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CORRECTION

Correction to: A multi‑step genomic approach prioritized TBKBP1 gene 
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Correction to:  Journal of Neurology  
https:// doi. org/ 10. 1007/ s00415- 022- 11109-8

The original version of this article unfortunately contained 
a mistake. The table 2 caption should read as

Table 2 Association results in the replication sam-
ple. For each SNP, the association data in the replication 
cohort and results from the meta-analyses between discovery 

The original article can be found online at https:// doi. org/ 10. 1007/ 
s00415- 022- 11109-8.
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and replication cohorts (including and not including the 
NonIT-EUR cohort) are reported. Results for the genome-
wide Italian approach are reported in the upper panel (A), 
while results for the approaches including the NonIT-EUR 
are reported in panel B (discovery sample derived from 
 ITAGWAS alone) and C (SNPs identified through the meta-
analysis between  ITAGWAS and  ITAiChip). A1: reference allele 
(the same as defined in table 1); OR: odds ratio; L95: lower-
bound of 95%-confidence interval; U95: upper bound of 
95%-confidence interval; P: P-value of association;  I2: het-
erogeneity index. The SNPs with an association beyond the 
multiple testing correction (Bonferroni threshold of P-value: 
1.7 ×  10–3, 3.6 ×  10–3, 6.25 ×  10–3 respectively for A, B and 
C) are highlighted in bold. No significant association was 
found in the replication cohort for SNPs selected through 
the Italian genome-wide approach.

The original article has been corrected.

Open Access This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 
as you give appropriate credit to the original author(s) and the source, 
provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article's Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article's Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

http://creativecommons.org/licenses/by/4.0/

	Correction to: A multi-step genomic approach prioritized TBKBP1 gene as relevant for multiple sclerosis susceptibility
	Correction to: Journal of Neurology https:doi.org10.1007s00415-022-11109-8




