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Correction to: Nature Communications https://doi.org/10.1038/ncomms14909, published online 18 April 2017.

This Article contains errors in Figs. 1, 2, 4, Supplementary Fig. 1c and Supplementary Fig. 3f, for which we apologise.

In Figs. 1c, 2c, 4j and Supplementary Fig. 1, samples from multiple biological replicates of each condition were run and probed;
however, the blot images were assembled incorrectly such that different replicates were inadvertently selected as representative images
for a subset of the antibodies used. The following blots depict a different biological replicate compared with the other blots within each
experiment:

In Fig. 1c, the blot depicting surface EGFR levels in MDA-MB-231 cells and the blots depicting total EGFR and GAPDH levels in
U87 cells.

In Fig. 2c, the blots depicting pAKT, total AKT and GAPDH levels.

In Fig. 4j, the blot depicting pY1068EGFR levels.

In Supplementary Fig. 1, the blots depicting pY1068EGFR levels in both MDA-MB-231 cells and U87 cells.

The correct versions of Figs. 1c and 2c, 4j and Supplementary Fig. 1c are shown below as Figs. 1–4 respectively.

Furthermore, in Supplementary Fig. 3f, the blots probed with MATN2 and LOX antibodies were derived from samples run on separate
gels, however only the GAPDH loading control for the MATN2 blot is depicted. The correct version of Supplementary Fig. 3f, with
GAPDH loading controls for both the MATN2 and LOX blots, is shown below as Fig. 5.

These errors do not alter the original conclusions of the study. The error has not been corrected in the PDF or HTML versions of the
Article.
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