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Abstract: Selenoprotein N (SEPN1) is a type II glycoprotein of the endoplasmic reticulum (ER) that
senses calcium levels to tune the activity of the sarcoplasmic reticulum calcium pump (SERCA
pump) through a redox-mediated mechanism, modulating ER calcium homeostasis. In SEPN1-
depleted muscles, altered ER calcium homeostasis triggers ER stress, which induces CHOP-mediated
malfunction, altering excitation–contraction coupling. SEPN1 is localized in a region of the ER
where the latter is in close contact with mitochondria, i.e., the mitochondria-associated membranes
(MAM), which are important for calcium mobilization from the ER to mitochondria. Accordingly,
SEPN1-depleted models have impairment of both ER and mitochondria calcium regulation and
ATP production. SEPN1-related myopathy (SEPN1-RM) is an inherited congenital muscle disease
due to SEPN1 loss of function, whose main histopathological features are minicores, i.e., areas of
mitochondria depletion and sarcomere disorganization in muscle fibers. SEPN1-RM presents with
weakness involving predominantly axial and diaphragmatic muscles. Since there is currently no
disease-modifying drug to treat this myopathy, analysis of SEPN1 function in parallel with that of the
muscle phenotype in SEPN1 loss of function models should help in understanding the pathogenic
basis of the disease and possibly point to novel drugs for therapy. The present essay recapitulates
the novel biological findings on SEPN1 and how these reconcile with the muscle and bioenergetics
phenotype of SEPN1-related myopathy.

Keywords: stress of the endoplasmic reticulum; UPR (unfolded protein response); SEPN1; SEPN1-
related myopathy; SELENON; SELENON-related myopathy; multi-minicore disease; calcium han-
dling; redox homeostasis

1. Introduction

SELENON-related myopathy, also known as SEPN1-related myopathy (SEPN1-RM),
designates a rare inherited myopathy, previously classified as four different disorders,
caused by homozygous or compound heterozygous mutations in the SELENON, also
known as SEPN1, gene (OMIM#606210) which lead to SEPN1 loss of function. The muscle
phenotype of SEPN1-RM typically presents in infancy with severe weakness of neck and
trunk muscles and impairment of diaphragm strength, which, in the absence of assisted
ventilation, eventually leads to respiratory failure and death. Limb muscles are less severely
affected and, in general, ambulation is preserved but, in severe cases, limb muscle weakness,
together with fatigue, may lead to loss of ambulation [1,2]. NADH-TR and SDH staining
on muscle biopsies of SEPN1-RM patients shows small areas negative to the staining, i.e.,
of mitochondrial depletion, corresponding at the ultrastructural level to foci of sarcomere
disorganization, which are known as minicores and are a hallmark of this disease.
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SEPN1 function is still somewhat elusive, mainly because of the difficulty of obtaining
a pure SEPN1 protein, which would be important to assess its activity in vitro and to grow
crystals, so as to understand the spatial organization of the protein. However, significant
progress has been made in the last few years. SEPN1 is one of 25 selenoproteins identified
in humans. All selenoproteins contain selenium in the form of the nucleophilic amino acid
selenocysteine (U), and, in all of them except Selenoprotein P, U is localized at the catalytic
site [3]. SEPN1 is a type II transmembrane glycoprotein of the ER with a short tail of
amino acids on the cytosolic side and the rest of the protein, including an EF-hand domain
and a thioredoxin-like (CU) domain, on the ER side. The EF-hand domain in SEPN1 can
sense calcium fluctuations in the lumen of the ER [4]. When calcium levels decrease, the
thioredoxin-like domain of SEPN1, containing the highly nucleophilic selenocysteine, is
possibly more exposed. This facilitates redox modulation of its partners, including the
sarcoplasmic/endoplasmic reticulum calcium pump (SERCA), which is activated to pump
calcium from the cytosol into the ER [4]. ER calcium impairment in SEPN1-depleted models
likely gives rise to ER stress, which triggers muscle malfunction through the CHOP branch
of the ER stress response [5].

Furthermore, SEPN1 is localized at the MAMs, a region where ER is in close con-
tact with mitochondria. Thus, it regulates not only calcium levels in the ER but also in
mitochondria, in fine tuning ATP and hence muscle bioenergetics [6,7].

This review focuses on the recent biological findings on SEPN1 that help to rationalize
the muscle phenotype of SEPN1-RM and could be important for designing a disease-
modifying drug. We first describe the features of SEPN1 myopathy and briefly summarize
the main features of the link between Ca2+ and redox homeostasis in the ER, to then turn
to the specific roles of SEPN1 in the regulation of the Ca2+–redox link in the ER lumen and
in mitochondrial Ca2+ content, OXPHOS function and ATP production.

2. SEPN1-Related Myopathy

Histopathologically, SEPN1-RM shows large variability, but multi-minicores, which
are localized areas of mitochondria depletion and sarcomere disorganization within the
myofibers, are found in the majority of muscle biopsies from SEPN1-RM patients. Further-
more, multi-minicores are often associated with type 1 fiber predominance and hypotrophy,
mild dystrophic features and occasionally with eosinophilic protein inclusions (Figure 1).
Therefore, most patients had the phenotypical diagnoses of the congenital myopathy
multi-minicore disease or of Rigid Spine muscular dystrophy (RSMD) and a minority
was initially classified as fiber-type disproportion or Mallory body-like desmin-related
myopathy [8]. Core myopathies are often caused by autosomal dominant or recessive
mutations in the RYR1 gene, encoding the skeletal muscle ryanodine receptor RYR1, a
redox-sensitive Ca2+ channel of the sarcoplasmic reticulum (SR). RYR1 triggers Ca2+ efflux
from this cellular compartment into the cytosol, leading to excitation–contraction cou-
pling [9,10]. A lower percentage of the autosomal recessive forms of multi-minicore disease
are due to mutations of the Selenoprotein N gene (SEPN1/SELENON) [1,11]. Different types
of mutation are associated with SEPN1-related myopathy, including missense variants,
small duplications/insertions, deletions, nonsense and splice mutations and also CNVs
(Copy Number Variations) [12–14]. Recently, SEPN1 exon 1 was identified as the main
mutational hotspot, and the first genotype–phenotype correlations were established, with
bi-allelic null mutations significantly associated with higher disease severity [13].

In patients with SEPN1 mutations, weakness is more severe in axial (neck and trunk)
muscles and is often associated with diaphragm weakness and fatigue, leading to major
scoliosis and potentially lethal respiratory failure, which are phenotypical hallmarks of
SEPN1-RM. Mutations in SEPN1 lead to loss of ambulation in 10% of cases and systematic
functional decline from the end of the third decade [13,15]. SEPN1 mutations are also
associated with insulin resistance and abnormal oral glucose tolerance test (OGTT) [16].
No correlation has been found so far between abnormal glucose metabolism and the
patients’ age or the type of SEPN1 mutation. However, insulin resistance was observed,
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paradoxically, only in patients with an extremely low body mass index (BMI), suggesting
that insulin resistance is part of the SEPN1-RM phenotype in these subjects [7].
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(mitochondrial) activity, black arrows) or with uneven oxidative staining (white arrows). (c) Type 
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Figure 1. Main histopathological findings in SEPN1-RM. Transversal sections of frozen muscle samples (a–b 20×, c 10×);
longitudinal electron microscopy section (d, bar = 2 µm). (a) Variability of muscle fiber diameter, with some rounded,
smaller fibers surrounded by increased endomysial connective tissue (asterisk), while mild endomysial fibrosis is frequent,
necrotic or regenerating fibers are rarely observed. (b) SDH showing fibers with cores (rounded areas devoid of oxidative
(mitochondrial) activity, black arrows) or with uneven oxidative staining (white arrows). (c) Type 1 fiber predominance and
hypotrophy: oxidative fibers (dark) are more abundant and smaller in diameter compared to type 2 glycolitic fibers (light
colour). (d) Small (white arrows) and longer (black arrows) minicores, contrasting with normally organized sarcomeres and
SR/mitochondrial complexes in adjacent areas of the muscle fiber (top left). Minicores are areas of mitochondria depletion
and sarcomere disorganization which span a variable but limited number of sarcomeres along the fiber longitudinal axis.
Hematoxylin–eosin (H&E) (a), SDH (b), Myosin ATPase pH 4.65 (c).

Interestingly, a significant correlation between body weight and disease severity has
been identified in SEPN1-RM patients. Underweight patients tend to have a moderate form
of disease with preserved ambulation in adulthood, whereas the rare overweight patients
reported had severe weakness of both weight-bearing and non-weight-bearing muscles,
needed assisted ventilation early in childhood and lost ambulation in the second decade,
confirming that alterations in BMI correlate with the phenotype of SEPN1-RM [6,13].
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3. Redox Modulation of Calcium Handling in the ER and Mitochondria

The endoplasmic reticulum (ER) (and its specialized cognate in skeletal muscle, the
sarcoplasmic reticulum SR) is a dynamic reservoir of calcium, where this ion is highly
concentrated (0.1–1 mM) compared to the low nanomolar concentration in the cytosol [9,17]
(Figure 2). The SR dynamically responds to electrical stimuli during the mechanism of
excitation–contraction coupling by releasing and taking up calcium, thus favoring rapid
calcium-induced muscle contraction and relaxation. Calcium uptake in the ER/SR is medi-
ated by calcium pumps (sarco-endoplasmic reticulum calcium ATPase, SERCAs), whereas
calcium release from ER/SR is mediated by the calcium channels Inositol-triphosphate
receptor, IP3Rs, and Ryanodine receptors, RYRs.
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Figure 2. SEPN1-mediated calcium handling and muscle phenotype of SEPN1-RM. The functional relationship between
SEPN1 and RYR1 in the SR is illustrated. Both proteins tune the ER calcium handling: RYR1 is a Ca2+ (blue spheres) release
channel of the SR, which is activated by the dihydropyridine receptor (DHPR) on the T tubule, and SEPN1 senses ER
calcium (blue spheres) levels through an EF-hand domain. Then, SEPN1 activates, through a redox reaction involving the
thioredoxin-like domain CU (the arrow indicates an electron flow from the nucleophilic U), the calcium pump SERCA,
which leads to calcium uptake into the ER. Ca2+ direction is indicated by dashed arrows. The range of intraluminal and
cytosolic Ca2+ is indicated. SEPN1 is enriched at MAMs, a region of the ER in close contact with mitochondria through
proteinaceous tethers, which is important for calcium mobilization from the ER to mitochondria. Calcium is released from
ER via IP3R or RYR (not depicted) and is internalized in mitochondria through a voltage-dependent anion channel (VDAC)
(not depicted), which is on the outer mitochondrial membrane, and through the mitochondria calcium uniporter (MCU),
which is on the inner mitochondrial membrane [18]. Consequently, SEPN1 loss also impairs mitochondrial calcium and
ATP levels by hampering the OXPHOS.
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The ER is in close contact with mitochondria in a 10–25-nm-wide region of juxtaposed
membranes which hold together the two organelles by protein tethers and is referred to as
mitochondria-associated membranes (MAMs) [19]. In some cases, ER tethers involve IP3R
and RYR, suggesting an important role of the MAMs in calcium mobilization between ER
and mitochondria [20–22]. In skeletal muscles, a quarter of the mitochondrial surface is
in contact with the Calcium Release Unit (CRU) of the junctional SR through the MAMs,
supporting the concept of high Ca2+ microdomains close to the CRU which lead to Ca2+

uptake by mitochondria [9,23,24]. Thus, the activity of calcium pumps and channels in the
ER influences calcium content not only in the ER lumen but also in mitochondria.

Besides specific inhibitors (such as phospholamban for SERCA and calstabin for RYR),
the activity of these calcium pumps and channels is tuned by chaperones (e.g., calnexin and
calreticulin) and redox-active proteins (e.g., ERP57, ERP44, ERO1) [25–30]. For example,
regarding the redox modulation of calcium, it is known that ERP57 oxidizes the two
cysteines in the L4 luminal loop of SERCA2b, thus promoting a disulfide bond and leading
to a decrease in SERCA activity, whereas the reduction of this disulfide bridge restores Ca2+

pump activity [25].

4. SEPN1-Mediated Calcium Handling in the ER and Mitochondria

SEPN1 is one of the 25 selenocysteine-containing selenoproteins and also the first that
was associated with a genetic disease [3]. SEPN1 is ubiquitously expressed throughout
the body and detected early in muscle precursors [31,32]. This type II glycoprotein of the
ER has a short tail of amino acids exposed on the cytosolic side and the rest of the protein
in the ER lumen. On the luminal side of the protein, there are two known domains: an
EF-hand calcium-binding domain and a thioredoxin-like domain (CU) encompassing the
U residue [31]. Biophysical data from our laboratories suggest that SEPN1 binds calcium
through its EF-hand with an affinity constant in the concentration range of ER luminal
calcium (130 < kd < 240 microM of a SEPN1 synthetic peptide including the EF-hand) and
undergoes marked conformational changes upon calcium binding. When calcium is low in
the ER, the thioredoxin-like domain of SEPN1 is more exposed and redox-modulates its
partners by relaying to them electrons through the nucleophilic U, so the ER redox poise
is more reduced [4]. Relevantly, the ATP-dependent calcium pump SERCA is one of the
redox partners of SEPN1. Lack of SEPN1 reduces calcium uptake into the ER of cultured
cells [33,34] and increases the relaxation time after electrical stimulation in flexor digitorum
brevis (FDB) muscle fibers [5], indicating reduced calcium entry into the sarcoplasmic
reticulum. Thus, considering that SERCA2 is activated after the reduction of two luminal
cysteines in the L4 domain, SEPN1 is an intermediary between ER calcium handling and
redox regulation that senses ER calcium levels and, through redox activity, triggers the
SERCA-mediated refilling of the ER/SR calcium store in skeletal muscle [4,25,35] (Figure 2).

We have previously demonstrated a functional interaction regarding calcium han-
dling between SEPN1 and the H2O2-generating protein disulfide oxidase endoplasmic
oxidoreductin 1 (ERO1) [36]. The latter participates (together with PDI) in the relay of
electrons for introducing disulfide bonds in proteins while generating H2O2 (Figure 3) [36].
Patient-derived and murine cells without SEPN1 show signs of oxidative stress while
SEPN1 KO mouse muscles are hypersensitive to the lack of antioxidant vitamins and ERO1
overexpression, leading to reduced muscle force [8,33,34,37–39].

The expression of a hyperactive ERO1, which carries a mutation in one of the regu-
latory cysteines (Cy131), and thus locally generates more H2O2, acts cooperatively with
SEPN1 loss in inhibiting SERCA activity. This suggests that when ERO1 is hyperactive, and
in cells lacking SEPN1, SERCA is less active, supporting a scenario in which both ERO1 and
SEPN1 regulate SERCA but in opposite ways: the former inactivates SERCA and the latter
activates it. Thus, SEPN1 protects SERCA from ERO1-mediated hyperoxidation [5]. Early
studies suggested that SEPN1 also works as a modifier of the RYR1 channel. However,
these results could not be confirmed by later studies [5,40].
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Figure 3. SEPN1 and ER stress. Unfolded proteins trigger ER stress and the consequent UPR by
the activation of three sensors ATF6, IRE1 and PERK. Generally, this is a homeostatic response
that restores ER homeostasis. After being proteolytically cleaved in the Golgi, ATF6 works as a
transcription factor of UPR target genes. IRE1 promotes the splicing of XBP1 into XBP1s, which
also works as a transcription factor for chaperones and ERAD proteins. PERK reduces protein
synthesis by the phosphorylation of eif2 alpha and promotes the transcription of ATF4. The PERK
pathway is also connected to pro-apoptotic signals via the transcription factor CHOP that, through
the induction of GADD34, promotes recovery of the translation and, through ERO1, promotes the
oxidative protein folding. However, ERO1 during oxidative protein folding also generates the oxidant
H2O2, thus being involved in hyperoxidation. The expression of the type II membrane protein SEPN1
is regulated by ER stress and, through a redox reaction which involves the thioredoxin-like (CU)
domain, counteracts ERO1-mediated hyperoxidation.

5. SEPN1 at ER–Mitochondria Contact Sites

SEPN1 is localized in a region of the ER referred to as MAMs, where this organelle is
in contact with mitochondria and where ER-to-mitochondria calcium transfer occurs [6].

In light of this specific ER localization of SEPN1, it has been investigated whether
SEPN1 defects impair MAMs and influence mitochondrial calcium handling. A shrink-
age of the ER region in contact with mitochondria, i.e., less extended MAM, has been
identified in SEPN1-depleted cells. However, at the moment, we do not know whether
these alterations of MAMs in SEPN1-deficient models are due to a structural function of
SEPN1, which would hold together ER and mitochondria, or are a consequence of other
SEPN1-dependent alterations such as ER stress.

Consistently, in muscle biopsies of patients with SEPN1 mutations leading to protein
absence, mitochondria were misplaced from their triadic position, i.e., not on both sides of
the CRU, leaving regions of muscle fibers where CRU were not coupled with mitochondria.
This effect of SEPN1 loss on MAMs was coupled with impairment of mitochondrial calcium
levels, suggesting that SEPN1 modulates contacts between the ER and mitochondria and
calcium levels in both [6].

To meet metabolic demand during excitation–contraction coupling, skeletal muscle
fibers need ATP, which is supplied by mitochondria through the OXPHOS system [41].
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Since mitochondrial calcium regulates muscle OXPHOS and thus ATP production [42],
it has also been explored whether SEPN1 loss affects the different complexes of the OX-
PHOS. SEPN1-devoid cells had a 25 to 30% lower ATP content with reduced complex
I activity and a significant defect of the OXPHOS complexes II and IV. In line with this,
isolated muscle fiber bundles from Sepn1 knock-out (KO) mice showed a reduction of mito-
chondrial respiration that was more marked in slow and mixed-fiber muscles, suggesting
that SEPN1 regulates OXPHOS and ATP production in skeletal muscle [6].

6. SEPN1 Loss and ER Stress

SEPN1 expression is induced following ER stress, a condition elicited when the load
of unfolded proteins inside the ER exceeds the capacity of the folding machinery [33]. ER
stress activates a series of corrective measures, defined as the Unfolded Protein Response
(UPR), that, by activating three sensors (IRE1, PERK and ATF6), triggers induction of
chaperones, attenuation of protein translation and boosting of protein degradation, to
restore ER homeostasis [43]. Despite not being a highly secretory tissue, skeletal muscle is
still sensitive to the triggers of ER stress, such as unbalanced calcium and hypoxia, and
these elicit UPR in this tissue [44].

Unmitigated ER stress in skeletal muscle can also shift the UPR from adaptive to
maladaptive by inducing the transcription of the mediator C/EBP homologous protein
(CHOP), leading to reduced exercise tolerance and detrimental effects on skeletal muscle,
suggesting that induction of CHOP in skeletal muscle during the UPR impairs muscle
homeostasis after exercise [45]. In the UPR signaling, CHOP is upstream of ERO1, which
acts as a mediator of the adaptive UPR given its role in oxidative protein folding but, on
the other hand, is also a potential detrimental mediator given its ability to generate one
molecule of the dangerous oxidant H2O2 for each disulfide bond introduced into client
proteins [46,47].

CHOP and ERO1 were both upregulated in the diaphragm of Sepn1 KO mice, which
also had impaired strength, consistent with the diaphragmatic dysfunction of SEPN1-RM
patients, and altered calcium handling in the FDB muscle [5,48]. CHOP deletion in Sepn1
KO mice attenuated ERO1, rescued the diaphragmatic force and calcium handling and
reduced the signs of ER stress, suggesting that the CHOP branch of the UPR impairs muscle
force and calcium handling in Sepn1 KO muscles. This also suggests that SEPN1, through
its reductase activity, protects muscle cells from the hyperoxidation due to UPR-induced
ERO1. Therefore, the CHOP/ERO1 pathway of the PERK branch of UPR is an important
pathogenic component of SEPN1-related myopathy (Figure 3) [5,38].

The connection between lack of SEPN1 and insulin resistance in SEPN1-RM in relation
to ER stress and the consequent maladaptive response has been explored. Skeletal muscle
is the main contributor to post-prandial glucose uptake in the body, so defects in muscle-
mediated glucose uptake reduce glucose tolerance and induce insulin resistance [49].
Insulin resistance is triggered by saturated fatty acid overload, which also induces ER
stress and the consequent UPR [50]. Furthermore, alterations of MAM integrity in skeletal
muscle have been associated with defective insulin sensitivity [51]. Given the ER stress-
mediated regulation of SEPN1, the insulin-resistant phenotype of SEPN1-RM patients and
their altered MAM integrity in skeletal muscle, studies have explored whether the lack of
SEPN1 creates sensitization to ER stress induced by saturated fatty acid overload and the
consequent maladaptive UPR, eliciting insulin resistance [6,7].

Interestingly, a lack of SEPN1 in saturated fatty acid-challenged myotubes does trigger
ER stress, as indicated by the induction of CHOP, ERO1, GADD34 and XBP-1; it also
disrupts ER-to-mitochondria communication and alters mitochondrial quality, together
with cell bioenergetics. However, ubiquitous CHOP ablation only temporarily rescued
the glucose intolerance of high-fat-fed Sepn1 KO mice, suggesting that ER stress and the
consequent maladaptive CHOP-mediated response is involved in the insulin resistance
phenotype of Sepn1 KO mice but also that the transient beneficial effect from constitutive
CHOP ablation might be due to the fact that it leads to increased adiposity [52]. These



Cells 2021, 10, 1116 8 of 11

findings suggest that environmental cues, such as a high-fat diet, which trigger ER stress in
skeletal muscle, could modulate the pathological phenotype of SEPN1-related myopathy,
contributing to the course of the disease beyond the genotype–phenotype correlation.

From the point of view of the correlation between ER stress and the muscle phenotype
of the core disease, knock-in mice carrying the I4895T heterozygous mutation in the ER
calcium channel RYR1, which impairs RYR1 activity without leading to calcium leak,
display ER stress in skeletal muscle together with muscle dysfunction. Treatment with
the chemical chaperone 4PBA reduces ER stress and improves muscle function. Although
SEPN1 regulates SERCA and thus ER calcium uptake, whilst RYR1 regulates calcium
release from ER, both SEPN1 and RYR1 mutants show ER calcium defects, which might
represent a common underlying mechanism of ER stress and the pathological phenotype.
This suggests that, similarly to RYR1I4895T, defects in calcium handling in the ER trigger
ER stress and muscle impairment in SEPN1-RM, which can be rescued by a chemical
chaperone that attenuates the stress [53].

7. Conclusion and Therapeutic Perspectives of Core Diseases

SEPN1 is a ubiquitously expressed type II glycoprotein of the ER that defends ER
from hyperoxidation and calcium impairment through a redox-regulated mechanism that
activates SERCA pumps. Accordingly, calcium impairment in SEPN1-deficient models ham-
pers excitation–contraction coupling in muscle and triggers ER stress. Moreover, SEPN1 is
localized at MAMs, a region of the ER in contact with mitochondria, which is important
for calcium mobilization from the ER to mitochondria. Accordingly, SEPN1-deficient
models present alterations of MAMs, mislocalization of mitochondria and impairment of
mitochondrial calcium and ATP, a cause of muscle weakness.

There is a significant degree of clinical and histopathological overlap between RYR1-
and SEPN1-RM, which might reflect common pathophysiological mechanisms.

Increases in intracellular oxidant activity and markers of oxidative stress were in
fact found in primary cultured myotubes from patients with either SEPN1 null or RYR1
mutations. The antioxidant N-acetylcysteine (NAC) rescued the SEPN1- and the RYR1-
associated cell phenotypes, enhancing the survival of patient-derived cells while reducing
the hyperoxidized state of their proteins [54].

These results provided the experimental basis for the first therapeutic trials using
NAC in SEPN1-RM and RYR1-RM (ClinicalTrials.gov NCT02505087 and NCT02362425).
The outcome of the small SEPN1-RM pilot trial (SELNAC) is currently being analyzed.
Unfortunately, the RYR1-RM trial with NAC showed only some muscle improvement but
failed to achieve its primary endpoint [55]. Thus, there is a critical need for studies on
the pathogenesis to identify other drugs synergistic with NAC, or alternative therapeutic
options for SEPN1-RM and RYR1-RM.

ER stress and the consequent maladaptive UPR is emerging as a common trigger of
SEPN1- and RYR1-RM, giving rise not only to common histopathological signs in the two
genetically distinct myopathies but also to an overlapping pathological phenotype. As ER
stress and the consequent UPR are druggable [56], it is conceivable that, in the near future,
inhibitors of ER stress and its response could represent novel therapeutic options to be
tested in clinical trials of SEPN1-RM and RYR1-RM.

Author Contributions: Conceptualization, E.Z. and A.F. All authors have read and agreed to the
published version of the manuscript.

Funding: This study was supported by a Cure CMD/AFM Telethon grant (‘Ablation of the mal-
adaptive ER stress response improves altered calcium handling and restores diaphragm function in
SELENON knock-out mice’), RF-2018-12365371 Ricerca Finalizzata Ministero della salute and My
first AIRC grant to EZ and by a grant from CureCMD (‘SEPN1-Related Myopathy: Towards New
Drug Therapies’) and the AFM grant #21067 to AF.



Cells 2021, 10, 1116 9 of 11

Acknowledgments: We are indebted to Nica Borgese for the critical reading of the manuscript and to
Alexander Chernorudskiy, Valeria Manuelli and Ersilia Varone of the Signal Transduction laboratory
for their help in the figure preparation.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Ferreiro, A.; Quijano-Roy, S.; Pichereau, C.; Moghadaszadeh, B.; Goemans, N.; Bonnemann, C.; Jungbluth, H.; Straub, V.;

Villanova, M.; Leroy, J.P.; et al. Mutations of the selenoprotein n gene, which is implicated in rigid spine muscular dystrophy,
cause the classical phenotype of multiminicore disease: Reassessing the nosology of early-onset myopathies. Am. J. Hum. Genet.
2002, 71, 739–749. [CrossRef]

2. Moghadaszadeh, B.; Petit, N.; Jaillard, C.; Brockington, M.; Quijano Roy, S.; Merlini, L.; Romero, N.; Estournet, B.; Desguerre, I.;
Chaigne, D.; et al. Mutations in sepn1 cause congenital muscular dystrophy with spinal rigidity and restrictive respiratory
syndrome. Nat. Genet. 2001, 29, 17–18. [CrossRef] [PubMed]

3. Moghadaszadeh, B.; Beggs, A.H. Selenoproteins and their impact on human health through diverse physiological pathways.
Physiology 2006, 21, 307–315. [CrossRef]

4. Chernorudskiy, A.; Varone, E.; Colombo, S.F.; Fumagalli, S.; Cagnotto, A.; Cattaneo, A.; Briens, M.; Baltzinger, M.; Kuhn, L.;
Bachi, A.; et al. Selenoprotein n is an endoplasmic reticulum calcium sensor that links luminal calcium levels to a redox activity.
Proc. Natl. Acad. Sci. USA 2020, 117, 21288–21298. [CrossRef]

5. Pozzer, D.; Varone, E.; Chernorudskiy, A.; Schiarea, S.; Missiroli, S.; Giorgi, C.; Pinton, P.; Canato, M.; Germinario, E.;
Nogara, L.; et al. A maladaptive er stress response triggers dysfunction in highly active muscles of mice with selenon loss.
Redox. Biol. 2018, 20, 354–366. [CrossRef]

6. Filipe, A.; Chernorudskiy, A.; Arbogast, S.; Varone, E.; Villar-Quiles, R.N.; Pozzer, D.; Moulin, M.; Fumagalli, S.; Cabet, E.;
Dudhal, S.; et al. Defective endoplasmic reticulum-mitochondria contacts and bioenergetics in sepn1-related myopathy. Cell
Death Differ. 2021, 28, 123–138. [CrossRef] [PubMed]

7. Varone, E.; Pozzer, D.; Di Modica, S.; Chernorudskiy, A.; Nogara, L.; Baraldo, M.; Cinquanta, M.; Fumagalli, S.; Villar-Quiles, R.N.;
De Simoni, M.G.; et al. Selenon (sepn1) protects skeletal muscle from saturated fatty acid-induced er stress and insulin resistance.
Redox. Biol. 2019, 24, 101176. [CrossRef] [PubMed]

8. Arbogast, S.; Ferreiro, A. Selenoproteins and protection against oxidative stress: Selenoprotein n as a novel player at the crossroads
of redox signaling and calcium homeostasis. Antioxid. Redox Signal. 2010, 12, 893–904. [CrossRef] [PubMed]

9. Boncompagni, S.; Pozzer, D.; Viscomi, C.; Ferreiro, A.; Zito, E. Physical and functional cross talk between endo-sarcoplasmic
reticulum and mitochondria in skeletal muscle. Antioxid. Redox Signal. 2020, 32, 873–883. [CrossRef] [PubMed]

10. Ferreiro, A.; Monnier, N.; Romero, N.B.; Leroy, J.P.; Bonnemann, C.; Haenggeli, C.A.; Straub, V.; Voss, W.D.; Nivoche, Y.;
Jungbluth, H.; et al. A recessive form of central core disease, transiently presenting as multi-minicore disease, is associated with a
homozygous mutation in the ryanodine receptor type 1 gene. Ann. Neurol. 2002, 51, 750–759. [CrossRef] [PubMed]

11. Lawal, T.A.; Todd, J.J.; Witherspoon, J.W.; Bonnemann, C.G.; Dowling, J.J.; Hamilton, S.L.; Meilleur, K.G.; Dirksen, R.T. Ryanodine
receptor 1-related disorders: An historical perspective and proposal for a unified nomenclature. Skelet. Muscle 2020, 10, 32.
[CrossRef]

12. Scoto, M.; Cirak, S.; Mein, R.; Feng, L.; Manzur, A.Y.; Robb, S.; Childs, A.M.; Quinlivan, R.M.; Roper, H.; Jones, D.H.; et al.
Sepn1-related myopathies: Clinical course in a large cohort of patients. Neurology 2011, 76, 2073–2078. [CrossRef] [PubMed]

13. Villar-Quiles, R.N.; von der Hagen, M.; Métay, C.; Gonzalez, V.; Donkervoort, S.; Bertini, E.; Castiglioni, C.; Chaigne, D.;
Colomer, J.; Cuadrado, M.L.; et al. The clinical, histologic, and genotypic spectrum of sepn1-related myopathy: A case series.
Neurology 2020, 95, e1512–e1527. [CrossRef]

14. Silwal, A.; Sarkozy, A.; Scoto, M.; Ridout, D.; Schmidt, A.; Laverty, A.; Henriques, M.; D’Argenzio, L.; Main, M.; Mein, R.; et al.
Selenoprotein n-related myopathy: A retrospective natural history study to guide clinical trials. Ann. Clin. Transl. Neurol. 2020, 7,
2288–2296. [CrossRef] [PubMed]

15. Hankiewicz, K.; Carlier, R.Y.; Lazaro, L.; Linzoain, J.; Barnerias, C.; Gomez-Andres, D.; Avila-Smirnow, D.; Ferreiro, A.;
Estournet, B.; Guicheney, P.; et al. Whole-body muscle magnetic resonance imaging in sepn1-related myopathy shows a
homogeneous and recognizable pattern. Muscle Nerve 2015, 52, 728–735. [CrossRef] [PubMed]

16. Clarke, N.F.; Kidson, W.; Quijano-Roy, S.; Estournet, B.; Ferreiro, A.; Guicheney, P.; Manson, J.I.; Kornberg, A.J.; Shield, L.K.;
North, K.N.; et al. Sepn1: Associated with congenital fiber-type disproportion and insulin resistance. Ann. Neurol. 2006, 59,
546–552. [CrossRef]

17. Burdakov, D.; Petersen, O.H.; Verkhratsky, A. Intraluminal calcium as a primary regulator of endoplasmic reticulum function.
Cell Calcium 2005, 38, 303–310. [CrossRef]

18. Csordas, G.; Weaver, D.; Hajnoczky, G. Endoplasmic reticulum-mitochondrial contactology: Structure and signaling functions.
Trends Cell Biol. 2018, 28, 523–540. [CrossRef]

19. Csordas, G.; Renken, C.; Varnai, P.; Walter, L.; Weaver, D.; Buttle, K.F.; Balla, T.; Mannella, C.A.; Hajnoczky, G. Structural
and functional features and significance of the physical linkage between er and mitochondria. J. Cell Biol. 2006, 174, 915–921.
[CrossRef]

http://doi.org/10.1086/342719
http://doi.org/10.1038/ng713
http://www.ncbi.nlm.nih.gov/pubmed/11528383
http://doi.org/10.1152/physiol.00021.2006
http://doi.org/10.1073/pnas.2003847117
http://doi.org/10.1016/j.redox.2018.10.017
http://doi.org/10.1038/s41418-020-0587-z
http://www.ncbi.nlm.nih.gov/pubmed/32661288
http://doi.org/10.1016/j.redox.2019.101176
http://www.ncbi.nlm.nih.gov/pubmed/30921636
http://doi.org/10.1089/ars.2009.2890
http://www.ncbi.nlm.nih.gov/pubmed/19769461
http://doi.org/10.1089/ars.2019.7934
http://www.ncbi.nlm.nih.gov/pubmed/31825235
http://doi.org/10.1002/ana.10231
http://www.ncbi.nlm.nih.gov/pubmed/12112081
http://doi.org/10.1186/s13395-020-00243-4
http://doi.org/10.1212/WNL.0b013e31821f467c
http://www.ncbi.nlm.nih.gov/pubmed/21670436
http://doi.org/10.1212/WNL.0000000000010327
http://doi.org/10.1002/acn3.51218
http://www.ncbi.nlm.nih.gov/pubmed/33037864
http://doi.org/10.1002/mus.24634
http://www.ncbi.nlm.nih.gov/pubmed/25808192
http://doi.org/10.1002/ana.20761
http://doi.org/10.1016/j.ceca.2005.06.010
http://doi.org/10.1016/j.tcb.2018.02.009
http://doi.org/10.1083/jcb.200604016


Cells 2021, 10, 1116 10 of 11

20. Rowland, A.A.; Voeltz, G.K. Endoplasmic reticulum-mitochondria contacts: Function of the junction. Nat. Rev. Mol. Cell Biol.
2012, 13, 607–625. [CrossRef]

21. Szabadkai, G.; Bianchi, K.; Varnai, P.; De Stefani, D.; Wieckowski, M.R.; Cavagna, D.; Nagy, A.I.; Balla, T.; Rizzuto, R. Chaperone-
mediated coupling of endoplasmic reticulum and mitochondrial ca2+ channels. J. Cell Biol. 2006, 175, 901–911. [CrossRef]

22. Eisner, V.; Csordas, G.; Hajnoczky, G. Interactions between sarco-endoplasmic reticulum and mitochondria in cardiac and skeletal
muscle-pivotal roles in ca(2)(+) and reactive oxygen species signaling. J. Cell Biol. 2013, 126, 2965–2978.

23. Franzini-Armstrong, C. Er-mitochondria communication. How privileged? Physiology 2007, 22, 261–268. [CrossRef] [PubMed]
24. Giorgi, C.; Missiroli, S.; Patergnani, S.; Duszynski, J.; Wieckowski, M.R.; Pinton, P. Mitochondria-associated membranes:

Composition, molecular mechanisms, and physiopathological implications. Antioxid. Redox Signal. 2015, 22, 995–1019. [CrossRef]
25. Li, Y.; Camacho, P. Ca2+-dependent redox modulation of serca 2b by erp57. J. Cell Biol. 2004, 164, 35–46. [CrossRef]
26. Anelli, T.; Bergamelli, L.; Margittai, E.; Rimessi, A.; Fagioli, C.; Malgaroli, A.; Pinton, P.; Ripamonti, M.; Rizzuto, R.; Sitia, R.

Ero1alpha regulates ca(2+) fluxes at the endoplasmic reticulum-mitochondria interface (mam). Antioxid. Redox Signal. 2012, 16,
1077–1087. [CrossRef] [PubMed]

27. Higo, T.; Hattori, M.; Nakamura, T.; Natsume, T.; Michikawa, T.; Mikoshiba, K. Subtype-specific and er lumenal environment-
dependent regulation of inositol 1,4,5-trisphosphate receptor type 1 by erp44. Cell 2005, 120, 85–98. [CrossRef] [PubMed]

28. Chernorudskiy, A.L.; Zito, E. Regulation of calcium homeostasis by er redox: A close-up of the er/mitochondria connection. J.
Mol. Biol. 2017, 429, 620–632. [CrossRef] [PubMed]

29. Santulli, G.; Nakashima, R.; Yuan, Q.; Marks, A.R. Intracellular calcium release channels: An update. J. Physiol. 2017, 595,
3041–3051. [CrossRef]

30. Carreras-Sureda, A.; Pihan, P.; Hetz, C. Calcium signaling at the endoplasmic reticulum: Fine-tuning stress responses. Cell
Calcium 2018, 70, 24–31. [CrossRef]

31. Petit, N.; Lescure, A.; Rederstorff, M.; Krol, A.; Moghadaszadeh, B.; Wewer, U.M.; Guicheney, P. Selenoprotein n: An endoplasmic
reticulum glycoprotein with an early developmental expression pattern. Hum. Mol. Genet. 2003, 12, 1045–1053. [CrossRef]

32. Castets, P.; Maugenre, S.; Gartioux, C.; Rederstorff, M.; Krol, A.; Lescure, A.; Tajbakhsh, S.; Allamand, V.; Guicheney, P.
Selenoprotein n is dynamically expressed during mouse development and detected early in muscle precursors. BMC Dev. Biol.
2009, 9, 46. [CrossRef] [PubMed]

33. Marino, M.; Stoilova, T.; Giorgi, C.; Bachi, A.; Cattaneo, A.; Auricchio, A.; Pinton, P.; Zito, E. Sepn1, an endoplasmic reticulum-
localized selenoprotein linked to skeletal muscle pathology, counteracts hyper-oxidation by means of redox-regulating serca2
pump activity. Hum. Mol. Genet. 2015, 24, 1843–1855. [CrossRef]

34. Arbogast, S.; Beuvin, M.; Fraysse, B.; Zhou, H.; Muntoni, F.; Ferreiro, A. Oxidative stress in sepn1-related myopathy: From
pathophysiology to treatment. Ann. Neurol. 2009, 65, 677–686. [CrossRef]

35. Ushioda, R.; Miyamoto, A.; Inoue, M.; Watanabe, S.; Okumura, M.; Maegawa, K.I.; Uegaki, K.; Fujii, S.; Fukuda, Y.;
Umitsu, M.; et al. Redox-assisted regulation of ca2+ homeostasis in the endoplasmic reticulum by disulfide reductase erdj5. Proc.
Natl. Acad. Sci. USA 2016, 113, E6055–E6063. [CrossRef] [PubMed]

36. Zito, E. Ero1: A protein disulfide oxidase and h2o2 producer. Free Radic. Biol. Med. 2015, 83, 299–304. [CrossRef]
37. Moghadaszadeh, B.; Rider, B.E.; Lawlor, M.W.; Childers, M.K.; Grange, R.W.; Gupta, K.; Boukedes, S.S.; Owen, C.A.; Beggs, A.H.

Selenoprotein n deficiency in mice is associated with abnormal lung development. FASEB J. 2013, 27, 1585–1599. [CrossRef]
38. Pozzer, D.; Favellato, M.; Bolis, M.; Invernizzi, R.W.; Solagna, F.; Blaauw, B.; Zito, E. Endoplasmic reticulum oxidative stress

triggers tgf-beta-dependent muscle dysfunction by accelerating ascorbic acid turnover. Sci. Rep. 2017, 7, 40993. [CrossRef]
[PubMed]

39. Rederstorff, M.; Castets, P.; Arbogast, S.; Laine, J.; Vassilopoulos, S.; Beuvin, M.; Dubourg, O.; Vignaud, A.; Ferry, A.; Krol, A.; et al.
Increased muscle stress-sensitivity induced by selenoprotein n inactivation in mouse: A mammalian model for sepn1-related
myopathy. PLoS ONE 2011, 6, e23094. [CrossRef]

40. Jurynec, M.J.; Xia, R.; Mackrill, J.J.; Gunther, D.; Crawford, T.; Flanigan, K.M.; Abramson, J.J.; Howard, M.T.; Grunwald, D.J.
Selenoprotein n is required for ryanodine receptor calcium release channel activity in human and zebrafish muscle. Proc. Natl.
Acad. Sci. USA 2008, 105, 12485–12490. [CrossRef] [PubMed]

41. Korzeniewski, B. Regulation of oxidative phosphorylation in different muscles and various experimental conditions. Biochem. J.
2003, 375, 799–804. [CrossRef] [PubMed]

42. Glancy, B.; Willis, W.T.; Chess, D.J.; Balaban, R.S. Effect of calcium on the oxidative phosphorylation cascade in skeletal muscle
mitochondria. Biochemistry 2013, 52, 2793–2809. [CrossRef] [PubMed]

43. Walter, P.; Ron, D. The unfolded protein response: From stress pathway to homeostatic regulation. Science 2011, 334, 1081–1086.
[CrossRef] [PubMed]

44. Acosta-Alvear, D.; Zhou, Y.; Blais, A.; Tsikitis, M.; Lents, N.H.; Arias, C.; Lennon, C.J.; Kluger, Y.; Dynlacht, B.D. Xbp1 controls
diverse cell type- and condition-specific transcriptional regulatory networks. Mol. Cell 2007, 27, 53–66. [CrossRef]

45. Wu, J.; Ruas, J.L.; Estall, J.L.; Rasbach, K.A.; Choi, J.H.; Ye, L.; Bostrom, P.; Tyra, H.M.; Crawford, R.W.; Campbell, K.P.; et al. The
unfolded protein response mediates adaptation to exercise in skeletal muscle through a pgc-1alpha/atf6alpha complex. Cell
Metab. 2011, 13, 160–169. [CrossRef] [PubMed]

46. Marciniak, S.J.; Yun, C.Y.; Oyadomari, S.; Novoa, I.; Zhang, Y.; Jungreis, R.; Nagata, K.; Harding, H.P.; Ron, D. Chop induces death
by promoting protein synthesis and oxidation in the stressed endoplasmic reticulum. Genes Dev. 2004, 18, 3066–3077. [CrossRef]

http://doi.org/10.1038/nrm3440
http://doi.org/10.1083/jcb.200608073
http://doi.org/10.1152/physiol.00017.2007
http://www.ncbi.nlm.nih.gov/pubmed/17699879
http://doi.org/10.1089/ars.2014.6223
http://doi.org/10.1083/jcb.200307010
http://doi.org/10.1089/ars.2011.4004
http://www.ncbi.nlm.nih.gov/pubmed/21854214
http://doi.org/10.1016/j.cell.2004.11.048
http://www.ncbi.nlm.nih.gov/pubmed/15652484
http://doi.org/10.1016/j.jmb.2017.01.017
http://www.ncbi.nlm.nih.gov/pubmed/28137421
http://doi.org/10.1113/JP272781
http://doi.org/10.1016/j.ceca.2017.08.004
http://doi.org/10.1093/hmg/ddg115
http://doi.org/10.1186/1471-213X-9-46
http://www.ncbi.nlm.nih.gov/pubmed/19698141
http://doi.org/10.1093/hmg/ddu602
http://doi.org/10.1002/ana.21644
http://doi.org/10.1073/pnas.1605818113
http://www.ncbi.nlm.nih.gov/pubmed/27694578
http://doi.org/10.1016/j.freeradbiomed.2015.01.011
http://doi.org/10.1096/fj.12-212688
http://doi.org/10.1038/srep40993
http://www.ncbi.nlm.nih.gov/pubmed/28106121
http://doi.org/10.1371/journal.pone.0023094
http://doi.org/10.1073/pnas.0806015105
http://www.ncbi.nlm.nih.gov/pubmed/18713863
http://doi.org/10.1042/bj20030882
http://www.ncbi.nlm.nih.gov/pubmed/12901719
http://doi.org/10.1021/bi3015983
http://www.ncbi.nlm.nih.gov/pubmed/23547908
http://doi.org/10.1126/science.1209038
http://www.ncbi.nlm.nih.gov/pubmed/22116877
http://doi.org/10.1016/j.molcel.2007.06.011
http://doi.org/10.1016/j.cmet.2011.01.003
http://www.ncbi.nlm.nih.gov/pubmed/21284983
http://doi.org/10.1101/gad.1250704


Cells 2021, 10, 1116 11 of 11

47. Harding, H.P.; Zhang, Y.; Zeng, H.; Novoa, I.; Lu, P.D.; Calfon, M.; Sadri, N.; Yun, C.; Popko, B.; Paules, R.; et al. An integrated
stress response regulates amino acid metabolism and resistance to oxidative stress. Mol. Cell 2003, 11, 619–633. [CrossRef]

48. Caggiano, S.; Khirani, S.; Dabaj, I.; Cavassa, E.; Amaddeo, A.; Arroyo, J.O.; Desguerre, I.; Richard, P.; Cutrera, R.; Ferreiro, A.; et al.
Diaphragmatic dysfunction in sepn1-related myopathy. Neuromuscul. Disord. 2017, 27, 747–755. [CrossRef]

49. DeFronzo, R.A.; Tripathy, D. Skeletal muscle insulin resistance is the primary defect in type 2 diabetes. Diabetes Care 2009, 32
(Suppl. 2), S157–S163. [CrossRef]

50. Volmer, R.; Ron, D. Lipid-dependent regulation of the unfolded protein response. Curr. Opin. Cell Biol. 2015, 33, 67–73. [CrossRef]
51. Tubbs, E.; Chanon, S.; Robert, M.; Bendridi, N.; Bidaux, G.; Chauvin, M.A.; Ji-Cao, J.; Durand, C.; Gauvrit-Ramette, D.;

Vidal, H.; et al. Disruption of mitochondria-associated endoplasmic reticulum membrane (mam) integrity contributes to muscle
insulin resistance in mice and humans. Diabetes 2018, 67, 636–650. [CrossRef] [PubMed]

52. Ariyama, Y.; Shimizu, H.; Satoh, T.; Tsuchiya, T.; Okada, S.; Oyadomari, S.; Mori, M.; Mori, M. Chop-deficient mice showed
increased adiposity but no glucose intolerance. Obesity 2007, 15, 1647–1656. [CrossRef]

53. Lee, C.S.; Hanna, A.D.; Wang, H.; Dagnino-Acosta, A.; Joshi, A.D.; Knoblauch, M.; Xia, Y.; Georgiou, D.K.; Xu, J.; Long, C.; et al. A
chemical chaperone improves muscle function in mice with a RYR1 mutation. Nat. Commun. 2017, 8, 14659. [CrossRef] [PubMed]

54. Dowling, J.J.; Arbogast, S.; Hur, J.; Nelson, D.D.; McEvoy, A.; Waugh, T.; Marty, I.; Lunardi, J.; Brooks, S.V.; Kuwada, J.Y.; et al.
Oxidative stress and successful antioxidant treatment in models of RYR1-related myopathy. Brain 2012, 135, 1115–1127. [CrossRef]
[PubMed]

55. Todd, J.J.; Lawal, T.A.; Witherspoon, J.W.; Chrismer, I.C.; Razaqyar, M.S.; Punjabi, M.; Elliott, J.S.; Tounkara, F.; Kuo, A.;
Shelton, M.O.; et al. Randomized controlled trial of n-acetylcysteine therapy for RYR1-related myopathies. Neurology 2020, 94,
e1434–e1444. [CrossRef] [PubMed]

56. Zito, E. Targeting er stress/er stress response in myopathies. Redox. Biol. 2019, 26, 101232. [CrossRef] [PubMed]

http://doi.org/10.1016/S1097-2765(03)00105-9
http://doi.org/10.1016/j.nmd.2017.04.010
http://doi.org/10.2337/dc09-S302
http://doi.org/10.1016/j.ceb.2014.12.002
http://doi.org/10.2337/db17-0316
http://www.ncbi.nlm.nih.gov/pubmed/29326365
http://doi.org/10.1038/oby.2007.197
http://doi.org/10.1038/ncomms14659
http://www.ncbi.nlm.nih.gov/pubmed/28337975
http://doi.org/10.1093/brain/aws036
http://www.ncbi.nlm.nih.gov/pubmed/22418739
http://doi.org/10.1212/WNL.0000000000008872
http://www.ncbi.nlm.nih.gov/pubmed/31941795
http://doi.org/10.1016/j.redox.2019.101232
http://www.ncbi.nlm.nih.gov/pubmed/31181458

	Introduction 
	SEPN1-Related Myopathy 
	Redox Modulation of Calcium Handling in the ER and Mitochondria 
	SEPN1-Mediated Calcium Handling in the ER and Mitochondria 
	SEPN1 at ER–Mitochondria Contact Sites 
	SEPN1 Loss and ER Stress 
	Conclusion and Therapeutic Perspectives of Core Diseases 
	References

