.; Wu, D.; Mao, X. The Ring Finger
Protein RNF6 Induces Leukemia Cell Proliferation as a Direct Target of Pre-B-cell Leukemia Homeobox 1.
J. Biol. Chem. 2016, 291, 9617–9628. [CrossRef]

9. Liang, Q.; Ma, D.; Zhu, X.; Wang, Z.; Sun, T.T.; Shen, C.; Yan, T.; Tian, X.; Yu, T.; Guo, F.; et al. RING-Finger Protein
6 Amplification Activates JAK/STAT3 Pathway by Modifying SHP-1 Ubiquitylation and Associates with Poor
Outcome in Colorectal Cancer. Clin. Cancer Res. 2018, 24, 1473–1485. [CrossRef]

10. Lu, Q.; He, Y.; Wang, Y.; Gao, L.; Zheng, Y.; Zhang, Z.; Cao, B.; Wang, Q.; Mao, X.; Hu, S. Saponins From
Paris forrestii (Takht.) H. Li Display Potent Activity against Acute Myeloid Leukemia by Suppressing the
RNF6/AKT/mTOR Signaling Pathway. Front. Pharmacol. 2018, 9, 673. [CrossRef]

11. Xu, Y.Y.; Wang, W.W.; Huang, J.; Zhu, W. Ellagic acid induces esophageal squamous cell carcinoma cell apoptosis
by modulating SHP-1/STAT3 signaling. Kaohsiung J. Med. Sci. 2020, 36, 699–704. [CrossRef] [PubMed]

12. Huang, Z.M.; Ge, H.F.; Yang, C.C.; Cai, Y.; Chen, Z.; Tian, W.Z.; Tao, J.L. MicroRNA-26a-5p inhibits breast cancer
cell growth by suppressing RNF6 expression. Kaohsiung J. Med. Sci. 2019, 35, 467–473. [CrossRef] [PubMed]

13. Miao, J.; Hou, N.; Yang, W.; Jiang, Q.; Xue, W.; Wang, X.; Zhang, H.; Xiong, X.; Wang, L.; Zhao, L.; et al.
miR-203a suppresses cell proliferation by targeting RING-finger protein 6 in colorectal cancer. Anticancer
Drugs 2020, 31, 583–591. [CrossRef] [PubMed]

14. Joazeiro, C.A.; Weissman, A.M. RING finger proteins: Mediators of ubiquitin ligase activity. Cell 2000,
102, 549–552. [CrossRef]

15. Shang, F.; Deng, G.; Liu, Q.; Guo, W.; Haas, A.L.; Crosas, B.; Finley, D.; Taylor, A. Lys6-modified ubiquitin
inhibits ubiquitin-dependent protein degradation. J. Biol. Chem. 2005, 280, 20365–20374. [CrossRef] [PubMed]

16. Deng, L.; Wang, C.; Spencer, E.; Yang, L.; Braun, A.; You, J.; Slaughter, C.; Pickart, C.; Chen, Z.J. Activation
of the IkappaB kinase complex by TRAF6 requires a dimeric ubiquitin-conjugating enzyme complex and
a unique polyubiquitin chain. Cell 2000, 103, 351–361. [CrossRef]

17. Ren, Y.; Xu, X.; Mao, C.Y.; Han, K.K.; Xu, Y.J.; Cao, B.Y.; Zhang, Z.B.; Sethi, G.; Tang, X.W.;
Mao, X.L. RNF6 promotes myeloma cell proliferation and survival by inducing glucocorticoid receptor
polyubiquitination. Acta Pharmacol. Sin. 2020, 41, 394–403. [CrossRef]

18. Han, Y.; Amin, H.M.; Franko, B.; Frantz, C.; Shi, X.; Lai, R. Loss of SHP1 enhances JAK3/STAT3 signaling and
decreases proteosome degradation of JAK3 and NPM-ALK in ALK+ anaplastic large-cell lymphoma. Blood
2006, 108, 2796–2803. [CrossRef]

19. Liu, L.; Zhang, Y.; Wong, C.C.; Zhang, J.; Dong, Y.; Li, X.; Kang, W.; Chan, F.; Sung, J.; Yu, J. RNF6 Promotes
Colorectal Cancer by Activating the Wnt/β-Catenin Pathway via Ubiquitination of TLE3. Cancer Res. 2018,
78, 1958–1971. [CrossRef]

20. Cai, J.; Xiong, Q.; Jiang, X.; Zhou, S.; Liu, T. RNF6 facilitates metastasis and radioresistance in hepatocellular
carcinoma through ubiquitination of FoxA1. Exp. Cell Res. 2019, 374, 152–161. [CrossRef]

21. Tursun, B.; Schlüter, A.; Peters, M.A.; Viehweger, B.; Ostendorff, H.P.; Soosairajah, J.; Drung, A.; Bossenz, M.;
Johnsen, S.A.; Schweizer, M.; et al. The ubiquitin ligase Rnf6 regulates local LIM kinase 1 levels in axonal
growth cones. Genes Dev. 2005, 19, 2307–2319. [CrossRef] [PubMed]

22. Hu, N.; Roth, M.J.; Polymeropolous, M.; Tang, Z.Z.; Emmert-Buck, M.R.; Wang, Q.H.; Goldstein, A.M.;
Feng, S.S.; Dawsey, S.M.; Ding, T.; et al. Identification of novel regions of allelic loss from a genomewide
scan of esophageal squamous-cell carcinoma in a high-risk Chinese population. Genes Chromosomes Cancer
2000, 27, 217–228. [CrossRef]

23. Li, G.; Hu, N.; Goldstein, A.M.; Tang, Z.Z.; Roth, M.J.; Wang, Q.H.; Dawsey, S.M.; Han, X.Y.; Ding, T.;
Huang, J.; et al. Allelic loss on chromosome bands 13q11-q13 in esophageal squamous cell carcinoma.
Genes Chromosomes Cancer 2001, 31, 390–397. [CrossRef] [PubMed]

24. Martínez-Jiménez, F.; Muiños, F.; Sentís, I.; Deu-Pons, J.; Reyes-Salazar, I.; Arnedo-Pac, C.; Mularoni, L.;
Pich, O.; Bonet, J.; Kranas, H.; et al. A compendium of mutational cancer driver genes. Nat. Rev. Cancer 2020,
20, 555–572. [CrossRef]

http://dx.doi.org/10.2147/OTT.S229772
http://dx.doi.org/10.18632/oncotarget.15384
http://dx.doi.org/10.1074/jbc.M115.701979
http://dx.doi.org/10.1158/1078-0432.CCR-17-2133
http://dx.doi.org/10.3389/fphar.2018.00673
http://dx.doi.org/10.1002/kjm2.12224
http://www.ncbi.nlm.nih.gov/pubmed/32374927
http://dx.doi.org/10.1002/kjm2.12085
http://www.ncbi.nlm.nih.gov/pubmed/31063232
http://dx.doi.org/10.1097/CAD.0000000000000874
http://www.ncbi.nlm.nih.gov/pubmed/32282367
http://dx.doi.org/10.1016/S0092-8674(00)00077-5
http://dx.doi.org/10.1074/jbc.M414356200
http://www.ncbi.nlm.nih.gov/pubmed/15790562
http://dx.doi.org/10.1016/S0092-8674(00)00126-4
http://dx.doi.org/10.1038/s41401-019-0309-6
http://dx.doi.org/10.1182/blood-2006-04-017434
http://dx.doi.org/10.1158/0008-5472.CAN-17-2683
http://dx.doi.org/10.1016/j.yexcr.2018.11.019
http://dx.doi.org/10.1101/gad.1340605
http://www.ncbi.nlm.nih.gov/pubmed/16204183
http://dx.doi.org/10.1002/(SICI)1098-2264(200003)27:3&lt;217::AID-GCC1&gt;3.0.CO;2-A
http://dx.doi.org/10.1002/gcc.1158
http://www.ncbi.nlm.nih.gov/pubmed/11433530
http://dx.doi.org/10.1038/s41568-020-0290-x


BioTech 2020, 9, 22 8 of 8

25. Cancer Genome Atlas Research Network; Weinstein, J.N.; Collisson, E.A.; Mills, G.B.; Shaw, K.R.;
Ozenberger, B.A.; Ellrott, K.; Shmulevich, I.; Sander, C.; Stuart, J.M. The Cancer Genome Atlas Pan-Cancer
analysis project. Nat. Genet. 2013, 45, 1113–1120. [CrossRef]

26. Qin, X.; Chen, S.; Qiu, Z.; Zhang, Y.; Qiu, F. Proteomic analysis of ubiquitination-associated proteins in
a cisplatin-resistant human lung adenocarcinoma cell line. Int. J. Mol. Med. 2012, 29, 791–800. [CrossRef]

27. Takahashi, H.; Uematsu, A.; Yamanaka, S.; Imamura, M.; Nakajima, T.; Doi, K.; Yasuoka, S.; Takahashi, C.;
Takeda, H.; Sawasaki, T. Establishment of a Wheat Cell-Free Synthesized Protein Array Containing 250
Human and Mouse E3 Ubiquitin Ligases to Identify Novel Interaction between E3 Ligases and Substrate
Proteins. PLoS ONE 2016, 11, e0156718. [CrossRef]

28. Wang, Y.H.; Shi, M.; Niu, H.M.; Yang, J.; Xia, M.Y.; Luo, J.F.; Chen, Y.J.; Zhou, Y.P.; Li, H. Substituting one
Paris for another? In vitro cytotoxic and in vivo antitumor activities of Paris forrestii, a substitute of Paris
polyphylla var. yunnanensis. J. Ethnopharmacol. 2018, 218, 45–50. [CrossRef]

29. Ceci, C.; Lacal, P.M.; Tentori, L.; De Martino, M.G.; Miano, R.; Graziani, G. Experimental Evidence of the
Antitumor, Antimetastatic and Antiangiogenic Activity of Ellagic Acid. Nutrients 2018, 10, 1756. [CrossRef]

30. Baradaran Rahimi, V.; Ghadiri, M.; Ramezani, M.; Askari, V.R. Antiinflammatory and anti-cancer activities
of pomegranate and its constituent, ellagic acid: Evidence from cellular, animal, and clinical studies.
Phytother. Res. 2020, 34, 685–720. [CrossRef]

31. Eskra, J.N.; Schlicht, M.J.; Bosland, M.C. Effects of Black Raspberries and Their Ellagic Acid and Anthocyanin
Constituents on Taxane Chemotherapy of Castration-Resistant Prostate Cancer Cells. Sci. Rep. 2019, 9, 4367.
[CrossRef] [PubMed]

32. Duan, J.; Zhan, J.C.; Wang, G.Z.; Zhao, X.C.; Huang, W.D.; Zhou, G.B. The red wine component ellagic
acid induces autophagy and exhibits anti-lung cancer activity in vitro and in vivo. J. Cell. Mol. Med. 2019,
23, 143–154. [CrossRef] [PubMed]

33. Xie, T.; Huang, M.; Wang, Y.; Wang, L.; Chen, C.; Chu, X. MicroRNAs as Regulators, Biomarkers and
Therapeutic Targets in the Drug Resistance of Colorectal Cancer. Cell. Physiol. Biochem. 2016, 40, 62–76.
[CrossRef] [PubMed]

34. Li, Z.; Lin, C.; Zhao, L.; Zhou, L.; Pan, X.; Quan, J.; Peng, X.; Li, W.; Li, H.; Xu, J.; et al. Oncogene miR-187-5p
is associated with cellular proliferation, migration, invasion, apoptosis and an increased risk of recurrence in
bladder cancer. Biomed. Pharmacother. 2018, 105, 461–469. [CrossRef]

Publisher’s Note: MDPI stays neutral with regard to jurisdictional claims in published maps and institutional
affiliations.

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1038/ng.2764
http://dx.doi.org/10.3892/ijmm.2012.912
http://dx.doi.org/10.1371/journal.pone.0156718
http://dx.doi.org/10.1016/j.jep.2018.02.022
http://dx.doi.org/10.3390/nu10111756
http://dx.doi.org/10.1002/ptr.6565
http://dx.doi.org/10.1038/s41598-019-39589-1
http://www.ncbi.nlm.nih.gov/pubmed/30867440
http://dx.doi.org/10.1111/jcmm.13899
http://www.ncbi.nlm.nih.gov/pubmed/30353639
http://dx.doi.org/10.1159/000452525
http://www.ncbi.nlm.nih.gov/pubmed/27842308
http://dx.doi.org/10.1016/j.biopha.2018.05.122
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	RNF6 Functions 
	RNF6 as a Tumor Suppressor Gene 
	RNF6 as an Oncogene 
	RNF6 as a Prognostic Factor and Therapeutic Target 
	Challenges and Perspectives 
	References

