
Camel Horse Cattle Sheep  Goat   Hedgehog Rabbit Hamster Rat    Mouse  Monkey Human  

81.780.180.580.880.868.272.674.876.377.393.4Human  

81.779.180.581.181.46770.773.875.775.196.3Monkey 
72.774.87474.274.566.771.486.389.482.984.4Mouse  

74.274.874.874.874.56671.48692.882.283.5Rat    

74.874.874.574.874.56769.992.891.381.981.9Hamster 

70.372.471.271.571.866.781.382.681.680.982.2Rabbit 

68.57167.667.667.678.178.777.577.878.479.9Hedgehog 

83.580.19598.477.58282.382.683.588.288.5Goat   

83.980.195.798.877.88282.382.683.587.387.6Sheep  

84.879.297.296.977.88283.283.583.987.687.3Cattle 

79.586.687.387.680.981.984.183.583.886.987.5Horse 
87.991.690.790.778.182.383.583.583.287.688.8Camel 
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Supplementary information, Fig. S1. Sequence alignment of LBD of LDLR across different species. a, Sequence alignment of LBD of human LDLR (Homo sapiens, NP_000518.1) to its orthologues from monkey (Macaca mulatta, 
XP_014978386.2 ),  mouse (Mus musculus, NP_034830.2 ), rat (Rattus norvegicus, NP_786938.2 ), hamster (Mesocricetus auratus, XP_005078593.1 ), rabbit (Oryctolagus cuniculus, NP_001265794.1), hedgehog (Erinaceus 
europaeus, XP_060037767.1 ), goat (Capra hircus, XP_005682432.1 ), sheep (Ovis aries, XP_004008580.2 ), cattle (Bos taurus, NP_001160002.1 ), horse (Equus caballus, XP_005611994.2 ) and camel (Camelus dromedarius, 
XP_010976615.1 ) using ESPript 3. Red and yellow boxes indicate conserved and similar residues between orthologues, respectively. The LDL-receptor class A repeats are indicated below the sequence. b, The identity (green) and 
similarity (yellow) matrix of LBD of LDLR across species. The matrix was generated using MatGat 2.01. 


