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The intestine plays an essential role in integrating immunity and nutrient digestion and absorption. Adjacent intestinal epithelia
form tight junctions (TJs) that are essential to the function of the physical intestinal barrier, regulating the paracellular
movement of various substances including ions, solutes, and water across the intestinal epithelium. Studies have shown that TJ
dysfunction is highly associated with metabolic and inflammatory diseases. Thus, molecular and nutritional factors that improve
TJ activity have gained attention in the pharmaceutical and medicinal fields. This review focuses on the association between TJ
and diverse pathological conditions, as well as various molecular and nutritional interventions designed to boost TJ integrity.

1. Introduction

The intestinal epithelium forms the lining of the small intes-
tine. Each epithelium has a brush border, villi, crypt, and
basolateral plasma membrane structure. The small intestine
not only absorbs nutrients from the diet but also offers a
physical barrier—assisted by the tight junctions (TJs) formed
by neighboring epithelial cells—and a biological barrier, both
of which act against extracellular substances such as microor-
ganisms, antigens, and xenobiotics (Figure 1). Moreover, the
small intestine secretes a wide range of hormones that regu-
late its internal functions as well as energy metabolism
throughout the body.

The main function of the small intestine is the absorption
of nutrients. The intestinal epithelium expresses digestive
enzymes, transporters of specific nutrients, and metabolic
enzymes. The small intestine also mediates signal transduc-
tion and produces bioactive compounds. The intestinal epi-
thelium responds to various inflammatory and oxidative
stresses induced by bacterial toxins, proinflammatory cyto-
kines (TNF-α and IL-1β), and other components through

various receptors, including toll-like receptors (TLRs) on
the plasma membrane of the epithelium.

TJs contribute to the function of the physical intestinal
barrier by regulating the paracellular movement of ions, sol-
utes, and water across the intestinal epithelium, while the
detoxification system contributes a biological barrier against
xenobiotics. In addition, TJ integrity is related to the func-
tions of the intestinal epithelium. Data from clinical trials
and basic science suggest that the TJ barrier plays an essential
role in the pathogenesis of systemic and intestinal disorders.
Therefore, this review will discuss the association between TJ
and various metabolic and inflammatory diseases, as well as
the molecular and nutritional controls of intestinal TJ.

2. Tight Junction and Tight Junction-
Associated Proteins

TJ is generated by the assembly of multiple proteins
located near the apical part of the epithelium between
neighboring cells (Figure 2) and controls the permeability
of the paracellular transport pathway. TJ plays a pivotal
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Figure 1: Functions of the small intestine. The small intestinal epithelium plays a role in the absorption of nutrients through transcellular
(nutrients passing through the cells), facilitated and active (nutrients passing through the membrane via transport proteins), and
paracellular (nutrients passing between the tight junction (TJ) between cells) transports. The small intestinal epithelium also performs
barrier functions because of the presence of TJ and the xenobiotic detoxification system. TJ acts as a physical barrier to pathogens and
large harmful molecules while enzymes involved in xenobiotic metabolism detoxify harmful compounds. Furthermore, intestinal cells
expressing toll-like receptors (TLRs) and cytokine receptors respond to lipopolysaccharides (LPS) and proinflammatory cytokines
(interleukin-1 beta, tumor necrosis factor-alpha, and interferon gamma) triggering intracellular signaling pathways.
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Figure 2: Structure of intestinal epithelial tight junction (TJ) and TJ-related proteins. (a) Assembly of TJ-related proteins including claudin,
occludin, ZO-1 and -2, and F-actin forms a TJ structure, which confers physical barrier function to the small intestine. (b) Upon luminal
stimulation, the TJ opens, leading to paracellular transport of extracellular components.
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role in maintaining intestinal barrier function and consists
of two functional protein categories, integral transmem-
brane proteins that form a network between adjacent cell
membranes and peripheral membrane or plaque proteins.
TJ integrity is dynamically regulated by the arrangement
of actin and the interaction between integral transmem-
brane and peripheral membrane proteins. Four integral
transmembrane proteins are occludin, claudins, junctional
adhesion molecule (JAM), and tricellulin. Peripheral mem-
brane adaptor proteins zonula occludens-1 (ZO-1), ZO-2,
and ZO-3 act as bridges to connect integral membrane
proteins to the actin cytoskeleton and to other signaling
proteins. The phosphorylation, distribution, and expres-
sion levels of TJ proteins play a critical role in regulating
TJ barrier function. They are tightly regulated by the fol-
lowing intracellular signal transduction pathways: protein
kinase C (PKC), A (PKA), and G (PKG) signalings; phos-
phatase, Rho, myosin light chain (MLC) kinase (MLCK),
and MAPK signaling; and the PI3K/Akt pathway [1, 2].

2.1. Occludin.Occludin is highly expressed at cell-cell contact
sites and is thought to be important in the assembly and
maintenance of TJ. It consists of four transmembrane
domains and two extracellular loops. The phosphorylation
of occludin correlates with the regulation of its localization
and function. Occludin that is phosphorylated at its serine/
threonine residues is localized mainly in the membrane,
whereas less phosphorylated occludin is found in the cyto-
plasm. In addition, phosphorylation of occludin appears to
control its interaction with other TJ proteins such as ZO-1
[3]. The interaction between occludin and ZO-1 is essen-
tial for TJ integrity [4]. Therefore, phosphorylated occlu-
din regulates TJ stability and permeability [5]. In keeping
with these observations, occludin knockout mice showed
normal TJ structure but exhibited elevated inflammation,
hyperplasia, and growth retardation [6]. On the other
hand, an enhanced level of occludin plays a role in further
improving TJ barrier function and preventing damage to
the TJ [7].

2.2. Claudin. Although there is no sequence homology
between occludin and claudins, the claudin family also con-
sists of four transmembrane domains and two extracellular
loops that construct TJ strands (Figure 1). The claudin family
is composed of 23 integral membrane proteins. The extracel-
lular loops of claudin take part in heterophilic and hemo-
philic interactions with adjacent cells, which generate
barriers against or pores for the passage of selective molecules
in the paracellular pathways [8, 9]. It is thought that 27 mam-
malian claudin genes may exist, although their classification
as claudins is disputed [10]. When the expression of
claudins-1–24 was tested in rat and mouse intestines, all clau-
dins except 6, 16, 19, 22, and 24 were detected by PCR anal-
ysis [11]. Although more studies are necessary to determine
the exact functions of claudins in TJs, animal studies have
indicated the importance of claudins in the integrity of TJs.
Claudin-1-deficient mice exhibited abnormal TJ barrier for-
mation, which induced cancer development and metastasis
[12]. Mice with claudin-2 or claudin-15 deficiencies in the

small intestine reveal that these transmembrane proteins play
essential roles in the transepithelial paracellular channel-like
permselectivity for extracellular monovalent cations, espe-
cially Na(+), in both infants and adults [13].

2.3. Zonula Occludens. The ZO proteins, which include ZO-
1, ZO-2, and ZO-3, were the first TJ-specific proteins to be
discovered [14]. ZO connects junctional proteins such as
occludin and claudin to the actin cytoskeleton, and these pro-
tein interactions maintain TJ formation and function. To
date, the roles of ZO proteins in TJs are not fully understood.
Studies indicate that although ZO-1-deficient cells can main-
tain the structure of TJs and exhibit normal permeability, the
activity of other TJ proteins such as occludin and claudins in
assembling TJs was delayed in these cells [8, 15, 16]. On the
other hand, the deficiency of ZO-2 or ZO-3 did not affect
the formation of TJ in epithelial cell types [15], suggesting
that ZO-1 proteins play a more important role in the control
of TJ assembly compared to ZO-2 or ZO-3.

3. Disruption of Tight Junction

The integrity of the intestinal epithelial barrier maintained by
TJ is crucial to protect the body against stress stimuli related
to inflammation and infection. The alteration of TJ homeo-
stasis is thought to induce the pathogenesis of several diseases
and vice versa. Factors related to the alteration of TJ homeo-
stasis include proinflammatory cytokines, pathogenic bacte-
ria, lipopolysaccharides (LPS), and pathological conditions.

3.1. Proinflammatory Cytokines. Proinflammatory cytokines
such as TNF-α, IL-1β, and IFNγ promote TJ permeability.
TNF-α suppresses TJ barrier function due to the activation
of the NF-κB pathway and decreased ZO-1 protein level
[17]. Conversely, blocking the NF-κB pathway abolishes the
TNF-α-mediated opening of the TJ barrier and ZO-1 down-
regulation. Interestingly, it appears that the TNF-α treatment
site in filter-grown Caco-2 cell monolayers was important.
TNF-α treatment in the basolateral compartment but not in
the apical compartment significantly affected TJ integrity.
The detailed molecular mechanism of the action of TNF-α
was further studied in vitro. It has been proposed that an
increase in MLCK expression and activity is associated with
the NF-κB-mediated disruption of TJ [18]. As the MLCK
promoter region contains an NF-κB binding site, TNF-α
treatment increased MLCK promoter activity and transcrip-
tion by NF-κB activation [19]. Subsequently, enhanced levels
of MLCK protein and its activity promoted TJ permeability
in Caco-2 cells. Similarly, IL-1β increased TJ permeability
via activation of the NF-κB pathway [20]. MLCK activation
by the extracellular signal-regulated kinases 1/2 (ERK1/2)
signaling pathways was also related to IL-1β mediated
changes in TJ [21, 22]. Unlike TNF-α, IL-1β treatment did
not affect the ZO-1 protein level but did suppress the occlu-
din protein level [20].

3.2. Pathogenic Bacteria and Lipopolysaccharides. The roles
of pathogenic bacteria and bacterial toxins in the endothelial
barrier have been reviewed elsewhere [23, 24]. Enteric
pathogenic bacteria such as Escherichia coli (E. coli) and
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Salmonella typhimurium (S. typhimurium) alter the intestinal
epithelial TJ barrier, leading to intestinal inflammation [24].
LPS, a component of the outer walls of gram-negative bacte-
ria, is reported to alter TJ protein assembly, contributing to a
leaky small intestine. Indeed, LPS is recognized by TLR4.
TLR4 activation by LPS modulates the inflammatory
response, which further exacerbates the alteration of TJ. E.
coliO111: B4 LPS injection in mice disrupts intestinal epithe-
lial TJ function in the ileal and colonic epithelia [25]. LPS also
induces systemic inflammation, leading to altered expression
and localization of TJ proteins such as ZO-1 and occludin.
Apical LPS treatment increases TJ permeability and induces
epithelial apoptosis by activating caspase-3 in duodenal epi-
thelial monolayers [26]. Thus, it is thought that pathogenic
bacteria and LPS disrupt intestinal TJ integrity by elevating
various inflammatory signaling pathways, resulting in a leaky
intestine.

3.3. Pathological Conditions. Certain pathological conditions
are correlated with a defective intestinal TJ barrier, including
inflammatory bowel disease (IBD), obesity, nonalcoholic
steatohepatitis (NASH), and nonalcoholic fatty liver disease
(NAFLD) (Table 1) [27].

3.3.1. IBD. IBD involves a wide range of chronic remitting
diseases of which ulcerative colitis (UC) and Crohn’s disease
(CD) are likely the most abundant [28]. IBD, usually known
to involve a high level of intestinal inflammation, is associ-
ated with dysregulation of TJ [29]. IBD affects many compo-
nents of the epithelial barrier including abnormal changes in
the epithelium itself, its adhesion molecules, and the altered
production of mucus and antimicrobial peptides. Together,
these alterations result in the loss of solutes and fluid across
the epithelial barrier, contributing to leak-flux diarrhea and
elevated antigen translocation [28]. Antigen translocation
in the lamina propria causes inflammation derived from
circulating and resident immune cells, leading to further dis-
ruption of the barrier function [28, 30]. CD and UC are
closely related to epithelial apoptosis [31], which is also a
significant contributor to barrier leakiness. The apoptotic
enterocytes invade the lumen while the remaining entero-
cytes redistribute the junctional proteins along the lateral cell
membranes, leading to contraction of the surrounding
epithelium and maintenance of barrier integrity [28, 32].

However, active UC is associated with the redistribution
and decreased expression of claudin-1, claudin-4, claudin-7,
and occludin, as well as a notable increase in claudin-2
expression [27, 33]. CD is also associated with both the redis-
tribution and decreased expression of claudin-3, claudin-5,
and claudin-8, as well as increased expression of claudin-2
[27, 33]. Furthermore, CD is known to present an abnormal
intestinal structure with a high level of intestinal inflamma-
tion [34]. For example, patients with CD have elevated levels
of plasma, fecal, and intestinal TNF-αs, which also can accel-
erate TJ dysfunction [35]. Altogether, the redistribution and
alteration of TJ proteins, as well as inflammatory responses,
are closely associated with barrier dysfunction in patients
with UC or CD.

3.3.2. Obesity. Obesity is associated with increased intestinal
permeability. The impairment of intestinal barrier function
due to the altered assembly of TJ proteins was observed in
genetically obese mouse models including ob/ob and db/db
mice [36]. The ob/ob and db/db mice exhibited an increase
in intestinal permeability and significantly higher plasma
endotoxin and proinflammatory cytokines such as IL-1β,
IL-6, INFγ, and TNF-α compared to wild-type mice. TJ alter-
ation has also been found in animal models with high-fat
diet-induced obesity (DIO) and diabetes [37, 38]. High-fat
diet caused suppression of the levels of occludin, claudin-1,
claudin-3, and JAM-1, along with an increased level of
plasma TNF-α in the small intestinal mucosa of rats [38].
DIO changed the gut bacterial population and TJ integrity
in mice [37]. This study suggested that the microbiome is
associated with DIO-induced endotoxemia and metabolic
syndrome. These effects are possibly mediated by increased
gut permeability followed by elevated LPS absorption. In
support of this, antibiotics decreased circulating LPS levels,
gut permeability, and metabolic syndrome [37]. Another
study showed that the altered gut microbiota population in
DIO mice is related to inflammation and gut permeability,
partly due to the reduced expression of TJ-related genes
including ZO-1 and occludin [39]. Involvement of LPS and
TLR4 in DIO-induced TJ permeability has also been reported
[40]. In the obese animals, MLC phosphorylation was signif-
icantly increased, causing disruption of TJ [40]. Antibiotics
or prebiotics prevented the alteration of gut barrier function
found in obesity and diabetes [37, 39]. These data indicate

Table 1: Potential diseases associated with the disruption of tight junction.

Diseases Reported intestinal symptom References

Inflammatory bowel disease Dysfunction of the intestinal barrier, chronic inflammation

Crohn’s disease
An abnormal intestinal structure, a leaky small intestine, a high level of intestinal

inflammation
[34]

Obesity
The impairment of intestinal barrier function, alteration in microbiome

population
[37]

NAFLD Abnormal morphologies of crypts and villi in duodenal mucosa [43]

Coeliac disease (autoimmune enteropathy)
Dysfunction of the intestinal barrier (increased gliadin permeation and related

immune response)

Type 1 diabetes mellitus
Gut microbiota dysbiosis, increased intestinal permeability, heightened immune

activation
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that obesity-induced inflammation is associated with
changes in TJ integrity and gut microbiota.

3.3.3. NASH and NAFLD. NASH and NAFLD, obesity-
related fatty liver diseases, are also known to be associated
with TJ dysfunction. The molecular mechanisms of these
chronic liver diseases are not clear, but the interaction of
microbiota, gut-liver axis, and obesity is emerging as a mech-
anism of the development of obesity-related liver disease
[41]. Changes in the composition of gut microbiota in
NAFLD increased circulating plasma LPS, subsequently trig-
gering inflammation. These plasma LPS and proinflamma-
tory cytokines concurrently increase intestinal permeability
[42]. In patients with NAFLD, higher levels of insulin, blood
pressure, serum triglycerides, total cholesterol, and liver
enzymes were observed [43]. Patients with NAFLD also
exhibited abnormal crypt and villi morphologies in duodenal
mucosa, increased TJ permeability, and overgrowth of small
intestinal bacteria. Increased intestinal permeability may
cause the pathogenesis of hepatic fat deposition. In NAFLD,
this increase in permeability mainly results from ZO-1 trans-
location in the crypt. Overall, inflammatory diseases such as
inflammatory bowel disease, obesity, NASH, and NAFLD
are highly associated with the disruption of TJ integrity.

4. Dietary Intervention to Maintain TJ Integrity

In order to develop a dietary intervention for TJ integrity,
many factors in addition to efficacy should be considered,
including safety, stability during processing and shelf life,
the cost of developing raw ingredients, and sensory quality
[44]. Regulation is also a factor to be considered, though food
components are generally recognized as safe (GRAS). Given
these criteria, bioactive food components are good candidate
agents. Here, we focus on dietary food components to
maintain TJ integrity.

4.1. Role of Phytochemicals in Tight Junction Integrity. The
beneficial role of dietary phytochemicals in TJ integrity has
been reviewed previously [45, 46]. Of the many groups of
phytochemicals, the effects of flavonoids (C6C3C6) on intesti-
nal permeability have been widely studied. These secondary
metabolites are widespread throughout the plant kingdom.
Since the absorption rate of these phytochemicals is generally
limited [45], it is likely that they reach both small and large
intestines, affecting intestinal permeability. The effects of
some of the most extensively studied flavonoids on the
suppression of the paracellular permeability of epithelial cells
that form TJs in the small intestine are summarized in
Table 2. Next, we discuss the following phytochemicals:
quercetin, berberine, genistein, kaempferol, and curcumin
(Figure 3).

4.1.1. Quercetin. Quercetin is one of the most widely distrib-
uted flavonoids in plants such as fruits, vegetables, and
grains. Of its many biological activities, it is well-known for
protecting cells from oxidative and inflammation-associated
injuries. The biological functions of quercetin are closely
associated with the regulation of key enzymes including PI-
3 kinase, NF-κB, PKC, tyrosine kinase, and the MAPK family

[45, 47–49]; these enzymes (especially PKC andMAPKs) and
their downstream signaling pathways are closely related to
the assembly and integrity of TJ functions [45]. Thus, various
studies have been undertaken to elucidate the roles of querce-
tin in TJ integrity. Quercetin augmented TJ barrier function
in Caco-2 cells in the absence of any stimuli such as proin-
flammatory cytokines [50]. Treatment with 200μM querce-
tin for 24 hours specifically increased the expression of
claudin-4 but not other TJ proteins such as occludin and
claudin-1, -3, and -7. Another study showed that quercetin
treatment elevated the transepithelial electrical resistance
(TER) across the monolayers and reduced lucifer yellow flux,
a paracellular marker [51]. In order to identify the cellular
mechanisms involved in the beneficial effect of quercetin on
TJ, several protein kinase inhibitors were used. Staurospor-
ine, a general protein kinase inhibitor, and H7, an inhibitor
of PKA and PKG, abrogated the preventive function of
quercetin on TJ, indicating that the potential inhibition of
PKA and PKG contributes to the protective effect on TJ by
quercetin. Another study reported that 100μM quercetin
reinforces TJ integrity through the modulation of multiple
TJ-related proteins including claudin-1 and -4, ZO-2, and
occludin by suppressing PKCδ [51]. Thus, it appears that
the suppression of multiple protein kinases contributes to
quercetin-mediated TJ integrity.

4.1.2. Berberine. Berberine, found in Coptidis rhizome, is an
isoquinoline alkaloid that has been used as a traditional Chi-
nese medicine for thousands of years to treat gastrointestinal
diseases, diarrhea, and bacterial infections [52], all of which
are associated with the disruption of intestinal barrier func-
tion and TJ integrity. Consequently, the roles of berberine
in intestinal TJ integrity have been studied both in vivo and
in vitro. When the protective effect of berberine on intestinal
damage was investigated in a mouse model of endotoxine-
mia, intragastric pretreatment with berberine partially pre-
vented the ultrastructural damage of TJ partly by reversing
the LPS-mediated redistribution of TJ proteins including
occludin, ZO-1, claudin-1, or claudin-4 in colon epithelium
and in membrane microdomains [53]. The protective effect
of berberine on intestinal mucosal barrier dysfunction was
also reported in type 2 diabetic rats [54]. Pretreatment with
berberine for nine weeks significantly ameliorated the
disruption of intestinal permeability, proinflammatory intes-
tinal changes, and abnormal changes in gut-derived hor-
mones [54]. In vitro studies also examined the beneficial
effects of berberine on TJ integrity. Berberine at 100μM
enhanced TJ in Caco-2 cells without any stimulation [55].
The combined treatment of Caco-2 cells with TNF-α and
IFNγ induced TJ dysfunction through the cytosolic distribu-
tion of occludin; treatment with berberine prevented this
dysfunction [56]. Although the mechanism underlying the
berberine-mediated protection of TJ integrity requires fur-
ther elucidation, studies indicate that the inhibition of the
NF-κB signaling pathway is involved in the beneficial effect
of berberine on TJ. The NF-κB signaling pathway is central
in stimulating the transcription of diverse inflammatory
genes. It has been reported that the intestinal NF-κB p65 sub-
unit is activated in the endotoxinemic state, but berberine
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treatment reduced these effects [53]. In addition, berberine
supplementation suppressed the NF-κB signaling pathway
in the intestine of diabetic rats [54]. The berberine-
mediated inhibition of NF-κB signaling is partially due to
the suppression of inhibitory factor κB (I-κB) kinase, which
stabilizes I-κB, thereby inhibiting nuclear translocation of
the NF-κB p65 subunit [53].

4.1.3. Genistein. Genistein is a major isoflavone present in
soybeans. Since it is well-known as a potent inhibitor of
protein tyrosine kinases, many studies have focused on
the effects of genistein on signal transduction [45]. As
mentioned earlier, the phosphorylation status of TJ proteins
is highly associated with TJ function and structure [57, 58].
Thus, various studies have reported the roles of genistein in
TJ integrity. Genistein tightened TJ in Caco-2 cells [59].
When enteric bacteria such as E. coli and S. typhimurium
interacted with intestinal cells, TJ barriers were opened,
but genistein at 300μM prevented this opening and blocked
the invasion of enteric bacteria. Another study showed that
genistein improved intestinal TJ barrier dysfunction
induced by oxidative stress [60]. Treatment with a mixture
of xanthine oxidase and xanthine, which induces oxidative

stress, reduced the TER and elevated [3H]-mannitol flux,
both of which represent TJ permeability; the coadministra-
tion of genistein at 300μM inhibited these changes partially
by suppressing oxidative stress-induced c-Src kinase,
followed by the inhibition of the tyrosine phosphorylation
of TJ proteins [60]. The protective effects of genistein on
TJ permeability are partly ascribed to the inhibitory effect
on the phosphorylation of TJ proteins. Occludin undergoes
tyrosine phosphorylation when TJ function is impaired by
various factors [61], but genistein appears to suppress this
process [45]. Genistein also ameliorates oxidative stress-
induced TJ barrier dysfunction. Oxidative stress induced
by the mixture of xanthine oxidase and xanthine, which
produces superoxide anions in culture media, reduced
TER and elevated [3H]-mannitol flux, markers of TJ
permeability in Caco-2 cells; these alterations were reversed
by the coadministration of genistein [60]. As an underlying
mechanism, genistein appears to inhibit oxidative stress-
stimulated c-Src kinase activation, preventing the tyrosine
phosphorylation of TJ proteins (ZO-1 and occludin) and
adherence junction (AJ) proteins (E-cadherin). These actions
suppress the disassembly of TJ and AJ proteins from the
junctional complex [45, 60].
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MAPKs
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Figure 3: Hypothetical model of mechanisms underlying phytochemical-mediated protection of TJ integrity. MLCK: myosin light chain
kinase; MAPK: mitogen-activated protein kinase; PKs: protein kinases (PKA, PKG, or PKC), c-SrcK: protooncogene tyrosine-protein
kinase Src; Genis: genistein; Curcu: curcumin; Quer: quercetin; Berbe: berberine; Kaemp: kaempferol.
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4.1.4. Kaempferol. Kaempferol is a flavonol found in fruits
and vegetables including apples, grapes, broccoli, kale, and
chives. Numerous in vivo and in vitro studies have demon-
strated that kaempferol and kaempferol glycosides exhibit
health-promoting effects including antioxidant and anti-
inflammatory benefits, which are associated with the mainte-
nance of TJ integrity [62]. When the roles of kaempferol in TJ
functions were investigated, it was found to strengthen the TJ
barrier in Caco-2 cells [63]. Kaempferol notably elevated
TER across the monolayers. The administration of kaemp-
ferol at 100μM promoted the protein expression of TJ-
related proteins ZO-1 and -2, occludin, and claudin-1, -3,
and -4 and elevated the phosphorylation of occludin. Consis-
tently, microscopic analysis indicated that kaempferol stimu-
lated the assembly of occludin and claudin-3 at TJs [63]. As
an underlying mechanism, the membrane lipid microdomain
is associated with the kaempferol-mediated beneficial effects
on TJ as evidenced by the inhibition of kaempferol-induced
elevation of TER after extraction of cholesterol with
methyl-β-cyclodextrin and kaempferol-mediated increase
in the TJ protein distributions in the cholesterol-rich lipid
microdomain [63]. These data suggest that the membrane
lipid microdomain is closely related to the increase in TJ pro-
tein assembly and intestinal TJ integrity by kaempferol [63].

4.1.5. Curcumin. Curcumin is a biologically active polyphe-
nolic compound found in the dietary spice turmeric. It has
long been used in Asian countries as a remedy for various
diseases including diabetes, liver diseases, infectious diseases,
and cancers [64]. It has been shown to suppress chronic
inflammatory diseases despite poor bioavailability [65].
Thus, it has been hypothesized that curcumin may act on
intestinal epithelial cells to regulate systemic inflammation
[66]. Consequently, a potential role for curcumin in protect-
ing TJ integrity has been proposed. When Caco-2 cells were
stimulated by the proinflammatory cytokines TNF-α or IL-
1β, epithelial TJ permeability was significantly increased
through the activation of the NF-κB pathway. Curcumin pre-
treatment abolished proinflammatory cytokine-deteriorated
TJ barrier function. Moreover, curcumin treatment prevents
apical leptin-impaired TJ by suppressing the leptin signaling
pathway in Caco-2 BBe monolayers [67]. Curcumin sup-
pressed the gene expression of leptin-induced proinflamma-
tory cytokines such as IL-6 and TNF-α and leptin-induced
genes such as c-fos and c-jun. Moreover, curcumin blocked
leptin-altered TJ gene expression including ZO-1, claudin-
5, and occludin. Another study using intestinal epithelial cells
showed that pretreatment with curcumin ameliorated the
LPS-mediated disruption of intestinal barrier function [66].
Although the underlying mechanisms must be further inves-
tigated, various studies used curcumin as an inhibitor of the
NF-κB pathway in proinflammatory cytokine-induced TJ
alteration [17, 19, 20]. It suppresses NF-κB activity by
inhibiting I-κB kinase followed by the stabilization of I-κB
[68, 69]. Another mechanism underlying the curcumin-
mediated protective effect on TJ includes the inhibition of
the IL-1β/p38 signaling cascade. IL-1β-mediated activation
of p38 MAP kinase results in the activation of MLCK.
MLCK-mediated phosphorylation of myosin light chain
impairs TJ structure and elevates intestinal permeability [66].

5. Conclusions

TJ is associated with physical intestinal barrier function,
regulating the paracellular movement of various substances
across the intestinal epithelium. Studies reveal that TJ
dysfunction is closely related to inflammatory and metabolic
disorders including IBD, NASH, NAFLD, and obesity via the
disruption of TJ barrier functions. Thus, the maintenance of
TJ integrity is likely a good strategy to prevent and/or treat
these diseases. Although natural compounds such as querce-
tin, berberine, genistein, kaempferol, and curcumin have
been reported to improve TJ integrity by controlling TJ-
related proteins and inflammatory signaling pathways
(Figure 3), more detailed molecular studies on the effects of
natural compounds on intestinal TJ functions are necessary
to develop preventive medicine and pharmaceutical agents
against inflammatory and metabolic diseases.

Conflicts of Interest

The authors declare that there is no conflict of interest
regarding the publication of this paper.

Authors’ Contributions

Lee, B. and Moon, K. M. wrote the manuscript. Kim, C. Y.
designed and wrote the manuscript.

Acknowledgments

This work was supported by the 2015 Yeungnam University
Research Grant.

References

[1] L. Gonzalez-Mariscal, R. Tapia, and D. Chamorro, “Crosstalk
of tight junction components with signaling pathways,”
Biochimica et Biophysica Acta (BBA) - Biomembranes,
vol. 1778, no. 3, pp. 729–756, 2008.

[2] N. S. Harhaj and D. A. Antonetti, “Regulation of tight junc-
tions and loss of barrier function in pathophysiology,” The
International Journal of Biochemistry & Cell Biology, vol. 36,
no. 7, pp. 1206–1237, 2004.

[3] R. Rao, “Occludin phosphorylation in regulation of epithelial
tight junctions,” Annals of the New York Academy of Sciences,
vol. 1165, no. 1, pp. 62–68, 2009.

[4] G. Bazzoni and E. Dejana, “Endothelial cell-to-cell junctions:
molecular organization and role in vascular homeostasis,”
Physiological Reviews, vol. 84, no. 3, pp. 869–901, 2004.

[5] T. Murakami, E. A. Felinski, and D. A. Antonetti, “Occludin
phosphorylation and ubiquitination regulate tight junction
trafficking and vascular endothelial growth factor-induced
permeability,” The Journal of Biological Chemistry, vol. 284,
no. 31, pp. 21036–21046, 2009.

[6] M. Saitou, M. Furuse, H. Sasaki et al., “Complex phenotype of
mice lacking occludin, a component of tight junction strands,”
Molecular Biology of the Cell, vol. 11, no. 12, pp. 4131–4142,
2000.

[7] K. M. McCarthy, I. B. Skare, M. C. Stankewich et al., “Occludin
is a functional component of the tight junction,” Journal of Cell
Science, vol. 109, 9, pp. 2287–2298, 1996.

8 Journal of Immunology Research



[8] S. H. Lee, “Intestinal permeability regulation by tight junction:
implication on inflammatory bowel diseases,” Intestinal
Research, vol. 13, no. 1, pp. 11–18, 2015.

[9] C. M. van Itallie and J. M. Anderson, “Claudins and epithelial
paracellular transport,” Annual Review of Physiology, vol. 68,
no. 1, pp. 403–429, 2006.

[10] G. J. Maher, E. N. Hilton, J. E. Urquhart et al., “The cataract-
associated protein TMEM114, and TMEM235, are glycosyl-
ated transmembrane proteins that are distinct from claudin
family members,” FEBS Letters, vol. 585, no. 14, pp. 2187–
2192, 2011.

[11] D. Günzel and A. S. L. Yu, “Claudins and the modulation of
tight junction permeability,” Physiological Reviews, vol. 93,
no. 2, pp. 525–569, 2013.

[12] M. Furuse, M. Hata, K. Furuse et al., “Claudin-based tight
junctions are crucial for the mammalian epidermal barrier: a
lesson from claudin-1-deficient mice,” The Journal of Cell
Biology, vol. 156, no. 6, pp. 1099–1111, 2002.

[13] A. Tamura, H. Hayashi, M. Imasato et al., “Loss of claudin-15,
but not claudin-2, causes Na+ deficiency and glucose malab-
sorption in mouse small intestine,” Gastroenterology,
vol. 140, no. 3, pp. 913–923, 2011.

[14] J. Haskins, L. Gu, E. S. Wittchen, J. Hibbard, and B. R.
Stevenson, “ZO-3, a novel member of the MAGUK protein
family found at the tight junction, interacts with ZO-1 and
occludin,” The Journal of Cell Biology, vol. 141, no. 1,
pp. 199–208, 1998.

[15] S. Tsukita, T. Katsuno, Y. Yamazaki, K. Umeda, A. Tamura,
and S. Tsukita, “Roles of ZO-1 and ZO-2 in establishment
of the belt-like adherens and tight junctions with paracellu-
lar permselective barrier function,” Annals of the New York
Academy of Sciences, vol. 1165, no. 1, pp. 44–52, 2009.

[16] K. Umeda, T. Matsui, M. Nakayama et al., “Establishment and
characterization of cultured epithelial cells lacking expression
of ZO-1,” The Journal of Biological Chemistry, vol. 279,
no. 43, pp. 44785–44794, 2004.

[17] T. Y. Ma, G. K. Iwamoto, N. T. Hoa et al., “TNF-α-induced
increase in intestinal epithelial tight junction permeability
requires NF-κB activation,” American Journal of Physiology
Gastrointestinal and Liver Physiology, vol. 286, no. 3,
pp. G367–G376, 2004.

[18] T. Y. Ma, M. A. Boivin, D. Ye, A. Pedram, and H. M. Said,
“Mechanism of TNF-α modulation of Caco-2 intestinal epi-
thelial tight junction barrier: role of myosin light-chain
kinase protein expression,” American Journal of Physiology
Gastrointestinal and Liver Physiology, vol. 288, no. 3,
pp. G422–G430, 2005.

[19] D. Ye, I. Ma, and T. Y. Ma, “Molecular mechanism of tumor
necrosis factor-αmodulation of intestinal epithelial tight junc-
tion barrier,” American Journal of Physiology. Gastrointestinal
and Liver Physiology, vol. 290, no. 3, pp. G496–G504, 2006.

[20] R. M. Al-Sadi and T. Y. Ma, “IL-1β causes an increase in intes-
tinal epithelial tight junction permeability,” The Journal of
Immunology, vol. 178, no. 7, pp. 4641–4649, 2007.

[21] R. Al-Sadi, D. Ye, K. Dokladny, and T. Y. Ma, “Mechanism of
IL-1β-induced increase in intestinal epithelial tight junction
permeability,” The Journal of Immunology, vol. 180, no. 8,
pp. 5653–5661, 2008.

[22] R. Al-Sadi, D. Ye, H. M. Said, and T. Y. Ma, “Cellular and
molecular mechanism of interleukin-1β modulation of
CACO-2 intestinal epithelial tight junction barrier,” Journal

of Cellular and Molecular Medicine, vol. 15, no. 4, pp. 970–
982, 2011.

[23] E. Lemichez, M. Lecuit, X. Nassif, and S. Bourdoulous,
“Breaking the wall: targeting of the endothelium by patho-
genic bacteria,” Nature Reviews Microbiology, vol. 8, no. 2,
pp. 93–104, 2010.

[24] J. Berkes, V. K. Viswanathan, S. D. Savkovic, and G. Hecht,
“Intestinal epithelial responses to enteric pathogens: effects
on the tight junction barrier, ion transport, and inflamma-
tion,” Gut, vol. 52, no. 3, pp. 439–451, 2003.

[25] X. Han, M. P. Fink, R. Yang, and R. L. Delude, “Increased
iNOS activity is essential for intestinal epithelial tight junction
dysfunction in endotoxemic mice,” Shock, vol. 21, no. 3,
pp. 261–270, 2004.

[26] A. C. Chin, A. N. Flynn, J. P. Fedwick, and A. G. Buret, “The
role of caspase-3 in lipopolysaccharide-mediated disruption
of intestinal epithelial tight junctions,” Canadian Journal of
Physiology and Pharmacology, vol. 84, no. 10, pp. 1043–1050,
2006.

[27] N. A. Hering, M. Fromm, and J.-D. Schulzke, “Determinants
of colonic barrier function in inflammatory bowel disease
and potential therapeutics,” The Journal of Physiology,
vol. 590, no. 5, pp. 1035–1044, 2012.

[28] F. E. O. Holmberg, J. Pedersen, P. Jorgensen,
C. Soendergaard, K. B. Jensen, and O. H. Nielsen, “Intesti-
nal barrier integrity and inflammatory bowel disease: stem
cell-based approaches to regenerate the barrier,” Journal of
Tissue Engineering and Regenerative Medicine, vol. 12,
no. 4, pp. 923–935, 2018.

[29] K. L. Edelblum and J. R. Turner, “The tight junction in inflam-
matory disease: communication breakdown,” Current Opinion
in Pharmacology, vol. 9, no. 6, pp. 715–720, 2009.

[30] M. A. McGuckin, R. Eri, L. A. Simms, T. H. Florin, and
G. Radford-Smith, “Intestinal barrier dysfunction in inflam-
matory bowel diseases,” Inflammatory Bowel Diseases,
vol. 15, no. 1, pp. 100–113, 2009.

[31] J. M. Blander, “Death in the intestinal epithelium—basic
biology and implications for inflammatory bowel disease,”
The FEBS Journal, vol. 283, no. 14, pp. 2720–2730, 2016.

[32] A. M. Marchiando, L. Shen, W. V. Graham et al., “The epithe-
lial barrier is maintained by in vivo tight junction expansion
during pathologic intestinal epithelial shedding,” Gastroenter-
ology, vol. 140, no. 4, pp. 1208–1218.e2, 2011.

[33] J. Luettig, R. Rosenthal, C. Barmeyer, and J. D. Schulzke,
“Claudin-2 as a mediator of leaky gut barrier during intestinal
inflammation,” Tissue Barriers, vol. 3, no. 1-2, article e977176,
pp. 1-2, 2015.

[34] D. Hollander, “Crohn’s disease–a permeability disorder of the
tight junction?,” Gut, vol. 29, no. 12, pp. 1621–1624, 1988.

[35] P. R. Gibson, “Increased gut permeability in Crohn’s dis-
ease: is TNF the link?,” Gut, vol. 53, no. 12, pp. 1724-
1725, 2004.

[36] P. Brun, I. Castagliuolo, V. Di Leo et al., “Increased intestinal
permeability in obese mice: new evidence in the pathogenesis
of nonalcoholic steatohepatitis,” American Journal of Physiol-
ogy Gastrointestinal and Liver Physiology, vol. 292, no. 2,
pp. G518–G525, 2007.

[37] P. D. Cani, R. Bibiloni, C. Knauf et al., “Changes in gut micro-
biota control metabolic endotoxemia-induced inflammation
in high-fat diet-induced obesity and diabetes in mice,” Diabe-
tes, vol. 57, no. 6, pp. 1470–1481, 2008.

9Journal of Immunology Research



[38] T. Suzuki and H. Hara, “Dietary fat and bile juice, but not
obesity, are responsible for the increase in small intestinal
permeability induced through the suppression of tight junc-
tion protein expression in LETO and OLETF rats,” Nutri-
tion & metabolism, vol. 7, no. 1, p. 19, 2010.

[39] P. D. Cani, S. Possemiers, T. Van de Wiele et al., “Changes in
gut microbiota control inflammation in obese mice through
a mechanism involving GLP-2-driven improvement of gut
permeability,” Gut, vol. 58, no. 8, pp. 1091–1103, 2009.

[40] C. B. de La Serre, C. L. Ellis, J. Lee, A. L. Hartman, J. C. Rut-
ledge, and H. E. Raybould, “Propensity to high-fat diet-
induced obesity in rats is associated with changes in the gut
microbiota and gut inflammation,” American Journal of Phys-
iology Gastrointestinal and Liver Physiology, vol. 299, no. 2,
pp. G440–G448, 2010.

[41] P. Vajro, G. Paolella, and A. Fasano, “Microbiota and gut–liver
axis: their influences on obesity and obesity-related liver dis-
ease,” Journal of Pediatric Gastroenterology and Nutrition,
vol. 56, no. 5, pp. 461–468, 2013.

[42] G. Musso, R. Gambino, and M. Cassader, “Gut microbiota as a
regulator of energy homeostasis and ectopic fat deposition:
mechanisms and implications for metabolic disorders,”
Current Opinion in Lipidology, vol. 21, no. 1, pp. 76–83, 2010.

[43] L. Miele, V. Valenza, G. La Torre et al., “Increased intestinal
permeability and tight junction alterations in nonalcoholic
fatty liver disease,” Hepatology, vol. 49, no. 6, article 1877,
1887 pages, 2009.

[44] E. M. Kovacs and D. J. Mela, “Metabolically active functional
food ingredients for weight control,” Obesity Reviews, vol. 7,
no. 1, pp. 59–78, 2006.

[45] T. Suzuki and H. Hara, “Role of flavonoids in intestinal tight
junction regulation,” The Journal of Nutritional Biochemistry,
vol. 22, no. 5, pp. 401–408, 2010.

[46] D. Ulluwishewa, R. C. Anderson, W. C. McNabb, P. J.
Moughan, J. M. Wells, and N. C. Roy, “Regulation of tight
junction permeability by intestinal bacteria and dietary
components,” The Journal of Nutrition, vol. 141, no. 5,
pp. 769–776, 2011.

[47] G. Agullo, L. Gamet-Payrastre, S. Manenti et al., “Relationship
between flavonoid structure and inhibition of phos-
phatidylinositol 3-kinase: a comparison with tyrosine kinase
and protein kinase C inhibition,” Biochemical Pharmacology,
vol. 53, no. 11, pp. 1649–1657, 1997.

[48] L. Gamet-Payrastre, S. Manenti, M.-P. Gratacap, J. Tulliez,
H. Chap, and B. Payrastre, “Flavonoids and the inhibition of
PKC and PI 3-kinase,” General Pharmacology: The Vascular
System, vol. 32, no. 3, pp. 279–286, 1999.

[49] Y. Ishikawa, H. Sugiyama, E. Stylianou, and M. Kitamura,
“Bioflavonoid quercetin inhibits interleukin-1-induced tran-
scriptional expression of monocyte chemoattractant
protein-1 in glomerular cells via suppression of nuclear
factor-κB,” Journal of the American Society of Nephrology,
vol. 10, no. 11, pp. 2290–2296, 1999.

[50] M. Amasheh, S. Schlichter, S. Amasheh et al., “Quercetin
enhances epithelial barrier function and increases claudin-4
expression in Caco-2 cells,” The Journal of Nutrition,
vol. 138, no. 6, pp. 1067–1073, 2008.

[51] T. Suzuki and H. Hara, “Quercetin enhances intestinal barrier
function through the assembly of zonnula occludens-2, occlu-
din, and claudin-1 and the expression of claudin-4 in Caco-2
Cells,” The Journal of Nutrition, vol. 139, no. 5, pp. 965–974,
2009.

[52] M. Zhang, Y. Long, Y. Sun et al., “Evidence for the comple-
mentary and synergistic effects of the three-alkaloid combina-
tion regimen containing berberine, hypaconitine and
skimmianine on the ulcerative colitis rats induced by
trinitrobenzene-sulfonic acid,” European Journal of Pharma-
cology, vol. 651, no. 1–3, pp. 187–196, 2011.

[53] L. Gu, N. Li, J. Gong, Q. Li, W. Zhu, and J. Li, “Berberine
ameliorates intestinal epithelial tight-junction damage and
down-regulates myosin light chain kinase pathways in a
mouse model of endotoxinemia,” The Journal of Infectious
Diseases, vol. 203, no. 11, pp. 1602–1612, 2011.

[54] J. Gong, M. Hu, Z. Huang et al., “Berberine attenuates intesti-
nal mucosal barrier dysfunction in type 2 diabetic rats,”
Frontiers in Pharmacology, vol. 8, p. 42, 2017.

[55] L. Gu, N. Li, Q. Li et al., “The effect of berberine in vitro on
tight junctions in human Caco-2 intestinal epithelial cells,”
Fitoterapia, vol. 80, no. 4, pp. 241–248, 2009.

[56] N. Li, L. Gu, L. Qu et al., “Berberine attenuates pro-
inflammatory cytokine-induced tight junction disruption in
an in vitro model of intestinal epithelial cells,” European Jour-
nal of Pharmaceutical Sciences, vol. 40, no. 1, pp. 1–8, 2010.

[57] V. Nunbhakdi-Craig, T. Machleidt, E. Ogris, D. Bellotto, C. L.
White, and E. Sontag, “Protein phosphatase 2A associates with
and regulates atypical PKC and the epithelial tight junction
complex,” Journal of Cell Biology, vol. 158, no. 5, pp. 967–
978, 2002.

[58] A. Sakakibara, M. Furuse, M. Saitou, Y. Ando-Akatsuka, and
S. Tsukita, “Possible involvement of phosphorylation of occlu-
din in tight junction formation,” The Journal of Cell Biology,
vol. 137, no. 6, pp. 1393–1401, 1997.

[59] C. L. Wells, R. P. Jechorek, K. M. Kinneberg, S. M. Debol, and
S. L. Erlandsen, “The isoflavone genistein inhibits internaliza-
tion of enteric bacteria by cultured Caco-2 and HT-29 entero-
cytes,” The Journal of Nutrition, vol. 129, no. 3, pp. 634–640,
1999.

[60] R. K. Rao, S. Basuroy, V. U. Rao, K. J. Karnaky Jr., and
A. Gupta, “Tyrosine phosphorylation and dissociation of
occludin–ZO-1 and E-cadherin–β-catenin complexes from
the cytoskeleton by oxidative stress,” The Biochemical Journal,
vol. 368, no. 2, pp. 471–481, 2002.

[61] G. Kale, A. P. Naren, P. Sheth, and R. K. Rao, “Tyrosine
phosphorylation of occludin attenuates its interactions with
ZO-1, ZO-2, and ZO-3,” Biochemical and Biophysical
Research Communications, vol. 302, no. 2, pp. 324–329,
2003.

[62] J. M. Calderon-Montano, E. Burgos-Moron, C. Perez-
Guerrero, and M. Lopez-Lazaro, “A review on the dietary
flavonoid kaempferol,” Mini-Reviews in Medicinal Chemis-
try, vol. 11, no. 4, pp. 298–344, 2011.

[63] T. Suzuki, S. Tanabe, and H. Hara, “Kaempferol enhances
intestinal barrier function through the cytoskeletal association
and expression of tight junction proteins in Caco-2 cells,” The
Journal of Nutrition, vol. 141, no. 1, pp. 87–94, 2010.

[64] N. Ali and A.-E. Soheil, “A review of therapeutic effects of
curcumin,” Current Pharmaceutical Design, vol. 19, no. 11,
pp. 2032–2046, 2013.

[65] S. S. Ghosh, J. Bie, J. Wang, and S. Ghosh, “Oral supplementa-
tion with non-absorbable antibiotics or curcumin attenuates
western diet-induced atherosclerosis and glucose intolerance
in LDLR−/−mice – role of intestinal permeability and macro-
phage activation,” PLoS One, vol. 9, no. 9, article e108577,
2014.

10 Journal of Immunology Research



[66] J. Wang, S. S. Ghosh, and S. Ghosh, “Curcumin improves
intestinal barrier function: modulation of intracellular signal-
ing, and organization of tight junctions,” American Journal
of Physiology. Cell Physiology, vol. 312, no. 4, pp. C438–C445,
2017.

[67] C. Y. Kim and K.-H. Kim, “Curcumin prevents leptin-induced
tight junction dysfunction in intestinal Caco-2 BBe cells,” The
Journal of Nutritional Biochemistry, vol. 25, no. 1, pp. 26–35,
2014.

[68] B. Joe, M. Vijaykumar, and B. R. Lokesh, “Biological properties
of curcumin-cellular and molecular mechanisms of action,”
Critical Reviews in Food Science and Nutrition, vol. 44, no. 2,
pp. 97–111, 2004.

[69] G. Yang, S. Bibi, M. Du, T. Suzuki, and M. J. Zhu, “Regulation
of the intestinal tight junction by natural polyphenols: a mech-
anistic perspective,” Critical Reviews in Food Science and
Nutrition, vol. 57, no. 18, pp. 3830–3839, 2017.

11Journal of Immunology Research


	Tight Junction in the Intestinal Epithelium: Its Association with Diseases and Regulation by Phytochemicals
	1. Introduction
	2. Tight Junction and Tight Junction-Associated Proteins
	2.1. Occludin
	2.2. Claudin
	2.3. Zonula Occludens

	3. Disruption of Tight Junction
	3.1. Proinflammatory Cytokines
	3.2. Pathogenic Bacteria and Lipopolysaccharides
	3.3. Pathological Conditions
	3.3.1. IBD
	3.3.2. Obesity
	3.3.3. NASH and NAFLD


	4. Dietary Intervention to Maintain TJ Integrity
	4.1. Role of Phytochemicals in Tight Junction Integrity
	4.1.1. Quercetin
	4.1.2. Berberine
	4.1.3. Genistein
	4.1.4. Kaempferol
	4.1.5. Curcumin


	5. Conclusions
	Conflicts of Interest
	Authors’ Contributions
	Acknowledgments

