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Correction to: Genome wide effects of oleic
acid on cultured bovine granulosa cells:
evidence for the activation of pathways
favoring folliculo-luteal transition
Vengala Rao Yenuganti1*, Dirk Koczan2 and Jens Vanselow3*

Correction to: BMC Genomics 22, 486 (2021)
https://doi.org/10.1186/s12864-021-07817-6

Following publication of the original article [1], it was
reported that affiliations 1 and 3 were erroneously re-
versed. The affiliations have been correctly assigned for
Vengala Rao Yenuganti and Jens Vanselow in this Cor-
rection article and the original article has been updated.
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