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Abstract
The biodiversity of mollusks, particularly cephalopods, has not been exhaustively determined in the Revil-
lagigedos ecoregion, which is a biodiversity hotspot for several marine groups located in the Tropical East 
Pacific Province. In our study, we detected and examined ocellate octopuses from Socorro and Clarion 
Islands, and determined their identity using morphological criteria and molecular data from two mito-
chondrial genes (COIII and COI). The taxon identified was Octopus oculifer, a species considered endemic 
to the Galapagos Archipelago. In addition, according to our analyses, O. mimus, O. hubbsorum and O. oc-
ulifer are very closely related and may represent a species complex comprised of three morphotypes. We 
found that the evolutionary relationships among octopuses are not determined by the presence of ocelli. 
This study is the first to report a clade represented by ocellate and non-ocellate species, in addition, the 
identity of cephalopods in the Revillagigedos was determined with analytical support.
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Introduction

Octopuses are soft-bodied cephalopods of the order Octopoda Leach, 1818, which 
comprises 13 families with around 300 pelagic or benthic species (Jereb et al. 2016). 
Benthic octopuses are either holobenthic, inhabiting the sea floor during the whole life 
cycle, or merobenthic, with a planktonic distribution during early stages (Villanueva 
and Norman 2008; Sauer et al. 2019). The family Octopodidae d´Orbigny 1940 in-
cludes 13 ocellate species catalogued in two genera, Octopus Cuvier, 1797 and Amphi-
octopus Fischer, 1882 (Jereb et al. 2016). Ocellate species (Octopus cyanea (Gray, 1849), 
Amphioctopus exannulatus (Norman, 1993), A. fangsiao (d’Orbigny, 1839‑1841), 
A.  kagoshimensis (Ortmann, 1888), A. mototi (Norman, 1993), A. neglectus (Natee-
wathana & Norman, 1999), A. rex (Nateewathana & Norman, 1999), A. siamensis 
(Nateewathana & Norman, 1999), A. ovulum (Sasaki, 1917), O. bimaculatus Verrill, 
1883 and O. bimaculoides Pickford & McConnaughey, 1949) inhabit the Indian, In-
do-Pacific and northwestern Pacific Oceans, except for O. maya Voss & Solis, 1966 
and O. oculifer (Hoyle, 1904), which are considered endemic to the Yucatan Peninsula 
and the Galapagos Archipelago, respectively (Jereb et al. 2016).

Ocelli are considered an important diagnostic trait within octopodids, and are 
defined as false eye-spots in the form of round or ovoid conglomerations of chromato-
phores that may possess an outer concentric dark or light ring and an iridescent blue, 
purple, gold, or green inner ring (Packard and Hochberg 1977; Jereb et al. 2016). 
For octopodids, diagnostic features are highly valuable and needed, mainly due to 
the increased number of taxonomic confusions that derive from overlapped morpho-
logical characters among species (Norman and Hochberg 2005). Perhaps the most 
outstanding example of this problematic aspect is O. vulgaris Cuvier, 1797, which is 
considered a complex species that is being disentangled into different species (e.g., 
Octopus insularis Leite & Haimovici, 2008) and morphotypes by using morphological 
and molecular approaches (see Gleadall (2016), González-Gómez et al. (2018) and 
Amor et al. (2019)). Octopodids from the northeastern Pacific are no exception, for 
instance, Pliego-Cardenas et al. (2014) suggested that O. mimus Gould, 1852 and O. 
hubbsorum Berry, 1983 could be conspecific, and Díaz-Santana-Iturrios et al. (2019) 
confirmed that O. californicus Berry, 1911 and O. alecto Berry, 1953 should be reas-
signed into new genera.

Determining the biodiversity of octopodids is relevant given that several species 
constitute fishery resources (4.8 million tons extracted during 2005–2014) (Sauer et 
al. 2019) or present aquaculture potential (Baltazar et al. 2000; Iglesias et al. 2000; 
Chapela et al. 2006), thus, it is important to implement species-specific conserva-
tion and management measurements, especially in poorly known areas such as islands. 
Many insular systems are biodiversity hotspots (Hazen et al. 2013), often difficult to 
access, which hinders the characterization of biodiversity. The Revillagigedo Archi-
pelago is an insular system declared Biosphere Reserve since 1994, and later, in 2016, 
the World Heritage Committee included it in the World Heritage List of the United 
Nations Educational, Scientific and Cultural Organization; more recently, in 2017, it 
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was declared National Park (CONANP 2004; SEMARNAT 2017; UNESCO 2019). 
The Archipelago is located in the Tropical East Pacific Province and the Revillagigedos 
ecoregion, according to Spalding et al. (2007). Revillagigedos is considered a biodiver-
sity hotspot, at least for sea turtles, sharks, whales and giant manta ray (Dutton et al. 
2014; Muntaner 2016; SEMARNAT 2017). Moreover, in Mexican waters, Clarion 
represents one of the five islands with the greatest marine species richness, and Socorro 
is one of the nine islands with the highest number of strict endemism (Koleff et al. 
2009). Determining the identity of taxa in biodiversity hotspots can be informative to 
understand and monitor global biodiversity patterns, especially in groups that respond 
markedly to the current climate change, as is the case for cephalopods (Renema et al. 
2008; Robinson et al. 2009; Rodhouse et al. 2014). We visited Revillagigedos during 
2018 with the purpose of characterizing the coastal malacofauna of the Archipelago 
and found ocellated octopuses; thus, in this study, the objective was to identify these 
octopodids collected in Clarion and Socorro Islands through morphological compari-
sons and partial COIII and COI gene sequence analyses.

Methods

The Revillagigedo Archipelago is located approximately 390 km southwest of the south-
ern tip of the Baja California peninsula and 890 km west from Manzanillo harbor, be-
tween 17°39'19" and 20°00'31"N, and 110°04'41" and 115°28'17"W. The Archipelago 
is comprised of four volcanic islands: Roca Partida, San Benedicto, Clarion and So-
corro (CONANP 2004; SEMARNAT 2017).The octopuses evaluated in this study were 
fished for self-consumption by crew of the Mexican Navy in the military bases of Clarion 
and Socorro in accordance with the regulations stated by SEMARNAT (2017) for the 
Revillagigedo National Park and the permit to develop scientific research on the malaco-
fauna from the Archipelago (official document number: F00.1.DRPBCPN.DIR.PNR.-
001/2018) during June, 2018. In this convenience sampling, a total of 49 individuals 
were collected in Socorro (n = 8) and Clarion (n = 41) islands (Table 1) (Fig. 1). Due to 
the sampling particularities (convenience sampling), we were not able to transfer whole 
specimens from the Archipelago to the laboratory, instead, the morphological identifica-
tion and morphometric measurements were conducted in situ and a small piece of tissue 
of each specimen was preserved in vials with 96% ethanol. However, in order to account 
for a type specimen of our sampling, a whole specimen was frozen and transferred to the 
laboratory facilities, preserved in 96% ethanol and deposited as ICML-EMU-12678 in 
the Regional Collection of Marine Invertebrates (ICML-EMU), Instituto de Ciencias de 
Mar y Limnología, Unidad Mazatlán, UNAM, in Mazatlán, México.

In Socorro Island, specimens were captured in each location by free and scuba div-
ing using a hook; and in Clarion Island, octopuses were collected with a hook in the 
rocky intertidal during the lowest tide of each sampling site and day. Octopuses were 
sacrificed right after fishing. Individuals were sexed according to the presence (male) or 
absence (female) of a hectocotylized arm. Maturity stages for males and females were 
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Table 1. Data of octopuses from the Revillagigedo Archipelago.

Specimen number DML (cm) Sex Maturity stage Sampling site
1 6.5 M I Clarion Island
2 10 F I Clarion Island
3 7.5 F I Clarion Island
4 7 M I Clarion Island
5 8 M I Clarion Island
6 10 F N/A Clarion Island
7 8 F N/A Clarion Island
8 7.8 F N/A Clarion Island
9 7.5 F N/A Clarion Island
10 7 F N/A Clarion Island
11 8 F N/A Clarion Island
12 8 M N/A Clarion Island
13 10.5 M III Clarion Island
14 8.8 F N/A Clarion Island
15 7.3 F N/A Clarion Island
16 6.6 F N/A Clarion Island
17 3.1 F N/A Clarion Island
18 7.5 F N/A Clarion Island
19 6 F N/A Clarion Island
20 6.5 F N/A Clarion Island
21 10.5 M III Clarion Island
22 10 F II Clarion Island
23 7.5 M III Clarion Island
24 6.5 F I Clarion Island
25 6.5 F I Clarion Island
26 8 F II Clarion Island
27 9 F II Clarion Island
28 5.5 F I Clarion Island
29 7 F I Clarion Island
30 5.6 F I Clarion Island
31 5.7 F I Clarion Island
32 6.5 F I Clarion Island
33 6 F I Clarion Island
34 6.8 M II Clarion Island
35 6.8 F II Clarion Island
36 7.3 F II Clarion Island
37 8.3 F II Clarion Island
38 7.5 M II Clarion Island
39 6.9 M II Clarion Island
40 6.5 F I Clarion Island
41 6.5 F I Clarion Island
42 9 F II Socorro Island
43 6.3 F II Socorro Island
44 9 F III Socorro Island
45 8 F II Socorro Island
46 11.5 M III Socorro Island
47 11 M III Socorro Island
48 11 M III Socorro Island
49 12.8 F III Socorro Island

determined with the same criterion considered by Alejo-Plata et al. (2009). Octopuses 
were identified at the genus level using the morphological characteristics described in 
Jereb et al. (2016). For identification at the species level, the diagnoses of taxa of the 
genus Octopus that were reported for the Revillagigedo Islands by CONANP (2018) 
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Figure 1. Study area. Sampling sites of octopuses from the Revillagigedo Archipelago.

(O. bimaculatus and O. hubbsorum) and ocellate octopuses from the Eastern Pacific 
(O. oculifer and O. bimaculoides) were considered (Verrill 1883; Pickford and McCon-
naughey 1949; Berry 1953). The coloration patterns observed in the individuals were 
photographed with a Canon PowerShot D30 subaquatic camera. Images of morpho-
logical features of the octopus were recorded using a Canon EOS rebel T5 coupled to 
a stereoscopic microscope (Iroscope ES-24).

The dorsal mantle length (DML) and total weight (TW) were recorded to deter-
mine the length-weight relationship (LWR). Class intervals were determined following 
the Sturge’s rule. The following potential equation was employed to evaluate LWR:

TW= a * DMLb

where: TW = dependent variable (total weight), a = coefficient of proportionality, 
DML = independent variable (dorsal mantle length), b = allometry coefficient (weight 
per unit of length).

The type of growth was estimated based on Student’s t-test for the “b” values ob-
tained from the model and compared to a theoretical value of b=3 which represents 
isometric growth.
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For the molecular approach, sequences deposited in GenBank (Table 2) of the 
octopus species reported for the Revillagigedo Islands, ocellate octopuses of the world 
and species of various octopod genera were compared to our sequences. Separate analy-
ses of partial COIII and COI sequences were performed to support the morphological 

Table 2. Accession numbers of sequences (COIII and COI) obtained from GenBank of the octopodid 
species and specimens evaluated in this study.

Species Accession number COIII Accession number COI
Octopus maya GU362546.1 MH293049.1

– KX611862.1
Octopus cyanea AB573224.1 AB191280.1

AJ628220.1 MK593394.1
Octopus oculifer AJ628235.1 –
Octopus hubbsorum KF225011.1 KY985096.1

KF225010.1 KF225005.1
Octopus bimaculoides KF225012.1 KY985076.1

X83104.1 KF225006.1
Octopus bimaculatus KT335840.1 KY985047.1

NC_028547.1 KT335828.1
Enteroctopus dofleini X83103.1 AB191272.1

FJ603531.1 AB477017.1
Octopus insularis KX219649.1 KY492362.1

KX219648.1 KX611859.1
Octopus vulgaris JQ085601.1 AB052253.1

FN424384.1 KU525767.1
Octopus tetricus AJ628240.1 MH289829.1

JX680530.1 AF000056.1
Octopus fitchi MK450541.1 MK450541.1

KT335844.1 KT335832.1
Octopus mimus KT335842.1 KT335830.1

KT314263.1 GU355923.1
Amphioctopus exannulatus AJ628223.1 –
Amphioctopus fangsiao AB573188.1 HQ846155.1

AB573186.1 AB430517.1
Amphioctopus kagoshimensis AB573193.1 HQ846125.1

AJ628226.1 HQ846123.1
Amphioctopus mototi AJ628233.1 –
Amphioctopus neglectus MH899749.1 MH899749.1
Amphioctopus ovulum AB573198.1 HQ846159.1

AB573197.1 AB430524.1
Robsonella fontaniana KT314259.1 KF774313.1

KC792301.1 –
Hapalochlaena fasciata AJ628210.1 MF440346.1

AB573212.1 JN790685.1
Abdopus aculeatus AB573185.1 GQ900726.1

AJ628213.1 LT604981.1
Ameloctopus litoralis AJ628207.1 HM104255.1
Eledone cirrhosa HM104251.1 KM517898.1

– MH293107.1
Bathypolypus sponsalis FJ603530.1 KX078469.1
Muusoctopus longibrachus KM459494.1 KM459478.1

KM459486.1 KM459478.1
Vampyroteuthis infernalis NC_009689.1 NC_009689.1
Specimen No.38 – MN259102.1
Specimen No.44 MN259103.1 MN259099.1
Specimen No.45 MN259104.1 MN259100.1
Specimen No.48 MN259105.1 MN259101.1

http://www.ncbi.nlm.nih.gov/nuccore/GU362546.1
http://www.ncbi.nlm.nih.gov/nuccore/MH293049.1
http://www.ncbi.nlm.nih.gov/nuccore/KX611862.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573224.1
http://www.ncbi.nlm.nih.gov/nuccore/AB191280.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628220.1
http://www.ncbi.nlm.nih.gov/nuccore/MK593394.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628235.1
http://www.ncbi.nlm.nih.gov/nuccore/KF225011.1
http://www.ncbi.nlm.nih.gov/nuccore/KY985096.1
http://www.ncbi.nlm.nih.gov/nuccore/KF225010.1
http://www.ncbi.nlm.nih.gov/nuccore/KF225005.1
http://www.ncbi.nlm.nih.gov/nuccore/KF225012.1
http://www.ncbi.nlm.nih.gov/nuccore/KY985076.1
http://www.ncbi.nlm.nih.gov/nuccore/X83104.1
http://www.ncbi.nlm.nih.gov/nuccore/KF225006.1
http://www.ncbi.nlm.nih.gov/nuccore/KT335840.1
http://www.ncbi.nlm.nih.gov/nuccore/KY985047.1
http://www.ncbi.nlm.nih.gov/nuccore/NC_028547.1
http://www.ncbi.nlm.nih.gov/nuccore/KT335828.1
http://www.ncbi.nlm.nih.gov/nuccore/X83103.1
http://www.ncbi.nlm.nih.gov/nuccore/AB191272.1
http://www.ncbi.nlm.nih.gov/nuccore/FJ603531.1
http://www.ncbi.nlm.nih.gov/nuccore/AB477017.1
http://www.ncbi.nlm.nih.gov/nuccore/KX219649.1
http://www.ncbi.nlm.nih.gov/nuccore/KY492362.1
http://www.ncbi.nlm.nih.gov/nuccore/KX219648.1
http://www.ncbi.nlm.nih.gov/nuccore/KX611859.1
http://www.ncbi.nlm.nih.gov/nuccore/JQ085601.1
http://www.ncbi.nlm.nih.gov/nuccore/AB052253.1
http://www.ncbi.nlm.nih.gov/nuccore/FN424384.1
http://www.ncbi.nlm.nih.gov/nuccore/KU525767.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628240.1
http://www.ncbi.nlm.nih.gov/nuccore/MH289829.1
http://www.ncbi.nlm.nih.gov/nuccore/JX680530.1
http://www.ncbi.nlm.nih.gov/nuccore/AF000056.1
http://www.ncbi.nlm.nih.gov/nuccore/MK450541.1
http://www.ncbi.nlm.nih.gov/nuccore/MK450541.1
http://www.ncbi.nlm.nih.gov/nuccore/KT335844.1
http://www.ncbi.nlm.nih.gov/nuccore/KT335832.1
http://www.ncbi.nlm.nih.gov/nuccore/KT335842.1
http://www.ncbi.nlm.nih.gov/nuccore/KT335830.1
http://www.ncbi.nlm.nih.gov/nuccore/KT314263.1
http://www.ncbi.nlm.nih.gov/nuccore/GU355923.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628223.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573188.1
http://www.ncbi.nlm.nih.gov/nuccore/HQ846155.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573186.1
http://www.ncbi.nlm.nih.gov/nuccore/AB430517.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573193.1
http://www.ncbi.nlm.nih.gov/nuccore/HQ846125.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628226.1
http://www.ncbi.nlm.nih.gov/nuccore/HQ846123.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628233.1
http://www.ncbi.nlm.nih.gov/nuccore/MH899749.1
http://www.ncbi.nlm.nih.gov/nuccore/MH899749.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573198.1
http://www.ncbi.nlm.nih.gov/nuccore/HQ846159.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573197.1
http://www.ncbi.nlm.nih.gov/nuccore/AB430524.1
http://www.ncbi.nlm.nih.gov/nuccore/KT314259.1
http://www.ncbi.nlm.nih.gov/nuccore/KF774313.1
http://www.ncbi.nlm.nih.gov/nuccore/KC792301.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628210.1
http://www.ncbi.nlm.nih.gov/nuccore/MF440346.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573212.1
http://www.ncbi.nlm.nih.gov/nuccore/JN790685.1
http://www.ncbi.nlm.nih.gov/nuccore/AB573185.1
http://www.ncbi.nlm.nih.gov/nuccore/GQ900726.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628213.1
http://www.ncbi.nlm.nih.gov/nuccore/LT604981.1
http://www.ncbi.nlm.nih.gov/nuccore/AJ628207.1
http://www.ncbi.nlm.nih.gov/nuccore/HM104255.1
http://www.ncbi.nlm.nih.gov/nuccore/HM104251.1
http://www.ncbi.nlm.nih.gov/nuccore/KM517898.1
http://www.ncbi.nlm.nih.gov/nuccore/MH293107.1
http://www.ncbi.nlm.nih.gov/nuccore/FJ603530.1
http://www.ncbi.nlm.nih.gov/nuccore/KX078469.1
http://www.ncbi.nlm.nih.gov/nuccore/KM459494.1
http://www.ncbi.nlm.nih.gov/nuccore/KM459478.1
http://www.ncbi.nlm.nih.gov/nuccore/KM459486.1
http://www.ncbi.nlm.nih.gov/nuccore/KM459478.1
http://www.ncbi.nlm.nih.gov/nuccore/NC_009689.1
http://www.ncbi.nlm.nih.gov/nuccore/NC_009689.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259102.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259103.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259099.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259104.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259100.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259105.1
http://www.ncbi.nlm.nih.gov/nuccore/MN259101.1
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identification. For this research, four individuals (Specimens No. 44, 45 and 48 from 
Socorro Island and Specimen No. 38 from Clarion Island) were selected as representa-
tives of the whole sample. DNA was extracted using the salt-extraction method. For 
COIII gene, a partial fragment was PCR amplified using the primers developed by 
Simon et al. (1994) as follows: amplifications were conducted in 12 μl reactions con-
sisting of 2.4 μl of Colorless GoTaq Flexi Reaction Buffer (5× -Mg), 1.2 μl of MgCl2 
(25 mM), 0.6 μl of dNTPmix (10 mM), 0.6 μl of each primer (10 μM), 0.1 μl of Taq 
polymerase (5 U/μl), 2.4 μl of combinatorial PCR enhancer solution (5×) (Ralser et 
al. 2006), 2.1 µl of Milli-Q H2O, and 2 μl of extracted DNA (32 ng/μl). The thermal 
cycler conditions were the following: 2 min at 94 °C for denaturation, followed by 35 
cycles of 40 sec at 94 °C, 40 sec at 50 °C, and 1:30 min at 72 °C, and a final extension 
of 10 min at 72 °C. For COI gene, a partial fragment was PCR amplified using the 
primers developed by Folmer et al. (1994) as follows: amplifications were conducted 
in 15 μl reactions consisting of 2.1 μl of Buffer Taq (5× -Mg), 1.5 μl of MgCl2( 25 
mM), 0.25 μl of each dNTP (10 mM), 0.9 μl of each primer (10 μM), 0.1 μl of Taq 
polymerase (5 U/μl), 3μl of combinatorial PCR enhancer solution (5×) (Ralser et al. 
2006), 1.5 µl of Milli-Q H2O,and 4 μl of extracted DNA (32 ng/μl). The thermal 
cycler conditions were the following: 4 min at 94 °C for denaturation, followed by 30 
cycles of 30 sec at 94 °C, 30 sec at 52 °C, and 1 min at 72 °C, and a final extension 
of 10 min at 72 °C. PCR products (COIII and COI) were analyzed with agarose-gel 
(1%) electrophoresis and stained with GelRed. All products amplified successfully, 
except for the COIII-gene sequence of Specimen No. 38, thus, it was not included in 
the respective analysis. Amplified products were sequenced in both directions with the 
same primers used for PCR (MACROGEN INC., South Korea).

All partial COIII and COI sequences were assembled and edited using BIOEDIT 
7.2.6 software (Hall 1999). Edited sequences were deposited in the GenBank (Ac-
cession Numbers: MN259099–MN259105) (Table 2). All partial sequences of each 
gene were aligned using MUSCLE (Edgar 2004) in MEGA 7 software (Kumar et al. 
2016). The phylogenetic relationships among octopodids were reconstructed using 
Bayesian inference in MR. BAYES v3 (Huelsenbeck and Ronquist 2001) with the 
GTR+G+I model (Tavaré 1986) (selected by BIC in MEGA 7 software). The analysis 
was conducted with four default heated chains, running 1 million MCMC iterations 
and saving at every 1000th generation. The first 1000 trees were discarded as burn-in. 
Inter-specific genetic distances were estimated by Kimura-2-parameter model (Kimura 
1980) in MEGA 7 software.

Results

The individuals analyzed belonged to the genus Octopus Cuvier, 1797; these present-
ed an ink sac and suckers in a two-row arrangement. The specimens presented ocelli 
(Fig. 2) and were identified as Octopus oculifer according to the morphological charac-
teristics specified in its original description (Table 3).

http://www.ncbi.nlm.nih.gov/nuccore/MN259099
http://www.ncbi.nlm.nih.gov/nuccore/MN259105


Alejandra Valdez-Cibrián et al.  /  ZooKeys 986: 81–100 (2020)88

Figure 2. Ocellus of specimen No. 48 A defrosted B preserved in 96% ethanol.

Diagnosis of the specimens collected in the Revillagigedo Archipelago

The morphological features observed in the octopuses evaluated in this study are 
shown in Fig. 3A–G. Arm length ranged 3.5 to 4.4 times mantle length. Arm formu-
la 3>4>2>1. Each arm with 230 to 280 suckers. Enlarged suckers on arms II and III. 
Gills with 10 lamellae per demibranch. Funnel organ W-shaped. Radula with 9 ele-
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ments, 7 rows of teeth plus marginal plates. Right third arm of males hectocotylized 
(with 180 suckers). Ligula tiny, 0.3% of hectocotylized arm. Calamus small, 0.25% 
of hectocotylized arm. Upper beak: rostral tip blunt and thick; rostral curvature 
well-defined and extended anteroventrally; the hood extends in posterodorsal direc-
tion; crest curved dorsoposteriorly; dorsal portion of the lateral wall sharply angled 
towards the tip of crest; wing and shoulder compressed posteriorly into an almost 
vertical position; jaw angle and edge concave ventrally. Lower beak: pointed rostral 
tip; jaw edge extends in moderate slope posteroventrally; wing fold slightly angled; 
wing extended in dorsoposterior direction; the dorsal edge raised in the central por-

Table 3. Diagnostic features of species of the genus Octopus reported for the Revillagigedo islands and 
ocellate species of the world. Species identified in bold.

Species Arm index Arm formula Sucker counts Ocelli Lamellae per demibranch Funnel organ shape
O. bimaculatus 4 to 5 3>2>4>1 200 to 320 Yes 8 to 10 W
O. oculifer 3.5 to 4.5 3>2>4>1 230 to 280 Yes 8 to 10 W
O. hubbsorum 3 to 4 3>2>4>1 240 No 9 to 11 W
O. bimaculoides 3 to 3.5 3>2>4>1 140 to 190 Yes 8 to 10 W
O. maya 3 to 4.5 3>4=2>1 N/A Yes 9 to 10 W
O. cyanea 4 to 6 4=3=2>1 450 to 500 Yes 9 to 11 W
A. exannulatus 2 to 3 3>4>2>1 120 to 190 Yes 8 W
A. kagoshimensis 2 to 3 4=3=2>1 150 to 170 Yes 8 to 9 W
A. mototi 2.5 to 3 3=4>2>1 140 to 170 Yes 9 to 11 W
A. neglectus 2 to 3 4=3>2>1 110 to 125 Yes 7 to 8 W
A. rex 2 to 3 4>3>2>1 134 to 184 Yes 8 to 9 W
A. siamensis 2 to 3 4=3>2>1 100 to 140 Yes 7 to 8 W
A. ovulum N/A 4=3=2>1 59 to 70 Yes 15 to 17 W

Figure 3. Morphological features. Morphological features of Octopus oculifer from the Revillagigedo Archi-
pelago A dorsal view; H: hectocotylus, LI-IVA: left arms I-IV B ventral view; LI-IVA: left arms I-IV C ligula 
Lg and calamus Cl D H: hectocotylus, radulae E funnel organ shape F demibranch G upper and lower beaks.
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Figure 4. Coloration patterns. Coloration patterns observed in live individuals of Octopus oculifer from 
the Revillagigedo Archipelago A pale body with few reddish/brown spots randomly placed throughout 
the mantle and arms, entire body with a rugose aspect B brown and smooth body with large well-defined 
white ovals throughout mantle and arms C rugose and reddish body with large cream ovals of different 
size D red and smoother (still rugose) body with lesser number of cream ovals of different size E dark red 
body without ovals and a smooth skin.

Figure 5. Length-weight relationship of Octopus oculifer from the Revillagigedo Archipelago A number 
of individuals per size class B length-weight plot.

tion; wall moderately curved posteroventrally towards the tip; free corner of the wall 
blunt; ventral edge of the wall curved. Color: five coloration patterns were observed 
in live individuals (Fig. 4), from pale and rugose body with few reddish-brown spots 
to completely dark-red smooth body without ovals. False-eye spots (ocelli) present as 
purplish black spot with a small pale central spot; ocelli are bound in an outer pale 
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Figure 6. COIII Molecular phylogeny. Molecular phylogeny of COIII-gene sequences (273 bp: 136 
variable and 137 conserved) of ocellate and non- ocellate octopus species. Ocellated octopuses are bold-
faced. Purple rectangle indicates the clade containing the specimens evaluated in this study.

Figure 7. COI Molecular phylogeny. Molecular phylogeny of COI-gene sequences (474 bp: 193 vari-
able and 281 conserved) of ocellate and non- ocellate octopus species. Ocellated octopuses are bold-faced. 
Purple rectangle indicates the clade containing the specimens evaluated in this study.
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ring. The individuals analyzed in this study presented isometric growth (b = 2.62; 
t = 2.38; p = 0.07) (Fig. 5).

The phylogenetic trees of COIII and COI-gene sequences showed that the speci-
mens from the Revillagigedo Archipelago belong to a clade associated with the ocel-
lated octopus O. oculifer and the non-ocellate octopuses O. hubbsorum and O. mimus 
(Figs 6, 7). Similarly, the octopuses from the Revillagigedo Archipelago and sequences 
regarded as O. oculifer, O. hubbsorum and O. mimus presented low genetic distance 
(<1%) (Tables 4, 5). In addition, lower genetic distance was observed between ocel-
lated and non-ocellated octopuses than between non-ocellated octopuses of the same 
genus (e.g., O. insularis and O. bimaculatus COIII=8.4% and COI=9.7% vs O. insula-
ris and O. vulgaris COIII=11.7% and COI=11.8%) (Tables 3, 4). Closer relationships 
were also observed between ocellated and non-ocellated octopuses than between non-
ocellated octopuses in the phylogenetic trees (e.g., clade comprising the individuals 
collected in the Revillagigedo Archipelago and clade containing Hapalochlaena fas-
ciata) (Figs 6, 7).

Discussion

In this study we analyzed octopuses from the Revillagigedo Archipelago in an attempt 
to increase knowledge concerning cephalopods in this geographic area. We identi-
fied the octopuses to the species level primarily, according to their morphological at-
tributes, and secondarily, using partial sequences of COIII and COI genes following 
Vecchione et al. (2017). The individuals were identified as Octopus oculifer (Hoyle, 
1904) based on morphological and molecular examinations; however, the overlap of 
characters among the species reviewed in literature, especially between O. oculifer and 
O. hubbsorum, and the slight variation of arm formula in regard to original description 
(i.e., 3>4>2>1 instead of 3>2>4>1), explained why Jereb et al. (2016) pointed out that 
these species are a confusing complex that needs to be carefully re-evaluated (Table 3). 
Unfortunately, there is no holotype designated for O. oculifer, however, the original de-
scription is well-delineated and it is the only official conduit that endorses the identity 
of the species. In our study, there was no reason to suspect that the octopuses evaluated 
belonged to a new (undescribed) ocellated species or to any ocellated octopus other 
than O. oculifer.

For octopodids, particularly for the species evaluated in this study, a great deal of 
the taxonomic confusion is related to the fact that the morphological attributes are not 
standardized among species and that the diagnoses of octopodids from the northeastern 
Pacific had not been updated since the species descriptions, except for the validation of 
O. bimaculatus and O. bimaculoides within the genus Octopus performed by Norman 
and Hochberg (2005), and the recent evaluation performed by Díaz-Santana-Iturrios 
et al. (2019) for eight species of the genus Octopus. Thus, in this study, we provided a 
detailed characterization of the specimens collected in the Revillagigedo Archipelago 
and described attributes that were not included in the diagnosis of O. oculifer such as 
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images of anatomic parts and coloration patterns, description of beaks, and length-
weight relationship. We suggest that such procedures should be addressed in further 
research concerning octopods from the Eastern Pacific in general.

The endemism and geographic distribution of O. oculifer restricted to the Galapa-
gos Islands was well documented (Hoyle 1904; Edgar et al. 2004; Molina et al. 2004; 
Jereb et al. 2016); in fact, this area is the known distribution of the species to date. 
Contrastingly, in our research we found O. oculifer in the Revillagigedo Archipelago, 
Mexico, which is located approximately 3242 km northwest from the Galapagos Is-
lands, Ecuador. Hence, with this information, in this study we report an increase of 
the distribution range of O. oculifer, which could be related to ocean-current patterns 
putatively used as dispersal mechanism during the paralarval stage, as was detected 
for larvae of the lobe coral Porites lobate Dana, 1846 in that same area (Galapagos 
and Revillagigedo Archipelago) (Reyes-Bonilla et al. 1999). Another explanation for 
this distribution expansion could be associated with changes in climatic conditions 
and similarities between original and new environments (Arkhipkin and Laptikhovski 
2008; Stewart et al. 2014; Ramos et al. 2015), given that the Revillagigedos and the 
Galapagos Islands belong to the same realm (Tropical Eastern Pacific) according to 
Spalding et al. (2007). Thus, it is likely that the presence of O. oculifer in the Revil-
lagigedo islands is related to the incipient climate change, which is beneficial for the 
abundance and distribution of cephalopods (Doubleday et al. 2016). It is worth not-
ing, however, that the Revillagigedo Archipelago is a remote protected area, which 
limits human access, and therefore, the cephalopod diversity has been determined in-
cidentally and with unreliable observations. As a result, octopods are only included as 
part of the mollusks and macroinvertebrate fauna of the Revillagigedo Archipelago in 
generalized taxonomic lists (i.e., González-Nakawaga and Sánchez-Nava 1986; Hol-
guín-Quiñones et al. 1992; Ortega and Castellanos 1994; Ortega et al. 1995; Cabrera-
Mancilla and Bautista-Moreno 2002; CONANP 2004; Friscione-Carrascosa 2005; 
Bedolla-Guzmán 2007; CONANP 2018) that do not specify the identification criteria 
or that employ taxonomic keys (i.e., Keen 1971; Abbott and Dance 1998) that were 
not developed by specialized cephalopod taxonomists. These lists include identifica-
tions at the genus level (Octopus sp.), tentative determinations (Octopus cf. bimacu-
latus) and/or erroneous identifications, such as Callistoctopus macropus (Risso, 1826) 
(formerly O. macropus), from the Mediterranean and northwestern Africa (Jereb et al. 
2016). Thus, it is more probable that the presence O. oculifer in the Revillagigedo Ar-
chipelago occurred much earlier in geological time due to different ocean current pat-
terns putatively used as dispersal mechanism during the paralarval stage, as explained 
earlier, than during the current climate change, and that its presence was not noticed 
until this detailed revision.

In addition, the molecular analyses of partial COIII and COI sequences strongly 
evidenced that O. oculifer, O. hubbsorum, and O. mimus are very closely related (inter-
specific distance lower than 1%) and it is highly likely that these taxa are conspecific 
and represent a species complex comprised by three morphotypes. However, our find-
ing should be further confirmed with type material (when available) and complete re-
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descriptions must be performed to support that these taxa are the same species. Moreo-
ver, the closer evolutionary relationships found between ocellated and non-ocellated 
octopuses compared to the relationships among non-ocellated octopuses indicate that 
the presence of ocelli is not a determinant character in octopodid classification and 
therefore, it should not be considered a diagnostic attribute.

Conclusions

In this research, we conclude that according to our integrative species identification, 
the specimens collected in the Revillagigedo Archipelago are Octopus oculifer. Accord-
ing to our molecular analyses the non-ocellate O. hubbsorum and O. mimus and the 
ocellate O. oculifer are very closely related and might constitute a single species com-
prised of three morphotypes. In addition, ocelli should not be considered a diagnostic 
attribute for octopodids but rather a supplemental character.

Acknowledgements

The authors thank Rosa Maria Morelos for her support in making the molecular proce-
dures available. We are also grateful to the team integrated by Alfredo Castillo-Guerre-
ro, Salvador Hernández-Vázquez, Daniel Portillo, Andrés Baez, Caren Aguilera, Gloria 
López, Jazmín Anguiano, Ramón Morales, Gerardo Martínez and Diego González 
for their help in the field and collection of data. We thank Alejandro Gonzalez-Leija, 
Director of the Revillagigedo National Park, for his assistance in obtaining the permits 
to visit the Archipelago and the authorities of the Mexican Navy for their help onboard 
the ships and in the facilities of Socorro and Clarion.

References

Abbott RT, Dance SP (1998) Compendium of Seashells. Odyssey Publishing, USA, 411 pp.
Alejo-Plata MC, Gómez-Márquez JL, Ramos-Carrillo S, Herrera-Galindo JE (2009) Repro-

ducción, dieta y pesquería del pulpo Octopus (Octopus) hubbsorum (Mollusca: Cephalopo-
da) en la costa de Oaxaca, México. Revista Biología Tropical 57(1–2): 63–78. https://doi.
org/10.15517/rbt.v57i1-2.11291

Amor MD, Doyle SR, Norman MD, Roura A, Hall NE, Robinson AJ, Leite TS, Strugnell JM 
(2019) Genome-wide sequencing uncovers cryptic diversity and mito-nuclear discordance 
in the Octopus vulgaris species complex. BioRxiv 58(4): 1–36. doi 10.1101/573493

Arkhipkin AI, Laptikhovski VV (2008) Discovery of the fourth species of the enigmatic chi-
roteuthid squid Asperoteuthis (Cephalopoda: Oegopsida) and extension of the range of the 
genus to the south Atlantic. Journal Of Molluscan Studies 74(3): 203–207. https://doi.
org/10.1093/mollus/eyn007

https://doi.org/10.15517/rbt.v57i1-2.11291
https://doi.org/10.15517/rbt.v57i1-2.11291
https://doi.org/10.1093/mollus/eyn007
https://doi.org/10.1093/mollus/eyn007


Ocellate octopus of Revillagigedo Archipelago 97

Baltazar P, Rodriguez P, Rivera W, Valdivieso V (2000) Cultivo experimental de Octopus mi-
mus, Gould 1852 en el Perú. Revista Peruana de Biologia 7(2): 151–160. https://doi.
org/10.15381/rpb.v7i2.6818

Bedolla-Guzmán YR (2007) Caracterización ecológica de la comunidad de Macroinvertebrados 
marinos submareales rocosos del archipiélago de Revillagigedo, México. B. Sc. thesis, La 
Paz, Baja California Sur: Universidad Autónoma de Baja California Sur.

Berry SS (1953) Preliminary diagnosis of six west American species of octopus. Leaflets in 
Malacology 1(10): 51–58.

Cabrera-Mancilla I, Bautista-Moreno LM (2002) Moluscos de Isla Socorro Archipiélago Revil-
lagigedo, Colima. Expediente Fotográfico. Parte I. Mexico: Instituto Oceanográfico del 
Pacífico/ Secretaría de Marina.

Chapela A, González AF, Dawe EG, Rocha FJ, Guerra A (2006) Growth of common octo-
pus (Octopus vulgaris) in cages suspended from rafters. Scientia Marina 70(1): 121–129. 
https://doi.org/10.3989/scimar.2006.70n1121

CONANP (2004) Programa de Conservación y Manejo Reserva de la Biosfera Archipiélago de 
Revillagigedo. First Edition. Mexico: CONANP.

CONANP (2018) Programa de Manejo Parque Nacional Revillagigedo. First Edition. Mexico: 
CONANP.

Díaz-Santana-Iturrios M, Salinas-Zavala CA, García-Rodríguez FJ, Granados-Amores J (2019) 
Taxonomic assessment of species of the genus Octopus from the northeastern Pacific 
via morphological, molecular and morphometric analyses. PeerJ 7: e8118. https://doi.
org/10.7717/peerj.8118

Doubleday ZA, Prowse TAA, Arkhipkin AI, Pierce GJ, Semmens J M, Steer MA, Leporati SC, 
Lourenco S, Quetglas A, Sauer W, Gillanders BM (2016) Global proliferation of cephalo-
pods. Current Biology 26(10): R406–R407. https://doi.org/10.1016/j.cub.2016.04.002

Dutton PH, Jensen MP, Frey A, LaCasella E, Balazs GH, Zarate P, Chassin-Noria O, Sarti-
Martinez AL, Velez E (2014) Population structure and phylogeography reveal pathways 
of colonization by a migratory marine reptile (Chelonia mydas) in the central and eastern 
Pacific. Ecology and Evolution 4(22): 4317–4331. https://doi.org/10.1002/ece3.1269

Edgar RC (2004) MUSCLE: multiple sequence alignment with high accuracy and high 
throughput. Nucleic Acids Research 32(5): 1792–1797. https://doi.org/10.1093/nar/
gkh340

Edgar GJ, Banks S, Fariña JM, Calvopiña M, Martínez C (2004) Regional biogeography of 
shallow reef fish and macro-invertebrate communities in the Galapagos archipelago. Jour-
nal of Biogeography 31: 1107–1124. https://doi.org/10.1111/j.1365-2699.2004.01055.x

Folmer O, Black M, Hoeh W, Lutz R, Vrijenhoek R (1994) DNA primers for amplification 
of mitochondrial cytochrome c oxidase Subunit I from diverse metazoan invertebrates. 
Molecular Marine Biology and Biotechnology 3(5): 294–299.

Friscione-Carrascosa A (2005) Archipiélago Revillagigedo. Una extensión de nuestras fronteras. 
UNAM, Mexico, 117 pp.

Gleadall IG (2016) Octopus sianensis d´Orbigny, 1841 (Cephalopoda: Octopodidae): Valid 
Species Name for the Commercially Valuable East Asian Common Octopus. Species Di-
versity 21: 31–42. https://doi.org/10.12782/sd.21.1.031

https://doi.org/10.15381/rpb.v7i2.6818
https://doi.org/10.15381/rpb.v7i2.6818
https://doi.org/10.3989/scimar.2006.70n1121
https://doi.org/10.7717/peerj.8118
https://doi.org/10.7717/peerj.8118
https://doi.org/10.1016/j.cub.2016.04.002
https://doi.org/10.1002/ece3.1269
https://doi.org/10.1093/nar/gkh340
https://doi.org/10.1093/nar/gkh340
https://doi.org/10.1111/j.1365-2699.2004.01055.x
https://doi.org/10.12782/sd.21.1.031


Alejandra Valdez-Cibrián et al.  /  ZooKeys 986: 81–100 (2020)98

González-Gómez R, Barriga-Sosa IA, Pliego-Cárdenas R, Jiménez-Badillo L, Markaida U, 
Meiners-Mandujano C, Morillo-Velarde (2018) An integrative taxonomic approach re-
veals Octopus insularis as the dominant species in the Veracruz Reef System (southwestern 
Gulf of Mexico). PeerJ 6: e6015. https://doi.org/10.7717/peerj.6015

González-Nakawaga O, Sánchez-Nava S (1986) Nota de moluscos como fauna de acompañam-
iento de crustáceos de Isla Clarión, México. Investigaciones Oceanográficas Baja California 
3(1): 153–182.

Hall TA (1999) “BioEdit: a user-friendly biological sequence alignment editor and analysis 
program for Windows 95/98/NT”. Nucleic Acids Symposium Series 41: 95–98.

Hazen EL, Suryan RM, Santora JA, Bograd SJ, Watanuki J, Wilson RP (2013) Scales and 
mechanisms of marine hotspot formation. Marine Ecology Progress Series 487: 177–183. 
https://doi.org/10.3354/meps10477

Holguin-Quiñones OE, Millé-Pagaza S, Pérez-Chi A (1992) Resultado de las campañas de 
muestreo de 1991 para el estudio del Bentos marino de Isla Socorro, Revillagigedo, Coli-
ma, México. Rev. Zool. Inf. (24): 1–20.

Hoyle WE (1904) Reports on the Cephalopoda. In: Moser JT (Ed.) Reports on the scientific 
results of the expedition to the tropical eastern Pacific in charge of Alexander Agassiz, on 
the U. S. Fish Commission Steamer “Albatross”. Bulletin of the Museum of Comparative 
Zoology, USA 43(1): 1–71.

Huelsenbeck JP, Ronquist F (2001) MRBAYES: Bayesian inference of phylogeny. Journal of 
Bioinformatics 17: 754–755. https://doi.org/10.1093/bioinformatics/17.8.754

Iglesias J, Sánchez FJ, Otero JJ, Moxica C (2000) Culture of octopus (Octopus vulgaris, Cu-
vier): Present knowledge, problems and perspectives. Cahiers Options Méditerranéennes 
47: 313–321. http://om.ciheam.org/om/pdf/c47/00600632.pdf

Jereb P, Roper CFE, Norman MD, Finn JK (2016) Cephalopods of the world. An annotated 
and illustrated catalogue of species known to date. Octopods and Vampire squids. FAO 
Species Catalog for Fishery Purposes, Rome, 398 pp.

Keen AM (1971) Sea shells of Tropical West America. Marine mollusks from Baja California to 
Peru. Stanford University Press, USA, 1064 pp.

Kimura M (1980) A simple model for estimating evolutionary rates of base substitutions 
through comparative studies of nucleotide sequences. Journal of Molecular Evolution 16: 
111–120. https://doi.org/10.1007/BF01731581

Koleff P, Tambutti M, March IJ, Esquivel R, Cantú C, Lira-Noriega A (2009) Identificación 
de prioridades y análisis de vacíos y omisiones en la conservación de la biodiversidad de 
México. In: Dirzo R, González R, March IJ (Eds) Capital natural de México, vol. II: Es-
tado de conservación y tendencias de cambio. Conabio, México, 651–718. https://www.
biodiversidad.gob.mx/pais/pdf/CapNatMex/Vol%20II/II16_Identificacion%20de%20
prioridades%20y%20analisis%20de%20vacios%20y.pdf

Kumar S, Stecher G, Tamura K (2016) MEGA 7: molecular evolutionary genetic analysis ver-
sion 7.0 for bigger datasets. Molecular Biology and Evolution 3(7): 1870–1874. https://
doi.org/10.1093/molbev/msw054

Molina L, Danulat EN, Oviedo M, González JA (2004) Guía de especies de interés pesquero 
en la Reserva Marina de Galápagos. Fundación Charles Darwin/Agencia española de co-

https://doi.org/10.7717/peerj.6015
https://doi.org/10.3354/meps10477
https://doi.org/10.1093/bioinformatics/17.8.754
http://om.ciheam.org/om/pdf/c47/00600632.pdf
https://doi.org/10.1007/BF01731581
https://www.biodiversidad.gob.mx/pais/pdf/CapNatMex/Vol%20II/II16_Identificacion%20de%20prioridades%20y%20analisis%20de%20vacios%20y.pdf
https://www.biodiversidad.gob.mx/pais/pdf/CapNatMex/Vol%20II/II16_Identificacion%20de%20prioridades%20y%20analisis%20de%20vacios%20y.pdf
https://www.biodiversidad.gob.mx/pais/pdf/CapNatMex/Vol%20II/II16_Identificacion%20de%20prioridades%20y%20analisis%20de%20vacios%20y.pdf
https://doi.org/10.1093/molbev/msw054
https://doi.org/10.1093/molbev/msw054


Ocellate octopus of Revillagigedo Archipelago 99

operación internacional/ Dirección Parque Nacional Galápagos, Puerto Ayora Galápagos, 
115 pp.

Muntaner G (2016) Movement patterns and habitat use of the silver tip shark (Carcharhinus 
albimarginatus) at the Revillagigedo Archipelago. Course/B. Sc. Thesis, Spain: Universidad 
de las Palmas de Gran Canaria.

Norman MD, Hochberg FG (2005) The current state of octopus taxonomy. Phunket Marine Bio-
logical Center Research Bulletin 66: 127–154. https://pdfs.semanticscholar.org/67fc/e84e-
8df8c131886696f88fbec9698fa2345a.pdf?_ga=2.158448505.211926680.1583524830-
1202805013.1583524830

Ortega A, Castellanos A (1994) La Isla Socorro, reserva de la biosfera Archipiélago de Revil-
lagigedo, México. Centro de Investigaciones Biológicas del Noroeste S.C., La Paz BCS, 
359 pp. http://dspace.cibnor.mx:8080/bitstream/handle/123456789/1434/ortega_a%20
1994%20LA%20ISLA%20SOCORRO.pdf?sequence=1&isAllowed=y

Ortega A, Castellanos A, Arnaud G (1995) Estrategia para el manejo de la reserva de la biosfera Ar-
chipiélago de Revillagigedo, México. Centro de Investigaciones Biológicas del Noroeste S.C. 
La Paz BCS, 132 pp. http://dspace.cibnor.mx:8080/bitstream/handle/123456789/1435/
ortega_g%201995%20ESTRATEGIA.pdf?sequence=1&isAllowed=y

Packard A, Hochberg FG (1977) Skin patterning in Octopus and other genera. Symposia of the 
Zoological Society of London 38: 191–231.

Pickford GE, McConnaughey BH (1949) The Octopus bimaculatus problem: a study in sibling 
species. Bulletin of the Bingham Oceanographic Collection 12(4): 1–66.

Pliego-Cárdenas R, Hochberg FG, García FJ, Barriga-Sosa IA (2014) Close genetic rela-
tionships between two american octopuses: Octopus hubbsorum Berry, 1953 and Oc-
topus mimus Gould, 1852. Journal of Shellfish Research 33(1): 293–303. https://doi.
org/10.2983/035.033.0128

Ralser M, Querfurth R, Warnatz HJ, Lehrach H, Yaspo ML, Krobitsch S (2006) An efficient 
and economic enhancer mix for PCR. Biochemical and Biophysical Research Communica-
tions 347: 747–751. https://doi.org/10.1016/j.bbrc.2006.06.151

Ramos JE, Pecl GT, Semmens JM, Strugnell JM, León RI, Moltschaniwskyj N (2015) Repro-
ductive capacity of a marine species (Octopus tetricus) within a recent range extension area. 
Marine and Freshwater Research 66(11): 999–1008. https://doi.org/10.1071/MF14126

Renema W, Bellwood DR, Braga JC, Bromfield K, Hall R, Johnson KG, Lunt P, Meyer CP, 
McMonagle LB, Morley RJ, O´Dea A, Todd A, Wesselingh FP, Wilson MEJ, Pandolfi 
JM (2008) Hopping hotspots: global shifts in marine biodiversity. Science 321: 654–657. 
https://doi.org/10.1126/science.1155674

Reyes-Bonilla H, Pérez-Vivar TL, Ketchum-Mejía JT (1999) Distribución geográfica y depre-
dación de Porites lobata (Anthozoa:Scleractinia) en la costa occidental de México. Revista 
Biologia Tropical 47: 1–2.

Robinson RA, Crick HQP, Learmonth JA, Maclean IMD, Thomas CD, Bairlein F (2009) 
Travelling through a warming world: climate change and migratory species. Endangered 
Species Research 7: 87–99. https://doi.org/10.3354/esr00095

Rodhouse PGK, Pierce GJ, Nichols OC, Sauer WHH, Arkhipkin AI, Laptikhovsky VV, Lipin-
ski M, Ramos JE, Gras M, Kidokoro H, Sadayasu K, Figueiredo-Pereida JM, Lefkaditou 

https://pdfs.semanticscholar.org/67fc/e84e8df8c131886696f88fbec9698fa2345a.pdf?_ga=2.158448505.211926680.1583524830-1202805013.1583524830
https://pdfs.semanticscholar.org/67fc/e84e8df8c131886696f88fbec9698fa2345a.pdf?_ga=2.158448505.211926680.1583524830-1202805013.1583524830
https://pdfs.semanticscholar.org/67fc/e84e8df8c131886696f88fbec9698fa2345a.pdf?_ga=2.158448505.211926680.1583524830-1202805013.1583524830
http://dspace.cibnor.mx:8080/bitstream/handle/123456789/1434/ortega_a%201994%20LA%20ISLA%20SOCORRO.pdf?sequence=1&isAllowed=y
http://dspace.cibnor.mx:8080/bitstream/handle/123456789/1434/ortega_a%201994%20LA%20ISLA%20SOCORRO.pdf?sequence=1&isAllowed=y
http://dspace.cibnor.mx:8080/bitstream/handle/123456789/1435/ortega_g%201995%20ESTRATEGIA.pdf?sequence=1&isAllowed=y
http://dspace.cibnor.mx:8080/bitstream/handle/123456789/1435/ortega_g%201995%20ESTRATEGIA.pdf?sequence=1&isAllowed=y
https://doi.org/10.2983/035.033.0128
https://doi.org/10.2983/035.033.0128
https://doi.org/10.1016/j.bbrc.2006.06.151
https://doi.org/10.1071/MF14126
https://doi.org/10.1126/science.1155674
https://doi.org/10.3354/esr00095


Alejandra Valdez-Cibrián et al.  /  ZooKeys 986: 81–100 (2020)100

EG, Pita C, Gasalla MA, Haimovici M, Sakai M, Downey N (2014) Chapter two – En-
vironmental effects on cephalopod population dynamics: implications for management of 
fisheries. Advances in Marine Biology 67: 99–233. https://doi.org/10.1016/B978-0-12-
800287-2.00002-0

Sauer WH, Gleadall IG, Downey-Breedt N, Doubleday Z, Gillespie G, Haimovici M, Ibañez CM, 
Katugin ON, Leporati S, Lipinski M, Markaida U, Ramos JE, Rosa R, Villanueva R, Arguelles 
J, Briceño FA, Carrasco SA, Che LJ, Chen CS, Cisneros R, Conners E, Crespi-Abril A, Kulik 
VV, Drobyazin EN, Emery TJ, Fernandez-Alvarez FA, Furuya H, Gonzalez LW, Gough C, 
Krishnan P, Kumar B, Leite T, Lu CC, Mohamed KS, Nabhitabhata J, Noro K, Petchkamnerd 
J, Putra D, Rocliffe S, Sajikumar KK, Sakaguchi H, Samuel D, Sasikumar G, Wada T, Zheng 
X, Tian Y, Pang Y, Yamrungrueng A (2019) World Octopus Fisheries. Reviews in Fisheries Sci-
ence & Aquaculture 2330–8257. https://doi.org/10.1080/23308249.2019.1680603

SEMARNAT (2017) Decreto por el que se declara como área natural protegida, con el carácter 
de parque nacional, la región conocida como Revillagigedo, localizada en el Pacífico Mexi-
cano. Diario Oficial de la Federación. México. https://www.dof.gob.mx/nota_detalle.php?
codigo=5505736&fecha=27/11/2017

Simon CF, Frati F, Beckenbach AT, Crespi B, Liu H, Flook P (1994) Evolution, weighting, 
and phylogenetic utility of mitochondrial gene sequences and acompilation of conserved 
polymerase chain reaction primers. Annals of the Entomological Society of America 87(6): 
651–701. https://doi.org/10.1093/aesa/87.6.651

Spalding MD, Fox HE, Allen GR, Davidson N, Ferdaña ZA, Finlayson M, Halpern BS, Jorge 
MA, Lombana A, Lourie SA, Martin KD, McManus E, Molnar J, Recchia CA, Robertson 
J (2007) Marine Ecoregions of the World: A Bioregionalization of Coastal and Shelf Areas. 
BioScience 57(7): 573–583. https://doi.org/10.1641/B570707

Stewart JS, Hazen EL, Bograd SJ, Byrnes JE, Foley DG, Gilly WF, Robison BH, Field JC 
(2014) Combined climate- and prey-mediated range expansion of Humboldt squid (Do-
sidicusgigas), a large marine predator in the California Current System. Global Change 
Biology 20(6): 1832–1843. https://doi.org/10.1111/gcb.12502

Tavaré S (1986) Some probabilistic and statistical problems in the analysis of DNA sequences, 
in Some Mathematical Questions in Biology – DNA Sequence Analysis. U.S.A. Lectures 
on Mathematics of the life sciences, American Mathematical Society 17: 57–86. http://
www.damtp.cam.ac.uk/user/st321/CV_&_Publications_files/STpapers-pdf/T86.pdf

UNESCO (2019) UNESCO. http://www.unesco.org/new/es/mexico/press/news-and%20
articles/content/news/la_unesco_incluye_al_archipielago_de_revillagigedo_en_la_li/ [Ac-
cessed 25 July 2019]

Vecchione M, Jorgensen EM, Sakurai Y (2017) Editorial: recent advances in the knowledge 
of cephalopod biodiversity. Marine Biodiversity 47: 619–620. https://doi.org/10.1007/
s12526-017-0769-1

Verrill AE (1883) Octopus bimaculatus. Bulletin of the Museum Comparative Zoology 11(6): 
1–121.

Villanueva R, Norman MD (2008) Biology of the planktonic stages of benthic octopuses. 
Oceanography and Marine Biology; An Annual Review 46: 105–202. https://doi.
org/10.1201/9781420065756.ch4

https://doi.org/10.1016/B978-0-12-800287-2.00002-0
https://doi.org/10.1016/B978-0-12-800287-2.00002-0
https://doi.org/10.1080/23308249.2019.1680603
https://www.dof.gob.mx/nota_detalle.php?codigo=5505736&fecha=27/11/2017
https://www.dof.gob.mx/nota_detalle.php?codigo=5505736&fecha=27/11/2017
https://doi.org/10.1093/aesa/87.6.651
https://doi.org/10.1641/B570707
https://doi.org/10.1111/gcb.12502
http://www.damtp.cam.ac.uk/user/st321/CV_&_Publications_files/STpapers-pdf/T86.pdf
http://www.damtp.cam.ac.uk/user/st321/CV_&_Publications_files/STpapers-pdf/T86.pdf
http://www.unesco.org/new/es/mexico/press/news-and%20articles/content/news/la_unesco_incluye_al_archipielago_de_revillagigedo_en_la_li/
http://www.unesco.org/new/es/mexico/press/news-and%20articles/content/news/la_unesco_incluye_al_archipielago_de_revillagigedo_en_la_li/
https://doi.org/10.1007/s12526-017-0769-1
https://doi.org/10.1007/s12526-017-0769-1
https://doi.org/10.1201/9781420065756.ch4
https://doi.org/10.1201/9781420065756.ch4

	First detection of an ocellate octopus in the Revillagigedos ecoregion, a biodiversity hotspot located in the Tropical East Pacific Province
	Abstract
	Introduction
	Methods
	Results
	Diagnosis of the specimens collected in the Revillagigedo Archipelago

	Discussion
	Conclusions
	Acknowledgements
	References

