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Research Letter

Population-Based 
Hepatitis C Survey in a 

Rural Block
Hepatitis C is a transmissible liver disease that results 
from infection with hepatitis C virus (HCV). It can range 
in severity from asymptomatic stage to mild episode 
lasting a few weeks to a serious, lifelong illness. There are 
an estimated 130‑170 million people with chronic HCV 
infection world‑wide with approximately 350,000 deaths 
occurring annually due to HCV‑related liver diseases.[1] 
Further, 3‑4 million people are infected with HCV each 
year. Global prevalence of HCV infection is around 2% 
in general population and some of the countries with 
high rates of chronic infection are Egypt (22%), Pakistan 
(4.8%) and China (3.2%).[2,3]

In India, several studies on voluntary or mixed donors 
have also noted a prevalence of hepatitis C below 
2%.[4‑6] Population‑based studies from Maharashtra 
(n=1054), West Bengal (n=2973) and Andhra Pradesh 
(n=890) showed similar trend of low prevalence (0.09%, 
0.71%, and 2.02%, respectively) and according to 
estimates about 20 million people are known to have 
HCV infection in India.[7‑9] The impact of this infection 
has just started to emerge in India. We describe our 
experiences and observations in context of cross‑sectional 
population‑based survey undertaken to assess hepatitis 
C burden in a block of Ratia (district Fatehabad) in the 
state of Haryana, India, due to sustained call from local 
people.

In this area, known cases (n=120) of hepatitis C had 
been demanding free treatment from government 
that had assumed political significance. Therefore, a 
survey was undertaken from 13 to 25 February 2012 
to cover the entire block area. Intense awareness 
generation activities through local newspaper, cable 
television, hoardings, announcement from religious 
institutions, banners and word‑of‑mouth publicity 
by local health staff members and volunteers 
was conducted prior to conduct of survey. This 
opportunity was also undertaken for informing 
community on hazards of hepatitis C, routes of 
transmission, methods of prevention, removal of 
myths and misconception, advisories, warning for 
discouragement of unnecessary therapeutic injections, 
mandatory use of new disposable‑syringes/needles by 
local health practitioners (formal and informal) and 

blades by hair‑dresser for each client and effective 
biomedical waste management was also undertaken.

A one‑day standardization training of field investigators 
and local staff members was undertaken after which 
house‑to‑house visit was initiated in municipal wards 
and villages in rural areas by a team of doctors (resident/
intern), laboratory technicians, nursing students, local 
health workers, and community volunteers. Health 
personnel and transports were mobilized from local and 
adjoining districts and medical colleges from within the 
state. Day‑wise itinerary and route maps were developed 
to cover entire area of the block including rural villages. 
A total of 20 teams were constituted, and each team 
covered atleast 250 households with larger villages 
visited by two teams. In some of the villages, camp‑based 
screening approach was undertaken following prior 
announcement of team arrival. Each team carried 
with them disposable syringes‑needles, spirit‑swabs, 
vacutainers, needle‑shredder, puncture‑proof plastic 
containers, appropriately labeled bio‑medical waste 
bags, checklist, case‑records, and registers. Humanely 
possible attempts were made to cover entire population 
of the block and those who were not available at their 
respective homes were requested to report to community 
health center (Ratia) for investigation that was made 
available for both kind of visitors‑self (voluntary) and 
referred.

An adult household was enquired on the basis of 
checklist: h/o blood transfusion, dialysis, organ 
transplantation, injecting drug user, therapeutic 
injections, acupuncture, tattoo and high risk sexual 
behavior. The list also included any individual 
(18‑60 years) suffering from non‑specific signs and 
symptoms including pain in limbs, easy fatigability, 
decreased appetite, nausea, vomiting, abdominal pain, 
fever, dark urine, and jaundice. In case an individual 
replied in the affirmative, a brief history of the concerned 
available person was recorded and aseptically 3 ml 
whole blood was collected in a uniquely labeled 
vacutainers after obtaining informed written consent. 
Known hepatitis C cases, their spouse and children were 
also offered the test. Individuals without any symptoms 
but desirous of undertaking the investigation were also 
offered the test.

Samples were then centrifuged to separate serum/plasma 
and tested using third generation ELISA. Approximately 
150,000 population was under surveillance during the 
survey out of which 7114 samples were collected and 
only 1503 (M: 58%; F: 42%) were found positive. The age‑
group of positive cases were as follows: upto 20 years 
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(5.04%), 21‑40 years (51.86%), 41‑60 years (37.45%) and 
61/above (5.63%) excluding nearly 6.0% of cases where 
age was not available. Sample results of individuals 
who were not permanent resident of the surveyed block 
were not included in final analysis. It is noted that blood 
banks in India are routinely screening for hepatitis C 
since 2001‑02; auto‑disable (AD) syringes are in use for 
maternal & childhood immunization since 2005; and 
there were 7.0% drug addicts amongst positive cases in 
studied samples. One of the limitations of present survey 
was that samples were not further evaluated for HCV 
RNA genotyping. In conclusion, hepatitis C burden in 
this population‑based survey in a rural block of Haryana 
was found to be 1.0%.
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