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Correction to: Nature Communications https://doi.org/10.1038/s41467-021-21207-2, published online 18 February 2021.

The original version of this article used a registered trademark name to indicate the 27 genes that comprise the ‘DecisionDx-
Melanoma’ test; which was incorrect References to the gene signature derived from these genes have been amended and are now
referred to as the ‘Gerami_27" gene signature.

In particular:

In the fourth paragraph of the Results section “Signature added incremental prognostic value when combined with conventional
clinical staging” the sentence “The published signature from Gerami et al.!? (Decision-Dx MelanomaTM; n =27 genes) was not
associated with OS in multivariate models in the AVAST-M primary melanoma dataset” has been replaced with “The published
signature from Gerami et al.'? (Gerami_27; n = 27 genes) was not associated with OS in multivariate models in the AVAST-M primary
melanoma dataset”.

In the third paragraph of the Results section “Cam_121 predicts metastasis better than both clinical covariates and published
prognostic signatures” the sentence “In order to test the performance of the published prognostic signatures from Gerami et al.
(Decision-Dx MelanomaTM; n =27 genes) and Thakur et al.” has been replaced with “In order to test the performance of the
published prognostic signatures from Gerami et al. (Gerami_27; n = 27 genes) and Thakur et al.”. In the same section in the last line
“Cam_121 vs Decision-Dx Melanoma” has been replaced with “Cam_121 vs Gerami_27".

In the first paragraph of the Discussion, the sentence “The 31-GEP assay (Decision-Dx MelanomaTM, Castle Biosciences) has been
developed in an attempt to address this clinical dilemma” has been replaced with “The 31-GEP assay (Gerami_27) has been developed
in an attempt to address this clinical dilemma”.

In the first paragraph of Methods section “Model development and selection”, the sentence “We also compared this to the predictive
power of two published prognostic signatures (LMC_150 and Decision-Dx Melanoma” has been replaced with “We also compared this
to the predictive power of two published prognostic signatures (LMC_150 and Gerami_27’ in an independent analysis”.

In Fig. 3e, Decision-Dx’ has been replaced with: ‘Gerami_27" and in the associated legend: the sentence “Decision-Dx Melanoma:
Decision-Dx MelanomaTM, LMC_150: Leeds Melanoma Cohort 150 gene signature” has been replaced with “Gerami_27, LMC_150:
Leeds Melanoma Cohort 150 gene signature”.

The original reference 12 “Gerami, P. et al. Gene expression profiling for molecular staging of cutaneous melanoma in patients
undergoing sentinel lymph node biopsy. ] Am Acad Dermatol 72, 780-5.e3 (2015)” has been replaced with “Gerami, P. et al
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AUTHOR CORRECTION

Development of a prognostic genetic signature to predict the metastatic risk associated with cutaneous melanoma. Clin Cancer Res 21,
175-183 (2015).

In Supplementary Fig. 6a the x-axis label ‘Decision-Dx’ has been replaced with ‘Gerami_27".

The title of Supplementary Fig. 6a has been updated to read ‘Forest plot of univariate and multivariate survival analysis for the two
previously published signatures (Gerami_27 and LMC_150). In the legend to Supplementary Figure 6a the sentence that previously
read ‘Forest plot indicating the hazard ratio (HR) estimates (dots at the centre of error bars), corresponding to 95% confidence
intervals of the HR estimates (horizontal error bars) and two-sided Wald t-test p-values related to the signature parameter when
considering the signature definitions of a) Gerami and b) LMC_150 when predicting overall survival (green) and progression free
survival (orange) by means of Cox proportional hazard models when controlling for different (sets of) clinical variables (y-axes)” has
been updated to read ‘Forest plot indicating the hazard ratio (HR) estimates (dots at the centre of error bars), corresponding to 95%
confidence intervals of the HR estimates (horizontal error bars) and two-sided Wald t-test p-values related to the signature parameter
when considering the signature definitions of a) Gerami_27 and b) LMC_150 when predicting overall survival (green) and progression
free survival (orange) by means of Cox proportional hazard models when controlling for different (sets of) clinical variables (y-axes).

In row 4 of Supplementary Tables 2¢ ‘Decision-Dx’ has been replaced with ‘Gerami_27".

In addition, the original Supplementary Fig. 3a and Supplementary Fig. 15 (top) contained a typographical error and ‘no distant
recurrence, 89’ has been replaced with ‘no distant recurrence, 105’.

The text and the main figures have been corrected in both the PDF and HTML versions of the Article. The HTML has been updated to
include a corrected version of the Supplementary Information.
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Additional information
Supplementary information The online version contains supplementary material available at https://doi.org/10.1038/s41467-022-30365-w.
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