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Supplementary Table 1 Virulence genes and primers used for gRT-PCR

Gene Sequence of primer (5°-3”) References

hla-F AATGAATCCTGTCGCTAATGCCGC (Xiong et al. 2006)
hla-R CTGAAGGCCAGGCTAAACCACTTT

coa-F AGGTCTTGAAGGTAGCTCAT (Blickwede et al. 2005)
coa-R GTTGTATTCACGGATACCTGTA

cIfA-F TGCTGCACCTAAAACAGACG (Kim et al. 2017)
cIfA-R TGTGTCGTTTCCTGTTGTGC

clfB-F TTGCCGCCATAAAAGTATTA (Blickwede et al. 2005)
clfB-R TCACCACAAACAATTTCCAA

fnbA-F ACAAGTTGAAGTGGCACAGCC (Blickwede et al. 2005)
fnbA-R CCGCTACATCTGCTGATCTTGTC

fnbB-F CGTTATTTGTAGTTGTTTGTGTT (Blickwede et al. 2005)
fnbB-R TGGAATGGGACAAGAAAAAGAA

spa-F GCGCAACACGATFGAAGCTCAACAA (Blickwede et al. 2005)
spa-R ACGTTAGCACTTTGGCTTGGATCA

sasG-F  GGTTTTCAGGTCCTTTTGGAT (Blickwede et al. 2005)
sasG-R CTGGTGAAGAGCGAGTGAAA

sdrD-F AGTACACAGTGGGAACAGCATC (Blickwede et al. 2005)
sdrD-R TCTGCAGCCTTTGCTTCTTGGTTC

atlA-F TGTCGAAGTATTTGCCGACTTCGC (Bose et al. 2012)
atlA-R TGGAATCCTGCACATCCAGGAAC



icaA-F
icaA-R
icaD-F
icaD-R
RNAIII-F
RNAIII-R
agrA-F
agrA-R
saeS-F
saeS-R
sarA-F
sarA-R
sigB-F
sigB-R
rot-F
rot-R
16S
rRNA-F
16S

rRNA-R

AACAGAGGTAAAGCCAACGCACTC

CGATAGTATCTGCATCCAAGCAC

ATGGTCAAGCCCAGACAGAG

AGTATTTTCAATGTTTAAAGCAA

TAATTAAGGAAGGAGTGATTTCAATG

TTTTTAGTGAATTTGTTCACTGTGTC

TGATAATCCTTATGAGGTGCTT

CACTGTGACTCGTAACGAAAA

ATCCGAACAACAAGAAAAAACAG

TGATTATACCATCACGTAGTCCTTCA

CCTCGCAACTGATAATCCTTATG

ACGAATTTCACTGCCTAATTTGA

TCAGCGGTTAGTTCATCGCTCACT

GTCCTTTGAACGGAAGTTTGAAGCC

AAGAGCGTCCTGTTGACGAT

TTTGCATTGCTGTTGCTCTA

CGTGCTACAATGGACAATACAAA

ATCTACGATTACTAGCGATTCCA

(Wang et al. 2010)

(Wang et al. 2010)

(Boisset et al. 2007)

(Boisset et al. 2007)

(Shang et al. 2009)

(Andrey et al. 2010)

(Tran and Bonilla 2021)

(Jefferson et al. 2004)

(Zhou et al. 2022)

gRT-PCR, quantitative real-time polymerase chain reaction
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Supplementary Table 2. The differential folds and P values of the expression of various genes influenced by grade concentrations of iclaprim in strains of MW2, N315 and ATCC 25923

Gene MW?2+no antibiotic MW2+1/16 MIC iclaprim MW2+1/32 MIC iclaprim
Mean Std Deviation Mean | Std Deviation | Fold Change | p value Mean Std Deviation | Fold Change| p value
hla | 1.000 017 179 0.07 0.56 0.001 8.56 139 8.56 0.001
Exoenzyme genes —- =11 600 0.11 0.91 0.18 0.91 043 12 0.21 12 0.56
cIfA | 1.000 0.2 258 0.39 258 0.007 553 118 553 0.004
cIf8 | 1.000 0.15 2.94 0.24 294 0.001 1.4 0.48 1.04 0.016
fibA | 1.000 0.22 282 057 282 0.003 353 112 353 0.006
fibB | 1.000 0.09 254 0.71 254 0.014 3.82 121 382 0.004
. spa | 1.000 0.11 1.04 0.08 1.04 0.37 1.16 0.24 1.16 0.28
Adhesion genes = =T 1.000 021 1.49 0.08 149 0.03 248 0.36 248 0.003
sdrD | 1.000 0.15 1.86 0.22 1.86 0.005 359 0.88 359 0.002
altA | 1.000 0.22 172 0.31 172 0.024 3.48 0.86 348 0.003
icaA | 1.000 0.08 1.79 0.18 1.79 0.01 6.62 0.93 6.62 0.011
icaD | 1.000 0.07 163 02 163 0.006 3.86 0.41 3.86 0.001
RNAIIT| 1.000 0.21 152 0.05 0.66 0.021 2.06 0.06 0.49 0.003
agrA | 1.000 0.2 419 0.72 419 0.002 593 0.37 593 ~0.001
saeS | 1.000 0.22 3.33 0.46 333 0.001 8.48 143 8.48 =0.001
Regulator genes - a1 1.000 0.14 174 027 1.74 0.015 751 0.96 751 =<0.001
sigB | 1.000 0.13 4.47 0.37 447 =0.001 33 0.19 3.3 =0.001
rot | 1.000 0.22 354 0.72 354 0.003 23 0.21 23 0.02
Gene N315+no antibiotic N315+1/16 MIC iclaprim N315+1/32 MIC iclaprim
Mean Std Deviation Mean [ Std Deviation | Fold Change| p value Mean Std Deviation | Fold Change| p value
hla | 1.000 023 3 0.83 3 0.009 6.62 0.71 6.62 0.01
Exoenzyme genes —- 1000 0.2 1.89 0.18 1.89 0.002 1.86 0.21 1.86 0.004
cIfA | 1.000 0.31 152 0.11 0.66 0.02 0.9 013 0.9 0314
cIf8 | 1.000 0.19 217 033 217 0.003 2.07 017 207 0.01
fibA | 1.000 0.22 158 0.16 0.63 0.011 6.26 181 6.26 0.002
fibB | 1.000 0.16 152 0.14 0.66 0.017 6.26 1.92 6.26 0.006
. spa | 1.000 0.19 315 0.67 315 0.003 241 0.49 241 0.005
Adhesion genes = 5T 1.000 0.15 3.76 052 3.76 =0.001 27 0.47 27 0.002
sdrD | 1.000 0.22 167 021 167 0.012 2.35 052 235 0.008
altA | 1.000 0.21 267 051 267 0.003 651 1.05 6.51 ~0.001
icaA | 1.000 0.22 1.79 0.14 1.79 0.157 6.26 0.82 6.26 0.004
icaD | 1.000 017 257 0.22 257 =0.001 346 0.84 3.46 0.004
RNAIIT| 1.000 0.08 2.73 05 273 0.004 164 0.22 0.61 0.012
agrA | 1.000 0.15 383 0.44 383 0.01 554 0.75 554 =0.001
saeS | 1.000 0.09 3.89 0.61 3.89 0.001 9.62 137 9.62 =0.001
Regulator genes A T 1.000 013 2.04 0.22 2.04 0.014 6.28 0.98 6.28 0.012
sigB | 1.000 0.1 181 013 055 0.002 6.34 1.29 6.34 0.021
rot | 1.000 0.11 391 0.46 391 0.008 7.48 1.04 7.48 =0.001




Gene

ATCC25923+n0 antibiotic

ATCC25923+1/16 MIC iclaprim

ATCC25923+1/32 MIC iclaprim

Mean Std Deviation Mean [ Std Deviation | Fold Change| p value Mean Std Deviation | Fold Change| p value
hla | 1.000 02 152 0.18 0.66 0.04 3.23 051 323 0.01
Exoenzyme genes — - —1.000 0.18 253 0.27 253 0.001 2.78 0.22 278 0.009
cIfA | 1.000 0.31 4.04 0.63 4.04 0.001 9.42 116 9.42 0.001
cIfB | 1.000 0.21 1.86 0.28 1.86 0.04 418 0.51 418 0.001
fibA | 1.000 02 222 011 0.45 0.004 203 01 0.49 0.005
fibB | 1.000 0.24 1.85 0.09 1.85 0.003 1.56 0.11 156 0.008
Adhesion genes | _SP&_| 1000 0.2 11 021 11 0.623 0.92 0.2 0.92 0.144
sasG | 1.000 0.11 262 0.61 262 0.03 423 0.54 423 0.001
sdrD | 1.000 0.14 1.76 013 1.76 0.005 2.04 0.48 2.04 0.023
altA | 1.000 0.21 137 0.08 0.73 0.043 156 0.14 0.64 0.021
icaA | 1.000 0.18 111 0.2 111 0.241 122 0.18 1.22 0.082
icaD | 1.000 0.15 113 0.19 113 0.133 1.06 0.21 1.06 0.18
RNAIT | 1.000 0.15 2.86 0.77 2.86 0.008 3.65 052 3.65 ~0.001
agrA | 1.000 024 551 0.82 551 0.001 6.32 0.84 6.32 =0.001
saeS | 1.000 0.2 2.92 0.31 2.92 0.003 291 0.94 291 0.21
Regulator genes A T 1.000 011 277 0.82 277 0.013 313 0.32 313 ~0.001
sigB | 1.000 0.14 162 017 0.62 0.008 135 0.16 0.74 0.014
rot | 1.000 017 .94 0.18 0.34 0.03 217 0.18 0.46 0.02




Figure S1 Calibration Curve-Hla and SPA
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a Hla; b SpA. Hla, a-hemolysin; SpA, staphylococcal protein A
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