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Corrigendum

Correction to article ‘G-quadruplex–R-loop
interactions and the mechanism of anticancer
G-quadruplex binders’

Giulia Miglietta†, Marco Russo† and Giovanni Capranico *

Department of Pharmacy and Biotechnology, Alma Mater Studiorum University of Bologna, via Selmi 3, 40126
Bologna, Italy

The authors wish to correct Figure 3 in their article (1). In Figure 3A, the central double arrow has been inverted. The
correct figure is shown below.

This change does not affect the results, discussion and conclusions presented in the article. The published article has been
updated.

REFERENCES

1. Miglietta,G., Russo,M. and Capranico,G. (2020) G-quadruplex–R-loop interactions and the mechanism of anticancer G-quadruplex binders,
Nucleic Acids Res., 48, 11942–11957.

27. Chambers,V.S., Marsico,G., Boutell,J.M., Di Antonio,M., Smith,G.P. and Balasubramanian,S. (2015) High-throughput sequencing of DNA
G-quadruplex structures in the human genome. Nat. Biotechnol., 33, 877–881.

71. De Magis,A., Manzo,S.G., Russo,M., Marinello,J., Morigi,R., Sordet,O. and Capranico,G. (2019) DNA damage and genome instability by
G-quadruplex ligands are mediated by R loops in human cancer cells. Proc. Natl. Acad. Sci. USA, 116, 816–825.

*To whom correspondence should be addressed. Tel: +39 0512091209; Email: giovanni.capranico@unibo.it
†The authors wish it to be known that, in their opinion, the first two authors should be regarded as Joint First Authors.

C© The Author(s) 2021. Published by Oxford University Press on behalf of Nucleic Acids Research.
This is an Open Access article distributed under the terms of the Creative Commons Attribution License (http://creativecommons.org/licenses/by/4.0/), which
permits unrestricted reuse, distribution, and reproduction in any medium, provided the original work is properly cited.

http://orcid.org/0000-0002-8708-6454


Nucleic Acids Research, 2021, Vol. 49, No. 10 6001

A

B

Figure 3. (A) Molecular model of the interplay among G4, R-loop, DNA supercoiling and protein factors. Top, main factors that contribute to prevent or
promote R loop formation. Below, G4s and factors binding single-strand DNA can stabilize the displaced strand of R-loops. DNA and RNA are shown
in green and red, respectively. (B) Genomic maps of G4-binder-induced R-loops and PQS established experimentally with a polymerase-stop assay (27)
at the RRN3P3 gene locus. The graphs show normalized genomic R-loop profiles for control (blue line) and FG-treated (red line) U2OS cells (71) and
oriented PQS (light blue boxes with white arrow).


