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Fig. S1. Geographic distribution of deep-sea hydrothermal vent sampling locations. The number of samples collected in each region is
shown with n values.
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Fig. S4. NMDS plot showing the taxonomic diversity of Brothers volcano MAGs, based on normalized relative abundance. Clustering
patterns show a high degree of similarity to NMDS plot clustering previously reported in Reysenbach et al., 2020.
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Fig. S5. Anvi’o plot showing the cluster of scaffolds (blue) predominantly corresponding to the Nanoarchaeota in
M10_maxbin2_scaf2bin.065. Analysis with CAT revealed three additional contaminating scaffolds which were removed, bringing the
final scaffold count to 149, with an estimated 47% completion by CheckM. Scaffold clusters that were removed (pink; 972 scaffolds)
were largely assigned to taxonomic groups outside the Nanoarchaeota by CAT and had a low number of marker genes, as estimated by
CheckM (6.99% completion, 0.29% contamination).



Fig. S6. Predicted cell metabolism diagrams for the putative new phyla (A) JALSQH01 (3 MAGs) and
(B) JALWCF01 (13 MAGs). Functions (F) and modules (M) were identified using METABOLIC (Table
S5). Solid lines indicate the presence of a module or function, while dashed lines and a “p” in
parentheses indicate that a module or function was only present sporadically (<50% of MAGs).
Modules and functions not identified in any MAGs are shown with dashed lines and gray labels.
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GB_GCA_001779595.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA918;s__UBA918 sp001779595
GB_GCA_001783525.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA918;s__UBA918 sp001783525

GB_GCA_001781205.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__HO2-49-34;s__HO2-49-34 sp001781205
GB_GCA_001783515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__HO2-49-34;s__HO2-49-34 sp001783515

GB_GCA_002773395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-47-16;s__1-14-0-10-47-16 sp002773395
GB_GCA_000998045.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA12088;s__UBA12088 sp000998045
GB_GCA_000998805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA12088;s__UBA12088 sp000998805
GB_GCA_003252295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA12088;s__UBA12088 sp003252295
GB_GCA_007116405.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA12088;s__UBA12088 sp007116405
GB_GCA_003561715.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__CSSED11-315;s__CSSED11-315 sp003561715
S141_metabat2_scaf2bin.237

GB_GCA_003694545.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__J119;s__J119 sp003694545
S141_metabat1_scaf2bin.012

GB_GCA_013815345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp013815345
GB_GCA_903994795.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp903994795
GB_GCA_001189195.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001189195
GB_GCA_001189215.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001189215
GB_GCA_001189075.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001189075
GB_GCA_002441425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp002441425
GB_GCA_001189095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001189095
GB_GCA_003229135.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp003229135
GB_GCA_011322135.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp011322135
GB_GCA_011052355.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp011052355

131-447_metabat1_scaf2bin.058
GB_GCA_002255585.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp002255585
GB_GCA_001004905.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001004905
GB_GCA_001783465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001783465
GB_GCA_002793115.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp002793115
GB_GCA_001781715.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001781715
GB_GCA_001781915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001781915
GB_GCA_903825105.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp903825105

GB_GCA_002429325.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp002429325
GB_GCA_002773355.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp002773355
GB_GCA_900299275.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp900299275
GB_GCA_001781095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001781095
GB_GCA_003230945.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp003230945
GB_GCA_001781625.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__C7867-001;s__C7867-001 sp001781625

GB_GCA_002331145.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2103;s__UBA2103 sp002331145
GB_GCA_002376865.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2103;s__UBA2103 sp002376865
GB_GCA_004322365.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-45-20;s__1-14-0-10-45-20 sp004322365
GB_GCA_007378985.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-45-20;s__1-14-0-10-45-20 sp007378985
GB_GCA_004296925.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-45-20;s__1-14-0-10-45-20 sp004296925

GB_GCA_011331835.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-45-20;s__1-14-0-10-45-20 sp011331835
GB_GCA_002773335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-45-20;s__1-14-0-10-45-20 sp002773335

GB_GCA_001775445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp001775445
GB_GCA_009691465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp009691465
GB_GCA_903915735.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903915735
GB_GCA_903824155.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903824155
GB_GCA_001775485.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp001775485
GB_GCA_001004665.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp001004665

GB_GCA_007375995.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp007375995
GB_GCA_001775475.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp001775475

GB_GCA_014379165.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp014379165
GB_GCA_903819895.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903819895
GB_GCA_903878285.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903878285
GB_GCA_903851045.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903851045
GB_GCA_903884345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903884345
GB_GCA_903840375.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903840375
GB_GCA_001773575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp001773575
GB_GCA_903900775.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp903900775
GB_GCA_003135635.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__GWA1-54-10;s__GWA1-54-10 sp003135635

GB_GCA_005239955.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__SBAW01;s__SBAW01 sp005239955
GB_GCA_001781435.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__2-01-FULL-51-21;s__2-01-FULL-51-21 sp001781435

GB_GCA_001781105.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781105
GB_GCA_001781125.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781125
GB_GCA_001781175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781175
GB_GCA_001781275.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781275
GB_GCA_007375785.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp007375785
GB_GCA_903881205.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp903881205
GB_GCA_001781335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781335
GB_GCA_001004345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001004345
GB_GCA_903858755.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp903858755
GB_GCA_003164215.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp003164215
GB_GCA_903854215.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp903854215
GB_GCA_003599175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp003599175
GB_GCA_001781445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781445
GB_GCA_001783355.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001783355
GB_GCA_001781685.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781685
GB_GCA_003545515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp003545515
GB_GCA_003599295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp003599295
GB_GCA_903824595.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp903824595
GB_GCA_001781465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781465
GB_GCA_001781555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001781555
GB_GCA_001004265.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001004265
GB_GCA_001783335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp001783335
GB_GCA_002773285.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp002773285
GB_GCA_007376385.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp007376385
GB_GCA_009924895.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA10103;s__UBA10103 sp009924895
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S141_metabat2_scaf2bin.095
GB_GCA_002331185.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2100;s__UBA2100 sp002331185
GB_GCA_002401925.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2100;s__UBA2100 sp002401925
GB_GCA_002378745.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2100;s__UBA2100 sp002378745
GB_GCA_002331495.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2100;s__UBA2100 sp002331495
GB_GCA_002376945.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2100;s__UBA2100 sp002376945
GB_GCA_002401495.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2100;s__UBA2100 sp002401495
M2_metabat2_scaf2bin.206

GB_GCA_002687905.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA6534;s__UBA6534 sp002687905
GB_GCA_002778575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__1-14-0-10-49-17;s__1-14-0-10-49-17 sp002778575
GB_GCA_013204405.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__JABMNX01;s__JABMNX01 sp013204405
GB_GCA_001774455.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2163;s__UBA2163 sp001774455
GB_GCA_002778715.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2163;s__UBA2163 sp002778715
GB_GCA_002327585.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2163;g__UBA2163;s__UBA2163 sp002327585
GB_GCA_002724975.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__GCA-002724975;g__GCA-002724975;s__GCA-002724975 sp002724975
GB_GCA_002771565.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__GCA-002724975;g__GCA-002724975;s__GCA-002724975 sp002771565

GB_GCA_002401445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__GCA-2401445;g__GCA-2401445;s__GCA-2401445 sp002401445
GB_GCA_007376725.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__VMGT01;g__VMGT01;s__VMGT01 sp007376725

A3_metabat2_scaf2bin.333
S145_metabat2_scaf2bin.004

GB_GCA_002747955.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__GCA-2747955;g__GCA-2747955;s__GCA-2747955 sp002747955
GB_GCA_014237915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__GCA-2747955;g__JABACC01;s__JABACC01 sp014237915

GB_GCA_014238395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__JABAAK01;g__JABAAK01;s__JABAAK01 sp014238395
GB_GCA_014238475.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__JABAAK01;g__JABAAK01;s__JABAAK01 sp014238475
GB_GCA_014238775.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__JABAAK01;g__JABAAK01;s__JABAAK01 sp014238775

GB_GCA_003022255.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__SW-6-46-9;g__SW-6-46-9;s__SW-6-46-9 sp003022255
GB_GCA_007125155.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__CSBR16-193;g__SKVL01;s__SKVL01 sp007125155
GB_GCA_007129455.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__CSBR16-193;g__SKVL01;s__SKVL01 sp007129455
GB_GCA_007117035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__CSBR16-193;g__CSBR16-193;s__CSBR16-193 sp007117035
GB_GCA_002771585.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__21-14-all-36-13;g__21-14-all-36-13;s__21-14-all-36-13 sp002771585

GB_GCA_007376805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__21-14-all-36-13;g__VMGX01;s__VMGX01 sp007376805
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GB_GCA_001786805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786805
GB_GCA_001786365.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786365
GB_GCA_903904195.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903904195
GB_GCA_000990145.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp000990145
GB_GCA_001786765.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786765
GB_GCA_001785445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001785445
GB_GCA_001785675.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001785675
GB_GCA_001787035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001787035
GB_GCA_001786745.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786745
GB_GCA_001787005.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001787005
GB_GCA_000994705.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp000994705
GB_GCA_001787205.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001787205
GB_GCA_001000035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001000035
GB_GCA_000999465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp000999465
GB_GCA_001786955.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786955
GB_GCA_003157195.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp003157195
GB_GCA_903894955.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903894955
GB_GCA_001785355.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001785355
GB_GCA_001785615.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001785615
GB_GCA_001787125.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001787125
GB_GCA_001786015.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786015

GB_GCA_001785805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001785805
GB_GCA_001786225.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786225
GB_GCA_000991415.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp000991415
GB_GCA_001785515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001785515
GB_GCA_002788475.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp002788475
GB_GCA_903838985.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903838985
GB_GCA_000989515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp000989515
GB_GCA_002792755.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp002792755
GB_GCA_903895055.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903895055
GB_GCA_903907175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903907175
GB_GCA_903869825.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903869825
GB_GCA_903825255.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903825255
GB_GCA_903888625.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp903888625

GB_GCA_001786835.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp001786835
GB_GCA_000993955.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA9973;s__UBA9973 sp000993955

GB_GCA_903821415.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903821415
GB_GCA_903862375.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903862375
GB_GCA_903825265.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903825265
GB_GCA_903929735.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903929735
GB_GCA_903854645.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903854645
GB_GCA_903891365.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903891365
GB_GCA_000990325.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp000990325
GB_GCA_000991405.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp000991405
GB_GCA_003155695.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp003155695
GB_GCA_903834665.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp903834665
GB_GCA_000505065.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA8515;s__UBA8515 sp000505065

GB_GCA_001785575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__MFUC01;s__MFUC01 sp001785575
GB_GCA_903869875.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__MFUC01;s__MFUC01 sp903869875
GB_GCA_001786995.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__2-01-FULL-33-17;s__2-01-FULL-33-17 sp001786995

GB_GCA_002413705.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA4124;s__UBA4124 sp002413705
GB_GCA_903862255.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__UBA4124;s__UBA4124 sp903862255
GB_GCA_903869975.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__CAITQP01;s__CAITQP01 sp903869975
GB_GCA_903894565.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__CAITQP01;s__CAITQP01 sp903894565

GB_GCA_903892035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__CAITGV01;s__CAITGV01 sp903892035
GB_GCA_001785965.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__2-01-FULL-42-20;s__2-01-FULL-42-20 sp001785965

GB_GCA_001786095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__O2-02-FULL-42-17;s__O2-02-FULL-42-17 sp001786095
GB_GCA_001786825.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973;g__MFTL01;s__MFTL01 sp001786825

GB_GCA_001785735.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973_B;g__MFUP01;s__MFUP01 sp001785735
GB_GCA_002401345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9973_A;g__GCA-2401345;s__GCA-2401345 sp002401345

A3_metabat1_scaf2bin.109
M10_metabat1_scaf2bin.091
A1_metabat2_scaf2bin.063
S143_metabat2_scaf2bin.050

T11_maxbin2_scaf2bin.219
GB_GCA_002698305.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1006;g__UBA1006;s__UBA1006 sp002698305
GB_GCA_903873095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1006;g__CAIXMG01;s__CAIXMG01 sp903873095
GB_GCA_903920485.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1006;g__CAIXMG01;s__CAIXMG01 sp903920485
GB_GCA_001785725.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1006;g__01-FULL-36-10b;s__01-FULL-36-10b sp001785725
GB_GCA_007117675.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__CSBR16-119;g__CSBR16-119;s__CSBR16-119 sp007117675
GB_GCA_003518045.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA5272;g__UBA11704;s__UBA11704 sp003518045
GB_GCA_903834855.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA5272;g__UBA11704;s__UBA11704 sp903834855
GB_GCA_903875555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA5272;g__UBA11704;s__UBA11704 sp903875555
GB_GCA_002408565.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA5272;g__UBA5272;s__UBA5272 sp002408565

GB_GCA_003483855.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp003483855
GB_GCA_002771015.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp002771015
GB_GCA_003489395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp003489395
GB_GCA_001823535.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp001823535
GB_GCA_000998425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp000998425
GB_GCA_001871765.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp001871765
GB_GCA_001823575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp001823575
GB_GCA_001825115.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp001825115
GB_GCA_001823545.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp001823545

GB_GCA_000996605.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1550;s__UBA1550 sp000996605
GB_GCA_001823505.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__2-01-FULL-51-10;s__2-01-FULL-51-10 sp001823505
GB_GCA_001823605.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__2-01-FULL-51-10;s__2-01-FULL-51-10 sp001823605
GB_GCA_002788135.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA1539;g__UBA1539;s__UBA1539 sp002788135
GB_GCA_007375595.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__VMEP01;g__VMEP01;s__VMEP01 sp007375595
GB_GCA_903824855.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__CAĲYI01;g__CAĲYI01;s__CAĲYI01 sp903824855

GB_GCA_000999395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA6899;g__UBA6899;s__UBA6899 sp000999395
GB_GCA_001821395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA6899;g__UBA6899;s__UBA6899 sp001821395
GB_GCA_002429425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA6899;g__UBA6899;s__UBA6899 sp002429425
GB_GCA_001819095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA6899;g__UBA6899;s__UBA6899 sp001819095
GB_GCA_001821435.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA6899;g__UBA6899;s__UBA6899 sp001821435

GB_GCA_002451235.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA6899;g__UBA6899;s__UBA6899 sp002451235
GB_GCA_013334825.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__JACNGX01;g__JACNGX01;s__JACNGX01 sp013334825
GB_GCA_014383885.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__JACNGX01;g__JACNGX01;s__JACNGX01 sp014383885

GB_GCA_002327685.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA2135;g__UBA2135;s__UBA2135 sp002327685
GB_GCA_002771515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__21-14-all-47-15;g__21-14-all-47-15;s__21-14-all-47-15 sp002771515
GB_GCA_903825615.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__CAIPHT01;s__CAIPHT01 sp903825615
GB_GCA_903864935.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__CAIPHT01;s__CAIPHT01 sp903864935
GB_GCA_903878275.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__CAIRHC01;s__CAIRHC01 sp903878275
GB_GCA_001823055.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__XYB1-FULL-42-16;s__XYB1-FULL-42-16 sp001823055
GB_GCA_002772495.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__21-14-all-37-9;s__21-14-all-37-9 sp002772495
GB_GCA_001823065.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__XYD1-FULL-44-32;s__XYD1-FULL-44-32 sp001823065
GB_GCA_001824825.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__XYD1-FULL-46-19;s__XYD1-FULL-46-19 sp001824825
GB_GCA_011049365.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__XYD1-FULL-46-19;g__DSBD01;s__DSBD01 sp011049365

GB_GCA_001823095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA9988;g__UBA9988;s__UBA9988 sp001823095
GB_GCA_002376885.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA3531;g__UBA3531;s__UBA3531 sp002376885
GB_GCA_002774795.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA12445;g__1-14-0-10-51-16;s__1-14-0-10-51-16 sp002774795

GB_GCA_003504275.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983_A;f__UBA12445;g__UBA12445;s__UBA12445 sp003504275
GB_GCA_002772825.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__GCA-002772825;g__GCA-002772825;s__GCA-002772825 sp002772825
GB_GCA_003599625.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__UBA9983;g__SURF-57;s__SURF-57 sp003599625
GB_GCA_013360865.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__UBA9983;g__SURF-57;s__SURF-57 sp013360865
GB_GCA_000996035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__UBA9983;g__UBA9983;s__UBA9983 sp000996035
GB_GCA_011373805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__UBA9983;g__DRWB01;s__DRWB01 sp011373805
128-326_maxbin2_scaf2bin.037
GB_GCA_003231675.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__UBA9983;g__SZUA-82;s__SZUA-82 sp003231675
GB_GCA_013152035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__UBA9983;g__SZUA-82;s__SZUA-82 sp013152035
GB_GCA_002774055.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__Tagabacteraceae;g__GCA-002793575;s__GCA-002793575 sp002774055

GB_GCA_002792165.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9983;f__Tagabacteraceae;g__GCA-002779875;s__GCA-002779875 sp002792165
GB_GCA_001778635.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__WO2-41-13;f__2-01-FULL-45-33;g__GWA1-44-25;s__GWA1-44-25 sp001778635
GB_GCA_001780725.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__WO2-41-13;f__2-01-FULL-45-33;g__GWA1-44-25;s__GWA1-44-25 sp001780725
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GB_GCA_001794055.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-41-26;s__2-01-FULL-41-26 sp001794055
GB_GCA_001794125.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-41-26;s__2-01-FULL-41-26 sp001794125
GB_GCA_001794015.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-39-28;s__2-01-FULL-39-28 sp001794015
GB_GCA_001794635.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-39-28;s__2-01-FULL-39-28 sp001794635
GB_GCA_001795735.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-39-28;s__2-01-FULL-39-28 sp001795735
GB_GCA_001794215.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__GWA2-44-9;s__GWA2-44-9 sp001794215
GB_GCA_001794435.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-43-22;s__2-01-FULL-43-22 sp001794435
GB_GCA_001795615.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-01-FULL-43-22;s__2-01-FULL-43-22 sp001795615
GB_GCA_001795795.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__GWA2-44-9;g__2-02-FULL-46-19;s__2-02-FULL-46-19 sp001795795
GB_GCA_001794195.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__IGHO2-01-FULL-4-A;g__2-01-FULL-44-17;s__2-01-FULL-44-17 sp001794195
GB_GCA_903897805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__IGHO2-01-FULL-4-A;g__CAIUCV01;s__CAIUCV01 sp903897805

GB_GCA_007376485.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__IGHO2-01-FULL-4-A;g__VMGJ01;s__VMGJ01 sp007376485
GB_GCA_002794035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__IGHO2-01-FULL-4-A;g__1-14-0-10-36-16;s__1-14-0-10-36-16 sp002794035
GB_GCA_001794605.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__IGHO2-12-FULL-4;g__12-FULL-45-19b;s__12-FULL-45-19b sp001794605
GB_GCA_002771135.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__IGHO2-12-FULL-4;g__1-14-0-10-46-23;s__1-14-0-10-46-23 sp002771135

GB_GCA_001824375.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__2-02-FULL-40-12;g__2-02-FULL-40-12;s__2-02-FULL-40-12 sp001824375
GB_GCA_007376425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-02-FULL-40-12;f__2-02-FULL-40-12;g__2-02-FULL-40-12;s__2-02-FULL-40-12 sp007376425
GB_GCA_003599335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__SURF-38;f__SURF-38;g__SURF-38;s__SURF-38 sp003599335
S012_metabat2_scaf2bin.103
S141_metabat1_scaf2bin.007
GB_GCA_003056085.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__GWC2-36-17;f__M10-OD1-4;g__M10-OD1-4;s__M10-OD1-4 sp003056085
S141_metabat2_scaf2bin.167
GB_GCA_001773975.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__GWC2-36-17;f__M10-OD1-4;g__MEYI01;s__MEYI01 sp001773975
GB_GCA_001775835.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__GWC2-36-17;f__M10-OD1-4;g__WO2-46-25;s__WO2-46-25 sp001775835

GB_GCA_000992345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__GWC2-36-17;f__GWC2-36-17;g__GWC2-36-17;s__GWC2-36-17 sp000992345
GB_GCA_000994805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA10092;f__UBA10092;g__GWA1-42-19;s__GWA1-42-19 sp000994805
GB_GCA_003455995.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA10092;f__UBA10092;g__UBA10092;s__UBA10092 sp003455995
GB_GCA_001774075.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA10092;f__UBA10092;g__2-02-FULL-45-18;s__2-02-FULL-45-18 sp001774075

GB_GCA_001774105.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__UBA9936;f__UBA9936;g__UBA9936;s__UBA9936 sp001774105
GB_GCA_001822835.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Terrybacterales;f__2-01-FULL-58-14;g__2-01-FULL-48-14;s__2-01-FULL-48-14 sp001822835
GB_GCA_001824745.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Terrybacterales;f__2-01-FULL-58-14;g__2-01-FULL-58-14;s__2-01-FULL-58-14 sp001824745

GB_GCA_000996085.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Terrybacterales;f__GWB1-40-14;g__GWB1-40-14;s__GWB1-40-14 sp000996085
GB_GCA_001822815.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Terrybacterales;f__GWB1-40-14;g__GWB1-40-14;s__GWB1-40-14 sp001822815
GB_GCA_001820055.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Spechtbacterales;f__2-12-FULL-38-22;g__2-12-FULL-38-22;s__2-12-FULL-38-22 sp001820055

GB_GCA_009839835.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Spechtbacterales;f__2-12-FULL-38-22;g__VXOY01;s__VXOY01 sp009839835
GB_GCA_001819985.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Spechtbacterales;f__H02-43-30;g__HO2-43-30;s__HO2-43-30 sp001819985

GB_GCA_903831095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903831095
GB_GCA_903885445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903885445
GB_GCA_903845295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903845295
GB_GCA_903923535.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903923535
GB_GCA_903835075.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903835075
GB_GCA_903928565.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903928565
GB_GCA_903839895.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp903839895

GB_GCA_001822065.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp001822065
GB_GCA_001822095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp001822095
GB_GCA_011330845.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYD1-FULL-39-28;s__XYD1-FULL-39-28 sp011330845
GB_GCA_001822075.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__UBA11703;s__UBA11703 sp001822075
GB_GCA_000992015.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__GWA2-37-10;s__GWA2-37-10 sp000992015

GB_GCA_001820175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__01-FULL-38-12b;s__01-FULL-38-12b sp001820175
GB_GCA_001820255.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__01-FULL-38-12b;s__01-FULL-38-12b sp001820255

GB_GCA_001820095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__2-01-FULL-40-39;s__2-01-FULL-40-39 sp001820095
GB_GCA_001821915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__2-02-FULL-34-10;s__2-02-FULL-34-10 sp001821915
GB_GCA_001820215.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__GWA2-33-14;s__GWA2-33-14 sp001820215
GB_GCA_001821935.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__2-02-FULL-43-16;s__2-02-FULL-43-16 sp001821935
GB_GCA_001820485.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYB1-FULL-32-11;s__XYB1-FULL-32-11 sp001820485
GB_GCA_903850725.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYB1-FULL-32-11;s__XYB1-FULL-32-11 sp903850725
GB_GCA_903854535.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYB1-FULL-32-11;s__XYB1-FULL-32-11 sp903854535
GB_GCA_903913175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Staskawiczbacteraceae;g__XYB1-FULL-32-11;s__XYB1-FULL-32-11 sp903913175

GB_GCA_001821475.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GWA2-38-27;g__GWA2-38-27;s__GWA2-38-27 sp001821475
GB_GCA_002774555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GWA2-38-27;g__PEYC01;s__PEYC01 sp002774555

GB_GCA_001821555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GWA2-38-27;g__XYB1-FULL-40-15;s__XYB1-FULL-40-15 sp001821555
GB_GCA_003556925.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWMZ01;g__PWMZ01;s__PWMZ01 sp003556925
GB_GCA_003559065.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWMZ01;g__PWMZ01;s__PWMZ01 sp003559065

GB_GCA_002773495.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__CG1-02-37-13;s__CG1-02-37-13 sp002773495
GB_GCA_013203565.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__JABMPZ01;s__JABMPZ01 sp013203565
GB_GCA_002773545.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__CG1-02-41-26;s__CG1-02-41-26 sp002773545
GB_GCA_011355095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__DTQG01;s__DTQG01 sp011355095
GB_GCA_002785165.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__PFMI01;s__PFMI01 sp002785165

GB_GCA_011334485.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__DTIL01;s__DTIL01 sp011334485
GB_GCA_002779425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CG1-02-41-26;g__GCA-002779425;s__GCA-002779425 sp002779425
GB_GCA_001303125.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__DG-74-1;g__DG-74-1;s__DG-74-1 sp001303125

GB_GCA_002781125.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PETJ01;g__PETJ01;s__PETJ01 sp002781125
GB_GCA_000398025.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Paceibacteraceae;g__Paceibacter;s__Paceibacter normanii
GB_GCA_001872265.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__Paceibacteraceae;g__Paceibacter;s__Paceibacter sp001872265
GB_GCA_001821455.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__RBG-13-42-11;g__RBG-13-42-11;s__RBG-13-42-11 sp001821455
GB_GCA_001819295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__MHMH01;g__2-02-FULL-43-13;s__2-02-FULL-43-13 sp001819295
GB_GCA_001819335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__MHMH01;g__MHMH01;s__MHMH01 sp001819335

GB_GCA_002787295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GCA-002782225;g__GCA-002782225;s__GCA-002782225 sp002787295
GB_GCA_001819145.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__RBG-13-36-15;g__RBG-13-36-15;s__RBG-13-36-15 sp001819145
GB_GCA_011050465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__RBG-13-36-15;g__RBG-13-36-15;s__RBG-13-36-15 sp011050465

GB_GCA_002787255.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GCA-002787255;g__GCA-002787255;s__GCA-002787255 sp002787255
GB_GCA_002434805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA6532;g__UBA6532;s__UBA6532 sp002434805
GB_GCA_001443025.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GBS-2;g__GBS-2;s__GBS-2 sp001443025
GB_GCA_011370505.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GBS-2;g__DTJQ01;s__DTJQ01 sp011370505

GB_GCA_011338085.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GBS-2;g__DTIS01;s__DTIS01 sp011338085
S016_metabat2_scaf2bin.069

GB_GCA_001302985.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__DG-74-3;g__DG-74-3;s__DG-74-3 sp001302985
GB_GCA_001823315.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__2-12-FULL-40-12;g__2-12-FULL-40-12;s__2-12-FULL-40-12 sp001823315
GB_GCA_007376185.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__2-12-FULL-40-12;g__VMFS01;s__VMFS01 sp007376185

GB_GCA_001824915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA10102;g__O2-01-FULL-48-27b;s__O2-01-FULL-48-27b sp001824915
GB_GCA_001825035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA10102;g__UBA10102;s__UBA10102 sp001825035
GB_GCA_001823215.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA10102;g__O2-12-FULL-45-9;s__O2-12-FULL-45-9 sp001823215
GB_GCA_001823165.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA10102;g__01-FULL-49-22b;s__01-FULL-49-22b sp001823165
GB_GCA_001823155.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA10102;g__2-01-FULL-48-16;s__2-01-FULL-48-16 sp001823155
GB_GCA_007375675.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA10102;g__VMEU01;s__VMEU01 sp007375675

GB_GCA_001823105.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GWA2-46-15;g__GWA2-46-15;s__GWA2-46-15 sp001823105
GB_GCA_002772575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GWA2-46-15;g__GWA2-46-15;s__GWA2-46-15 sp002772575

GB_GCA_003561025.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWHW01;s__PWHW01 sp003561025
GB_GCA_003560095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWHW01;s__PWHW01 sp003560095
GB_GCA_003559635.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWHW01;s__PWHW01 sp003559635
GB_GCA_003560665.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWHW01;s__PWHW01 sp003560665
GB_GCA_003551435.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWHW01;s__PWHW01 sp003551435
GB_GCA_003555075.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWHW01;s__PWHW01 sp003555075
GB_GCA_003551425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWNV01;s__PWNV01 sp003551425
GB_GCA_003557645.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWNV01;s__PWNV01 sp003557645
GB_GCA_003553505.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__T1SED10-78;s__T1SED10-78 sp003553505
GB_GCA_003551845.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWPS01;s__PWPS01 sp003551845
GB_GCA_003554915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWPS01;s__PWPS01 sp003554915
GB_GCA_003554445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWPS01;s__PWPS01 sp003554445
GB_GCA_003557065.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PWPS01;g__PWPS01;s__PWPS01 sp003557065

GB_GCA_002069755.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CSSED10-335;g__MWBX01;s__MWBX01 sp002069755
GB_GCA_003557585.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__CSSED10-335;g__CSSED10-335;s__CSSED10-335 sp003557585
GB_GCA_002779355.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GCA-002779355;g__GCA-002779355;s__GCA-002779355 sp002779355
GB_GCA_003556525.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__RBG-13-42-11_A;g__CSSED10-83;s__CSSED10-83 sp003556525
GB_GCA_002774465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__PEYH01;g__PEYH01;s__PEYH01 sp002774465
GB_GCA_002421745.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__UBA6220;s__UBA6220 sp002421745
GB_GCA_002070005.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__MWCK01;s__MWCK01 sp002070005

GB_GCA_002327845.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__UBA2211;s__UBA2211 sp002327845
GB_GCA_002340425.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__UBA2558;s__UBA2558 sp002340425

GB_GCA_002382025.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__UBA5633;s__UBA5633 sp002382025
GB_GCA_002452735.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__UBA5633;s__UBA5633 sp002452735

GB_GCA_012798645.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__JAAZMU01;s__JAAZMU01 sp012798645
GB_GCA_002780915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__GCA-002790695;s__GCA-002790695 sp002780915

GB_GCA_903839905.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5633;g__CAIMDX01;s__CAIMDX01 sp903839905
GB_GCA_002419295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5738;g__UBA5738;s__UBA5738 sp002419295
GB_GCA_002423555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5738;g__UBA5738;s__UBA5738 sp002423555

GB_GCA_903847095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA5738;g__CAINCQ01;s__CAINCQ01 sp903847095
GB_GCA_011370485.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GBS-2;g__DTJT01;s__DTJT01 sp011370485
GB_GCA_011371605.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GBS-2;g__DTKT01;s__DTKT01 sp011371605

GB_GCA_002923395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__HRBIN34;g__HRBIN34;s__HRBIN34 sp002923395
S141_metabat2_scaf2bin.013
GB_GCA_002329255.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__UBA1441;g__UBA1441;s__UBA1441 sp002329255

GB_GCA_002788555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Paceibacterales;f__GCA-002788555;g__GCA-002788555;s__GCA-002788555 sp002788555
GB_GCA_002780785.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__GWB1-42-6;g__UBA8475;s__UBA8475 sp002780785
GB_GCA_000997475.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__GWB1-42-6;g__GWB1-42-6;s__GWB1-42-6 sp000997475

GB_GCA_001819495.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__GWB1-42-6;g__CG1-02-40-82;s__CG1-02-40-82 sp001819495
GB_GCA_002774415.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__GWB1-42-6;g__CG1-02-40-82;s__CG1-02-40-82 sp002774415
GB_GCA_002792395.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__GCA-002795985;g__GCA-002795985;s__GCA-002795985 sp002792395

GB_GCA_002793835.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__PFDW01;g__PFDW01;s__PFDW01 sp002793835
GB_GCA_002685955.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__UBA2143;g__UBA2143;s__UBA2143 sp002685955
GB_GCA_002791035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__UBA2143;g__UM-FILTER-43-11-A;s__UM-FILTER-43-11-A sp002791035

GB_GCA_013203625.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__UBA2143;g__JABMPX01;s__JABMPX01 sp013203625
GB_GCA_001819555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__UBA2143;g__WO2-40-15;s__WO2-40-15 sp001819555
GB_GCA_001819605.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__UBA2143;g__WO2-40-15;s__WO2-40-15 sp001819605

GB_GCA_001872305.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__CG1-02-40-25;g__CG1-02-40-25;s__CG1-02-40-25 sp001872305
GB_GCA_001819435.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Portnoybacterales;f__RBG-13-40-8-A;g__RBG-13-40-8-A;s__RBG-13-40-8-A sp001819435
GB_GCA_000992445.2 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__GWA2-38-13b;f__GWA2-38-13b;g__GWA2-38-13b;s__GWA2-38-13b sp000992445

GB_GCA_003021915.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__SW-4-49-11;f__SW-4-49-11;g__SW-4-49-11;s__SW-4-49-11 sp003021915
GB_GCA_003565105.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__SW-4-49-11;f__SW-4-49-11;g__PXDG01;s__PXDG01 sp003565105
GB_GCA_001824325.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__2-01-FULL-47-10;f__2-01-FULL-47-10;g__2-01-FULL-47-10;s__2-01-FULL-47-10 sp001824325

GB_GCA_002328565.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2206;s__UBA2206 sp002328565
GB_GCA_003483065.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2206;s__UBA2206 sp003483065
GB_GCA_002400405.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2206;s__UBA2206 sp002400405
GB_GCA_001784805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2206;s__UBA2206 sp001784805
GB_GCA_002772115.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2206;s__UBA2206 sp002772115
GB_GCA_903831805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__CAIKZD01;s__CAIKZD01 sp903831805
GB_GCA_003056145.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__M10-OD1-1;s__M10-OD1-1 sp003056145
GB_GCA_002782345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__GCA-002782345;s__GCA-002782345 sp002782345

GB_GCA_001784815.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__XYA2-FULL-43-15;s__XYA2-FULL-43-15 sp001784815
GB_GCA_903842445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA9630;s__UBA9630 sp903842445
GB_GCA_903937035.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA9630;s__UBA9630 sp903937035
GB_GCA_003482885.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA9630;s__UBA9630 sp003482885
GB_GCA_013334765.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__JAAXWW01;s__JAAXWW01 sp013334765
GB_GCA_003543115.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA8518;s__UBA8518 sp003543115
GB_GCA_903841185.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA8518;s__UBA8518 sp903841185
GB_GCA_000995125.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2282;s__UBA2282 sp000995125
GB_GCA_002345745.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA2282;s__UBA2282 sp002345745
GB_GCA_003534085.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UBA11098;s__UBA11098 sp003534085
GB_GCA_002773095.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__GCA-002790575;s__GCA-002790575 sp002773095
GB_GCA_002780175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__GCA-002790615;s__GCA-002790615 sp002780175

GB_GCA_002790635.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2206;g__UM-FILTER-42-9;s__UM-FILTER-42-9 sp002790635
GB_GCA_000991245.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12068;s__UBA12068 sp000991245
GB_GCA_003507445.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12068;s__UBA12068 sp003507445
GB_GCA_000992325.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12068;s__UBA12068 sp000992325
GB_GCA_013336225.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12068;s__UBA12068 sp013336225
GB_GCA_000991645.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12068;s__UBA12068 sp000991645
GB_GCA_000992165.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__GWC2-37-8;s__GWC2-37-8 sp000992165
GB_GCA_903824515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__CAIPMZ01;s__CAIPMZ01 sp903824515
GB_GCA_903885965.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__CAIPMZ01;s__CAIPMZ01 sp903885965
GB_GCA_903851135.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__CAIPMZ01;s__CAIPMZ01 sp903851135
GB_GCA_903861715.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__CAIPMZ01;s__CAIPMZ01 sp903861715
GB_GCA_903837175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__CAIPMZ01;s__CAIPMZ01 sp903837175
GB_GCA_903866285.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__CAIPMZ01;s__CAIPMZ01 sp903866285
GB_GCA_002306085.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA1362;s__UBA1362 sp002306085
GB_GCA_001001345.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12053;s__UBA12053 sp001001345
GB_GCA_001003855.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA12053;s__UBA12053 sp001003855
GB_GCA_003251635.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__SZUA-486;s__SZUA-486 sp003251635

GB_GCA_003510895.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GWC2-37-73;g__UBA9338;s__UBA9338 sp003510895
GB_GCA_004297805.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__SCTJ01;g__SCTJ01;s__SCTJ01 sp004297805

GB_GCA_001784725.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__2-12-FULL-40-10;g__2-12-FULL-40-10;s__2-12-FULL-40-10 sp001784725
GB_GCA_002923195.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__2-12-FULL-40-10;g__BMS3ABIN15;s__BMS3ABIN15 sp002923195

GB_GCA_000990945.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA9337;g__UBA9337;s__UBA9337 sp000990945
GB_GCA_003510795.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA9337;g__UBA9337;s__UBA9337 sp003510795
GB_GCA_003507475.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA9337;g__UBA9337;s__UBA9337 sp003507475
GB_GCA_003056165.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA9337;g__UBA9337;s__UBA9337 sp003056165
S143_metabat2_scaf2bin.006
356-284_metabat2_scaf2bin.121
T2_metabat2_scaf2bin.276

GB_GCA_000990585.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA9337-A;g__UBA12151;s__UBA12151 sp000990585
GB_GCA_001784695.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__UBA1568;s__UBA1568 sp001784695
GB_GCA_001784735.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__UBA1568;s__UBA1568 sp001784735
GB_GCA_002782305.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__UBA1568;s__UBA1568 sp002782305
GB_GCA_002790675.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__UBA1568;s__UBA1568 sp002790675
GB_GCA_002307715.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__UBA1568;s__UBA1568 sp002307715
GB_GCA_001786575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__UBA1568;s__UBA1568 sp001786575
GB_GCA_008012175.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__SSEF01;s__SSEF01 sp008012175
GB_GCA_903893925.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__JAAXTX01;s__JAAXTX01 sp903893925
GB_GCA_903859375.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__JAAXTX01;s__JAAXTX01 sp903859375
GB_GCA_013334245.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__JAAXTX01;s__JAAXTX01 sp013334245
GB_GCA_903854995.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__JAAXTX01;s__JAAXTX01 sp903854995
GB_GCA_013334575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__JAAXTX01;s__JAAXTX01 sp013334575
GB_GCA_013336285.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA1568;g__JAAXTX01;s__JAAXTX01 sp013336285
A1_metabat2_scaf2bin.330
T10_metabat2_scaf2bin.006
S145_metabat2_scaf2bin.092
T2_metabat2_scaf2bin.243_VB
A3_metabat1_scaf2bin.079
GB_GCA_002747515.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__GCA-2747515;g__GCA-2747515;s__GCA-2747515 sp002747515
S143_metabat2_scaf2bin.025_VB
T11_metabat2_scaf2bin.017
A3_metabat2_scaf2bin.005
T2_metabat2_scaf2bin.417

GB_GCA_000995965.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA11712;g__UBA11712;s__UBA11712 sp000995965
GB_GCA_001784875.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA11712;g__UBA11712;s__UBA11712 sp001784875
GB_GCA_002790655.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA11712;g__GCA-002782285;s__GCA-002782285 sp002790655
GB_GCA_003157295.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA11712;g__Fen-1326;s__Fen-1326 sp003157295

T2_metabat2_scaf2bin.293
T11_metabat1_scaf2bin.114
M10_metabat2_scaf2bin.082
A1_metabat1_scaf2bin.045
M10_metabat2_scaf2bin.038
S143_metabat2_scaf2bin.174
T2_metabat2_scaf2bin.319
S145_metabat1_scaf2bin.019
132-544_metabat2_scaf2bin.042
A1_metabat2_scaf2bin.069
A3_metabat1_scaf2bin.108
134-614_metabat2_scaf2bin.060
T2_maxbin2_scaf2bin.494
M10_metabat1_scaf2bin.078

GB_GCA_012841575.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__DUUL01;g__DUUL01;s__DUUL01 sp012841575
GB_GCA_002352545.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__DUUL01;g__UBA2772;s__UBA2772 sp002352545
GB_GCA_002327335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2193;g__UBA2193;s__UBA2193 sp002327335
GB_GCA_002352465.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__UBA2193;g__UBA2773;s__UBA2773 sp002352465
GB_GCA_011327765.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__DSTG01;g__DSVX01;s__DSVX01 sp011327765
GB_GCA_011362555.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__Moranbacterales;f__DSTG01;g__DSTG01;s__DSTG01 sp011362555

GB_GCA_903898335.1 d__Bacteria;p__Patescibacteria;c__Paceibacteria;o__CAIUEV01;f__CAIUEV01;g__CAIUEV01;s__CAIUEV01 sp903898335
GB_GCA_001817065.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__UBA10190;g__UBA10190;s__UBA10190 sp001817065
GB_GCA_003229735.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__UBA10190;g__SZUA-179;s__SZUA-179 sp003229735
GB_GCA_002686445.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__UBA10190;g__GCA-2686445;s__GCA-2686445 sp002686445
GB_GCA_001817055.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__UBA10190;g__HO2-45-11b;s__HO2-45-11b sp001817055
GB_GCA_001817115.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__UBA10190;g__HO2-45-11b;s__HO2-45-11b sp001817115

GB_GCA_007376145.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__CAIZMI01;g__VMFP01;s__VMFP01 sp007376145
GB_GCA_903934015.1 d__Bacteria;p__Patescibacteria;c__Andersenbacteria;o__UBA10190;f__CAIZMI01;g__CAIZMI01;s__CAIZMI01 sp903934015

GB_GCA_002793515.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12478;s__UBA12478 sp002793515
GB_GCA_013204385.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12478;s__UBA12478 sp013204385
GB_GCA_004298405.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12478;s__UBA12478 sp004298405
GB_GCA_000993535.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12478;s__UBA12478 sp000993535
GB_GCA_003485135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12478;s__UBA12478 sp003485135
GB_GCA_002791295.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UM-FILTER-50-9;s__UM-FILTER-50-9 sp002791295
GB_GCA_013204395.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__JABMNZ01;s__JABMNZ01 sp013204395
GB_GCA_001791305.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__XYB2-FULL-45-11;s__XYB2-FULL-45-11 sp001791305
GB_GCA_001791715.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__XYB2-FULL-45-11;s__XYB2-FULL-45-11 sp001791715
GB_GCA_903831335.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__XYB2-FULL-45-11;s__XYB2-FULL-45-11 sp903831335
GB_GCA_014239775.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__JAAZYG01;s__JAAZYG01 sp014239775
GB_GCA_001002765.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12393;s__UBA12393 sp001002765
GB_GCA_001791615.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12396;s__UBA12396 sp001791615
GB_GCA_001791645.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__YC12-FULL-57-11;s__YC12-FULL-57-11 sp001791645
GB_GCA_903843045.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__YC12-FULL-57-11;s__YC12-FULL-57-11 sp903843045

GB_GCA_011046695.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__DSPI01;s__DSPI01 sp011046695
GB_GCA_001791045.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__2-01-FULL-63-20;s__2-01-FULL-63-20 sp001791045
GB_GCA_004297215.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__2-01-FULL-63-20;s__2-01-FULL-63-20 sp004297215
GB_GCA_000996355.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA10014;s__UBA10014 sp000996355
GB_GCA_003511125.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UBA12403;s__UBA12403 sp003511125
GB_GCA_002791255.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWF2-40-263;g__UM-FILTER-36-7;s__UM-FILTER-36-7 sp002791255

GB_GCA_003505155.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA10169;g__UBA10169;s__UBA10169 sp003505155
GB_GCA_003497135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9568;g__UBA9568;s__UBA9568 sp003497135
GB_GCA_003518105.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__UBA11707;s__UBA11707 sp003518105
GB_GCA_903848275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__UBA11707;s__UBA11707 sp903848275
GB_GCA_903891735.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__UBA11707;s__UBA11707 sp903891735
GB_GCA_903827265.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__CAIKHN01;s__CAIKHN01 sp903827265
GB_GCA_002782865.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__UM-FILTER-41-21;s__UM-FILTER-41-21 sp002782865
GB_GCA_003453595.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__UBA9934;s__UBA9934 sp003453595

GB_GCA_002791275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA9934;g__UM-FILTER-41-35;s__UM-FILTER-41-35 sp002791275
GB_GCA_002774875.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA11717;g__UBA11717;s__UBA11717 sp002774875
GB_GCA_003509895.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA11717;g__UBA11717;s__UBA11717 sp003509895
GB_GCA_013203725.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA11717;g__JABMPK01;s__JABMPK01 sp013203725
GB_GCA_001791035.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__UBA11717;g__2-02-FULL-53-10;s__2-02-FULL-53-10 sp001791035

GB_GCA_001791745.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__SG8-24;g__UBA1561;s__UBA1561 sp001791745
GB_GCA_001872545.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__SG8-24;g__UBA1561;s__UBA1561 sp001872545
GB_GCA_001303185.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__SG8-24;g__SG8-24;s__SG8-24 sp001303185

GB_GCA_003231955.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__SZUA-46;s__SZUA-46 sp003231955
GB_GCA_903893445.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__SZUA-46;s__SZUA-46 sp903893445
GB_GCA_903828685.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__CAIKNB01;s__CAIKNB01 sp903828685
GB_GCA_002070095.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__MWCR01;s__MWCR01 sp002070095

GB_GCA_001791275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__2-12-FULL-60-25;s__2-12-FULL-60-25 sp001791275
GB_GCA_003576745.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__2-12-FULL-60-25;s__2-12-FULL-60-25 sp003576745
GB_GCA_008363075.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__RHKK01;s__RHKK01 sp008363075
GB_GCA_903918235.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__CAIXDN01;s__CAIXDN01 sp903918235
GB_GCA_002786495.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__21-14-all-47-17;s__21-14-all-47-17 sp002786495

GB_GCA_009691315.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__CAIKOH01;s__CAIKOH01 sp009691315
GB_GCA_903829075.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-60-25;g__CAIKOH01;s__CAIKOH01 sp903829075

GB_GCA_001791115.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-57-11;g__2-12-FULL-57-11;s__2-12-FULL-57-11 sp001791115
GB_GCA_004299275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-57-11;g__SCSU01;s__SCSU01 sp004299275
GB_GCA_004297205.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__2-12-FULL-57-11;g__SCUL01;s__SCUL01 sp004297205
GB_GCA_903870305.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__CAIQCM01;g__CAIQCM01;s__CAIQCM01 sp903870305

GB_GCA_001001705.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWA2-47-26;g__GWA2-47-26;s__GWA2-47-26 sp001001705
GB_GCA_001790815.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GWA2-47-26;g__GWA2-47-26;s__GWA2-47-26 sp001790815
GB_GCA_002772895.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SG8-24;f__GCA-002772895;g__GCA-002772895;s__GCA-002772895 sp002772895

GB_GCA_001871445.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA12086;s__UBA12086 sp001871445
GB_GCA_002784795.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA12086;s__UBA12086 sp002784795
GB_GCA_003518365.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA12086;s__UBA12086 sp003518365
GB_GCA_002792995.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA12086;s__UBA12086 sp002792995
GB_GCA_002793015.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UM-FILTER-37-12;s__UM-FILTER-37-12 sp002793015
GB_GCA_003230965.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__SZUA-124;s__SZUA-124 sp003230965
GB_GCA_001784285.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA10181;s__UBA10181 sp001784285
GB_GCA_002716765.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__GCA-2716765;s__GCA-2716765 sp002716765
GB_GCA_002773135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__1-14-0-10-47-10;s__1-14-0-10-47-10 sp002773135
GB_GCA_001784275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__MFQB01;s__MFQB01 sp001784275
GB_GCA_002787355.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__1-14-0-20-39-34;s__1-14-0-20-39-34 sp002787355

GB_GCA_001871435.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA1557;s__UBA1557 sp001871435
GB_GCA_002773185.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA1557;s__UBA1557 sp002773185
GB_GCA_001783255.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA1557;s__UBA1557 sp001783255

GB_GCA_002793035.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA1557;s__UBA1557 sp002793035
GB_GCA_002869205.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__BM521;s__BM521 sp002869205
GB_GCA_003482855.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA11699;s__UBA11699 sp003482855
GB_GCA_002293825.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA922;s__UBA922 sp002293825
GB_GCA_001004885.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__GWA2-56-11;s__GWA2-56-11 sp001004885
GB_GCA_001782805.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__2-12-FULL-41-16;s__2-12-FULL-41-16 sp001782805

GB_GCA_001782825.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__XYB1-40-15;s__XYB1-40-15 sp001782825
GB_GCA_001783185.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__XYB1-40-15;s__XYB1-40-15 sp001783185
GB_GCA_000990355.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__GWC2-37-14;s__GWC2-37-14 sp000990355
GB_GCA_903837125.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__CAILTG01;s__CAILTG01 sp903837125
GB_GCA_003510435.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__UBA11710;s__UBA11710 sp003510435
GB_GCA_012800155.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__JAAZJX01;s__JAAZJX01 sp012800155
GB_GCA_001783065.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA922;g__2-12-FULL-43-12;s__2-12-FULL-43-12 sp001783065
GB_GCA_001784435.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__XYD2-FULL-41-14;s__XYD2-FULL-41-14 sp001784435
GB_GCA_001784475.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__XYD2-FULL-41-14;s__XYD2-FULL-41-14 sp001784475
GB_GCA_903853785.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__CAIOJG01;s__CAIOJG01 sp903853785
GB_GCA_903858555.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__CAIOJG01;s__CAIOJG01 sp903858555

GB_GCA_000992085.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__GWA2-37-8;s__GWA2-37-8 sp000992085
GB_GCA_002778465.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__1-14-0-10-36-32;s__1-14-0-10-36-32 sp002778465
GB_GCA_001783035.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__2-02-FULL-45-10;s__2-02-FULL-45-10 sp001783035
GB_GCA_009694865.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__SICD01;s__SICD01 sp009694865
GB_GCA_001783215.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__XYD2-FULL-39-9;s__XYD2-FULL-39-9 sp001783215
GB_GCA_007376295.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__XYD2-FULL-39-9;s__XYD2-FULL-39-9 sp007376295
GB_GCA_004321885.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GWA2-37-8;g__SCQK01;s__SCQK01 sp004321885
GB_GCA_003501255.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA10197;g__UBA10197;s__UBA10197 sp003501255
GB_GCA_001782975.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__2-02-FULL-50-9b;g__2-02-FULL-50-9b;s__2-02-FULL-50-9b sp001782975
GB_GCA_903893485.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__2-02-FULL-50-9b;g__2-02-FULL-50-9b;s__2-02-FULL-50-9b sp903893485

GB_GCA_001783145.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA10003;g__GWC2-40-17;s__GWC2-40-17 sp001783145
GB_GCA_003514455.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA10003;g__UBA10003;s__UBA10003 sp003514455
GB_GCA_001001925.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__UBA10146;g__UBA10146;s__UBA10146 sp001001925
GB_GCA_002688135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Magasanikbacterales;f__GCA-002688135;g__GCA-002688135;s__GCA-002688135 sp002688135
GB_GCA_001791325.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__GWA2-46-9;f__GWA2-46-9;g__GWA2-46-9;s__GWA2-46-9 sp001791325
GB_GCA_001791425.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__GWA2-46-9;f__GWA2-46-9;g__GWA2-46-9;s__GWA2-46-9 sp001791425
GB_GCA_002793855.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__GWA2-46-9;f__GWA2-46-9;g__1-14-0-10-48-11;s__1-14-0-10-48-11 sp002793855
GB_GCA_005239895.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBB01;f__SBBB01;g__SBBB01;s__SBBB01 sp005239895

GB_GCA_002774425.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1544;f__UBA1544;g__UBA1544;s__UBA1544 sp002774425
GB_GCA_007375725.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__VMEV01;f__VMEV01;g__VMEV01;s__VMEV01 sp007375725
GB_GCA_001780275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12075;g__XYA2-FULL-47-19;s__XYA2-FULL-47-19 sp001780275
GB_GCA_001780285.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12075;g__XYC2-34-220;s__XYC2-34-220 sp001780285
GB_GCA_003514005.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12075;g__UBA12075;s__UBA12075 sp003514005
GB_GCA_002869165.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12075;g__BM705;s__BM705 sp002869165

GB_GCA_003647675.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12075;g__B7-G4;s__B7-G4 sp003647675
355-202_metabat2_scaf2bin.072
GB_GCA_002869265.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__BM507;g__BM507;s__BM507 sp002869265

128-326_metabat2_scaf2bin.076
GB_GCA_003231075.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__SZUA-104;g__SZUA-104;s__SZUA-104 sp003231075
GB_GCA_002781265.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UM-FILTER-36-11;g__UM-FILTER-36-11;s__UM-FILTER-36-11 sp002781265

GB_GCA_013791585.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__VMTK01;g__VMTK01;s__VMTK01 sp013791585
GB_GCA_002771615.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UM-FILTER-48-10;g__UM-FILTER-48-10;s__UM-FILTER-48-10 sp002771615
GB_GCA_002344425.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA917;g__UBA919;s__UBA919 sp002344425
GB_GCA_903897785.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA917;g__CAIUCZ01;s__CAIUCZ01 sp903897785
GB_GCA_002293855.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA917;g__UBA917;s__UBA917 sp002293855
GB_GCA_002778705.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA917;g__1-14-0-10-37-14;s__1-14-0-10-37-14 sp002778705
GB_GCA_002306385.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA917;g__UBA1359;s__UBA1359 sp002306385

GB_GCA_013335665.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__GWE2-39-37;g__JAAXUA01;s__JAAXUA01 sp013335665
GB_GCA_013336275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__GWE2-39-37;g__JAAXUA01;s__JAAXUA01 sp013336275

GB_GCA_000995135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__GWE2-39-37;g__GWE2-39-37;s__GWE2-39-37 sp000995135
GB_GCA_000997945.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__GWC2-42-12;g__GWC2-42-12;s__GWC2-42-12 sp000997945
GB_GCA_001778055.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__GWC2-42-12;g__GWC2-42-12;s__GWC2-42-12 sp001778055

GB_GCA_001873515.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__GWC2-42-12;g__CG2-30-45-37;s__CG2-30-45-37 sp001873515
GB_GCA_003056205.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__UBA12465;s__UBA12465 sp003056205
GB_GCA_001871165.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__UBA12465;s__UBA12465 sp001871165
GB_GCA_000999715.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__UBA12465;s__UBA12465 sp000999715
GB_GCA_903874345.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CAIQRY01;s__CAIQRY01 sp903874345
GB_GCA_009885285.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__VFKX01;s__VFKX01 sp009885285
GB_GCA_903857815.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CAJAVM01;s__CAJAVM01 sp903857815
GB_GCA_903945435.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CAJAVM01;s__CAJAVM01 sp903945435
GB_GCA_903904095.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CAIVBF01;s__CAIVBF01 sp903904095
GB_GCA_009995495.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__JAACPL01;s__JAACPL01 sp009995495

GB_GCA_012800315.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__JAAZJO01;s__JAAZJO01 sp012800315
GB_GCA_002070735.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__GCA-002841655;s__GCA-002841655 sp002070735
GB_GCA_903937325.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__GCA-002841655;s__GCA-002841655 sp903937325
GB_GCA_002841655.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__GCA-002841655;s__GCA-002841655 sp002841655
GB_GCA_903839955.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CAINDR01;s__CAINDR01 sp903839955
GB_GCA_903847415.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CAINDR01;s__CAINDR01 sp903847415
GB_GCA_003554785.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__PWHG01;s__PWHG01 sp003554785

GB_GCA_001871235.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CG1-02-41-21;s__CG1-02-41-21 sp001871235
GB_GCA_002778645.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__CG1-02-41-21;s__CG1-02-41-21 sp002778645
GB_GCA_002840305.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__UBA12465;g__GCA-002840305;s__GCA-002840305 sp002840305

GB_GCA_001777995.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__XYC2-FULL-47-12;g__2-12-FULL-45-10;s__2-12-FULL-45-10 sp001777995
GB_GCA_002773575.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__XYC2-FULL-47-12;g__2-12-FULL-45-10;s__2-12-FULL-45-10 sp002773575
GB_GCA_002778635.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__XYC2-FULL-47-12;g__1-14-0-10-43-11;s__1-14-0-10-43-11 sp002778635
GB_GCA_001778285.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__XYC2-FULL-47-12;g__XYC2-FULL-47-12;s__XYC2-FULL-47-12 sp001778285

GB_GCA_002773655.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__BM507;f__XYC2-FULL-47-12;g__1-14-0-10-43-10;s__1-14-0-10-43-10 sp002773655
S014_metabat2_scaf2bin.083
S016_metabat2_scaf2bin.099
GB_GCA_011682665.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__JAACEG01;f__JAACEG01;g__JAACEG01;s__JAACEG01 sp011682665
S144_metabat2_scaf2bin.204

GB_GCA_001778275.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA11705;f__UBA11705;g__MFGM01;s__MFGM01 sp001778275
GB_GCA_013202715.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA11705;f__UBA11705;g__JABMRF01;s__JABMRF01 sp013202715
GB_GCA_000996245.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA11705;f__UBA11705;g__GWC2-39-14;s__GWC2-39-14 sp000996245
GB_GCA_002773615.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA11705;f__UBA11705;g__UBA11705;s__UBA11705 sp002773615
GB_GCA_003518055.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA11705;f__UBA11705;g__UBA11705;s__UBA11705 sp003518055
GB_GCA_001778235.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA11705;f__UBA11705;g__XYA2-FULL-35-8;s__XYA2-FULL-35-8 sp001778235

GB_GCA_001873465.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__UBA6264;g__CG2-30-36-38;s__CG2-30-36-38 sp001873465
GB_GCA_002452615.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__UBA6264;g__UBA6264;s__UBA6264 sp002452615

GB_GCA_002070355.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__UBA6264;g__MWDC01;s__MWDC01 sp002070355
GB_GCA_002402995.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__UBA4787;g__4787;s__4787 sp002402995

GB_GCA_002339755.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__UBA2591;g__UBA2591;s__UBA2591 sp002339755
GB_GCA_007378955.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__VMGY01;g__VMGY01;s__VMGY01 sp007378955
GB_GCA_002839745.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2591;f__PGYQ01;g__PGYQ01;s__PGYQ01 sp002839745
GB_GCA_013203415.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__JABMQE01;f__JABMQE01;g__JABMQE01;s__JABMQE01 sp013203415

GB_GCA_011046145.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__CAIXNZ01;f__CAIXNZ01;g__DSBA01;s__DSBA01 sp011046145
GB_GCA_903920975.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__CAIXNZ01;f__CAIXNZ01;g__CAIXNZ01;s__CAIXNZ01 sp903920975
GB_GCA_001778095.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__XYB2-FULL-38-15;f__XYB2-FULL-38-15;g__XYB2-FULL-38-15;s__XYB2-FULL-38-15 sp001778095
GB_GCA_001817425.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__UBA6539;g__HO2-39-17;s__HO2-39-17 sp001817425
GB_GCA_001817615.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__UBA6539;g__02-FULL-45-11b;s__02-FULL-45-11b sp001817615
GB_GCA_002687175.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__UBA6539;g__UBA6539;s__UBA6539 sp002687175
GB_GCA_013359225.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__UBA6539;g__JABWCG01;s__JABWCG01 sp013359225
GB_GCA_001817345.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__UBA6539;g__2-01-FULL-44-11;s__2-01-FULL-44-11 sp001817345
GB_GCA_001817495.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__UBA6539;g__2-02-FULL-56-16;s__2-02-FULL-56-16 sp001817495
GB_GCA_000992395.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__GWA2-38-13;g__GWA2-38-13;s__GWA2-38-13 sp000992395
GB_GCA_007376135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__GWA2-38-13;g__VMFR01;s__VMFR01 sp007376135

GB_GCA_003599635.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__SURF-54;g__SURF-54;s__SURF-54 sp003599635
GB_GCA_002773845.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__21-14-0-10-42-9;g__21-14-0-10-42-9;s__21-14-0-10-42-9 sp002773845
GB_GCA_903859075.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__CAIOLF01;s__CAIOLF01 sp903859075
GB_GCA_903863425.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__CAIPBY01;s__CAIPBY01 sp903863425
GB_GCA_002068915.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__CAISTG01;s__CAISTG01 sp002068915
GB_GCA_903888345.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__CAISTG01;s__CAISTG01 sp903888345

GB_GCA_903907165.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__CAIVNC01;s__CAIVNC01 sp903907165
GB_GCA_001817505.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__2-01-FULL-39-33;s__2-01-FULL-39-33 sp001817505
GB_GCA_002773855.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Buchananbacterales;f__2-01-FULL-39-33;g__2-01-FULL-39-33;s__2-01-FULL-39-33 sp002773855
GB_GCA_012797775.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__GWA2-42-15;g__JAAZMX01;s__JAAZMX01 sp012797775
GB_GCA_012798565.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__GWA2-42-15;g__JAAZMX01;s__JAAZMX01 sp012798565
GB_GCA_000998185.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__GWA2-42-15;g__GWA2-42-15;s__GWA2-42-15 sp000998185
GB_GCA_001783595.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__GWA2-42-15;g__2-02-FULL-39-13;s__2-02-FULL-39-13 sp001783595
GB_GCA_002782365.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__GWA2-42-15;g__2-02-FULL-39-13;s__2-02-FULL-39-13 sp002782365
GB_GCA_002778965.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__GWA2-42-15;g__GCA-002787375;s__GCA-002787375 sp002778965
GB_GCA_002328025.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__UBA2196;g__UBA2196;s__UBA2196 sp002328025

GB_GCA_002778535.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2196;f__UBA2196;g__1-14-0-10-36-11;s__1-14-0-10-36-11 sp002778535
S016_metabat2_scaf2bin.024

S012_metabat2_scaf2bin.123
S139_metabat1_scaf2bin.020
S139_metabat2_scaf2bin.265

S012_maxbin2_scaf2bin.111
S139_metabat2_scaf2bin.274
S141_maxbin2_scaf2bin.227
S139_maxbin2_scaf2bin.137
S140_metabat2_scaf2bin.127
GB_GCA_001791465.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__2-02-FULL-49-11;f__2-02-FULL-49-11;g__2-02-FULL-49-11;s__2-02-FULL-49-11 sp001791465

GB_GCA_002869235.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__BM519;s__BM519 sp002869235
GB_GCA_003599205.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__BM519;s__BM519 sp003599205
GB_GCA_001818495.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__XYD1-37-29;s__XYD1-37-29 sp001818495

GB_GCA_002787405.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__UM-FILTER-36-13;s__UM-FILTER-36-13 sp002787405
GB_GCA_003104935.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__FEB-17;s__FEB-17 sp003104935

GB_GCA_000991205.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__GWA2-36-10;s__GWA2-36-10 sp000991205
GB_GCA_903855135.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__GWA2-36-10;s__GWA2-36-10 sp903855135
GB_GCA_903876815.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__GWA2-36-10;g__CAIRBL01;s__CAIRBL01 sp903876815
GB_GCA_001818365.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__2-01-FULL-52-15;g__2-01-FULL-52-15;s__2-01-FULL-52-15 sp001818365

GB_GCA_001001205.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__UBA10009;g__UBA10009;s__UBA10009 sp001001205
GB_GCA_001818835.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__UBA10009;g__2-01-FULL-45-10-B;s__2-01-FULL-45-10-B sp001818835
GB_GCA_002785295.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__UBA1558;g__UBA1558;s__UBA1558 sp002785295
GB_GCA_002793075.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA1558;f__UBA1558;g__UM-FILTER-37-10;s__UM-FILTER-37-10 sp002793075

134-614_metabat1_scaf2bin.082
S139_metabat2_scaf2bin.209

S139_maxbin2_scaf2bin.018
GB_GCA_002687895.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2169;f__UBA2169;g__UBA2169;s__UBA2169 sp002687895
GB_GCA_002787075.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2169;f__UBA2169;g__CG1-02-41-12;s__CG1-02-41-12 sp002787075

GB_GCA_001889965.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2169;f__UBA2169;g__CG10-46-32;s__CG10-46-32 sp001889965
GB_GCA_001818435.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA2169;f__UBA2169;g__2-02-FULL-48-11-A;s__2-02-FULL-48-11-A sp001818435
GB_GCA_000999025.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__GWA2-43-13;f__GWA2-43-13;g__GWA2-43-13;s__GWA2-43-13 sp000999025
GB_GCA_001818155.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9629;f__UBA9629;g__UBA9645;s__UBA9645 sp001818155
GB_GCA_001818235.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9629;f__UBA9629;g__UBA9629;s__UBA9629 sp001818235
GB_GCA_011047195.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__CAĲZX01;g__DSNS01;s__DSNS01 sp011047195
GB_GCA_903825245.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__CAĲZX01;g__CAĲZX01;s__CAĲZX01 sp903825245

GB_GCA_005239865.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__SBBC01;g__Microgenomatus_A;s__Microgenomatus_A auricola_A
GB_GCA_903854795.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__SBBC01;g__CAINXF01;s__CAINXF01 sp903854795
GB_GCA_002774575.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__PEXW01;g__PEXW01;s__PEXW01 sp002774575
GB_GCA_003597955.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__PEXW01;g__PEXW01;s__PEXW01 sp003597955
GB_GCA_903867845.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SBBC01;f__PEXW01;g__CAIPSZ01;s__CAIPSZ01 sp903867845

GB_GCA_001003705.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA10025;f__UBA10025;g__UBA10025;s__UBA10025 sp001003705
GB_GCA_000995845.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Veblenbacterales;f__UBA10138;g__UBA10138;s__UBA10138 sp000995845
GB_GCA_003512705.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__Veblenbacterales;f__UBA10138;g__UBA10001;s__UBA10001 sp003512705
GB_GCA_004298615.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__SCPX01;f__SCPX01;g__SCPX01;s__SCPX01 sp004298615

GB_GCA_001818355.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9570;f__XYC2-FULL-38-9;g__XYC2-FULL-38-9;s__XYC2-FULL-38-9 sp001818355
GB_GCA_005239655.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9570;f__XYC2-FULL-38-9;g__Microgenomatus_B;s__Microgenomatus_B auricola_A
GB_GCA_002781785.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9570;f__XYC2-FULL-38-9;g__UM-FILTER-45-8;s__UM-FILTER-45-8 sp002781785
S139_maxbin2_scaf2bin.051
GB_GCA_003512175.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9570;f__UBA9570;g__UBA9570;s__UBA9570 sp003512175

GB_GCA_001818315.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9570;f__HO2-48-17;g__WO2-43-9;s__WO2-43-9 sp001818315
GB_GCA_001818775.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UBA9570;f__HO2-48-17;g__2-12-FULL-48-17;s__2-12-FULL-48-17 sp001818775

GB_GCA_002774635.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UM-FILTER-42-10;f__UM-FILTER-42-10;g__UM-FILTER-42-10;s__UM-FILTER-42-10 sp002774635
GB_GCA_002784945.1 d__Bacteria;p__Patescibacteria;c__ABY1;o__UM-FILTER-42-10;f__UM-FILTER-42-10;g__UM-FILTER-42-10;s__UM-FILTER-42-10 sp002784945

GB_GCA_013202585.1 d__Bacteria;p__Patescibacteria;c__JABMPQ01;o__JABMPQ01;f__JABMPQ01;g__JABMPQ01;s__JABMPQ01 sp013202585
GB_GCA_004374725.1 d__Bacteria;p__Patescibacteria;c__SOKK01;o__SOKK01;f__SOKK01;g__SOKK01;s__SOKK01 sp004374725

GB_GCA_002792135.1 d__Bacteria;p__Patescibacteria;c__GCA-2792135;o__GCA-2792135;f__GCA-2792135;g__GCA-2792135;s__GCA-2792135 sp002792135
GB_GCA_003151625.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__UBA920;g__PALSA-1336;s__PALSA-1336 sp003151625
GB_GCA_903913365.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__UBA920;g__PALSA-1336;s__PALSA-1336 sp903913365
GB_GCA_903908535.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__UBA920;g__PALSA-1336;s__PALSA-1336 sp903908535
GB_GCA_011358605.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__UBA920;g__PALSA-1336;s__PALSA-1336 sp011358605
GB_GCA_013387205.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__UBA920;g__PALSA-1336;s__PALSA-1336 sp013387205
GB_GCA_002293685.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__UBA920;g__UBA920;s__UBA920 sp002293685

GB_GCA_007375915.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__VMFF01;g__VMFF01;s__VMFF01 sp007375915
GB_GCA_001777655.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__O2-02-FULL-48-8;g__2-01-FULL-44-21;s__2-01-FULL-44-21 sp001777655
GB_GCA_001780035.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__O2-02-FULL-48-8;g__WO2-49-40;s__WO2-49-40 sp001780035

GB_GCA_001779915.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__O2-02-FULL-48-8;g__2-01-FULL-45-18;s__2-01-FULL-45-18 sp001779915
GB_GCA_001777665.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__O2-02-FULL-48-8;g__O2-12-FULL-42-9;s__O2-12-FULL-42-9 sp001777665
GB_GCA_001777575.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__O2-02-FULL-48-8;g__O2-02-FULL-48-8;s__O2-02-FULL-48-8 sp001777575
GB_GCA_001777585.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__2-01-FULL-50-11;g__2-01-FULL-50-11;s__2-01-FULL-50-11 sp001777585
GB_GCA_002773695.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__2-01-FULL-50-11;g__1-14-0-10-41-10;s__1-14-0-10-41-10 sp002773695

GB_GCA_001777515.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__2-01-FULL-46-14;g__2-01-FULL-46-14;s__2-01-FULL-46-14 sp001777515
GB_GCA_001779925.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__2-01-FULL-46-14;g__2-01-FULL-46-14;s__2-01-FULL-46-14 sp001779925
GB_GCA_001779955.1 d__Bacteria;p__Patescibacteria;c__Doudnabacteria;o__UBA920;f__2-02-FULL-46-11;g__2-02-FULL-46-11;s__2-02-FULL-46-11 sp001779955

RS_GCF_010202115.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp010202115
RS_GCF_010202465.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp010202465
RS_GCF_013100825.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp013100825
RS_GCF_013099195.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp013099195
RS_GCF_005697215.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp005697215
RS_GCF_013100805.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp013100805
RS_GCF_010202645.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp010202645
GB_GCA_013333695.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp013333695
RS_GCF_013099015.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp013099015
RS_GCF_010202845.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp010202845
RS_GCF_900556885.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900556885
RS_GCF_900557595.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900557595
RS_GCF_900555675.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900555675
RS_GCF_007845355.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp007845355
RS_GCF_900555265.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900555265
RS_GCF_900555425.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900555425
RS_GCF_900556355.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900556355
RS_GCF_900555885.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp900555885
RS_GCF_000803625.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp000803625
RS_GCF_005697565.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp005697565
GB_GCA_002421965.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp002421965
GB_GCA_013333495.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__TM7x;s__TM7x sp013333495
RS_GCF_007845485.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__SDRW01;s__SDRW01 sp007845485
GB_GCA_013333595.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__SDRW01;s__SDRW01 sp013333595

GB_GCA_001003725.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA10027;s__UBA10027 sp001003725
GB_GCA_013333795.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp013333795
GB_GCA_013333845.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp013333845
GB_GCA_013333625.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp013333625
GB_GCA_013333675.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp013333675
GB_GCA_013333645.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp013333645

RS_GCF_010202265.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp010202265
GB_GCA_002336935.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp002336935
GB_GCA_002421785.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp002421785
GB_GCA_002299795.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp002299795
GB_GCA_002441145.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp002441145
RS_GCF_000392435.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas aalborgensis
GB_GCA_002336735.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp002336735
GB_GCA_002337095.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__Saccharimonas;s__Saccharimonas sp002337095
GB_GCA_003246575.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__SZUA-359;s__SZUA-359 sp003246575
GB_GCA_002348605.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp002348605
GB_GCA_002348615.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp002348615
GB_GCA_012270305.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp012270305

GB_GCA_002434005.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp002434005
GB_GCA_002335175.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp002335175
GB_GCA_000503915.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp000503915
GB_GCA_002316545.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp002316545
GB_GCA_002455275.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1020;s__UBA1020 sp002455275
GB_GCA_002331045.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2112;s__UBA2112 sp002331045
GB_GCA_903889015.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903889015
GB_GCA_903899655.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903899655
GB_GCA_001873625.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp001873625
GB_GCA_013334475.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp013334475

GB_GCA_903861015.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903861015
GB_GCA_903844835.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903844835
GB_GCA_903900345.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903900345
GB_GCA_903832635.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903832635
GB_GCA_903866605.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903866605
GB_GCA_903952435.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp903952435

GB_GCA_002839415.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp002839415
GB_GCA_002413425.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp002413425
GB_GCA_002429375.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp002429375
GB_GCA_014379635.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp014379635
GB_GCA_002427805.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp002427805
GB_GCA_004322265.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1547;s__UBA1547 sp004322265
GB_GCA_001029695.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__2011-GWC2-44-17;s__2011-GWC2-44-17 sp001029695
GB_GCA_001790515.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__2011-GWC2-44-17;s__2011-GWC2-44-17 sp001790515
GB_GCA_004145215.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__2011-GWC2-44-17;s__2011-GWC2-44-17 sp004145215
GB_GCA_002404195.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6022;s__UBA6022 sp002404195
GB_GCA_002726935.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp002726935
GB_GCA_002422915.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp002422915
GB_GCA_002381485.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp002381485
GB_GCA_002429245.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp002429245
GB_GCA_004100325.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp004100325
GB_GCA_001897295.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp001897295
GB_GCA_001897305.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp001897305
GB_GCA_003545655.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp003545655
GB_GCA_009992235.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA6175;s__UBA6175 sp009992235
RS_GCF_007845205.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__SDRK01;s__SDRK01 sp007845205

GB_GCA_902761145.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp902761145
RS_GCF_004138395.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp004138395
GB_GCA_002363125.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp002363125
GB_GCA_002350545.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp002350545
GB_GCA_002371235.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp002371235
GB_GCA_002309075.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp002309075
GB_GCA_002393165.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp002393165

GB_GCA_002315165.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp002315165
GB_GCA_013333375.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp013333375
RS_GCF_007845165.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp007845165
GB_GCA_013333135.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp013333135
GB_GCA_013332955.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp013332955
GB_GCA_013332965.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp013332965
RS_GCF_004138405.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp004138405
GB_GCA_003979185.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp003979185
GB_GCA_013316435.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2866;s__UBA2866 sp013316435
GB_GCA_002363515.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp002363515
GB_GCA_002371895.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp002371895
GB_GCA_002351365.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp002351365
GB_GCA_002361425.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp002361425
GB_GCA_004561445.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp004561445
GB_GCA_002391075.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp002391075
GB_GCA_009783305.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA2834;s__UBA2834 sp009783305

GB_GCA_009777795.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQUV01;s__WQUV01 sp009777795
GB_GCA_009778015.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQUV01;s__WQUV01 sp009778015
GB_GCA_009781895.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQUV01;s__WQUV01 sp009781895

GB_GCA_009777315.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WRMD01;s__WRMD01 sp009777315
GB_GCA_009777365.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WRLZ01;s__WRLZ01 sp009777365

GB_GCA_002293245.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA949;s__UBA949 sp002293245
GB_GCA_009785325.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQWN01;s__WQWN01 sp009785325
GB_GCA_009778675.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WRFU01;s__WRFU01 sp009778675
GB_GCA_013333405.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UMGS1907;s__UMGS1907 sp013333405
GB_GCA_900555945.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UMGS1907;s__UMGS1907 sp900555945
GB_GCA_900556165.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UMGS1907;s__UMGS1907 sp900556165
RS_GCF_004151455.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UMGS1907;s__UMGS1907 sp004151455
GB_GCA_010014525.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__RZZT01;s__RZZT01 sp010014525
GB_GCA_009776375.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQXA01;s__WQXA01 sp009776375
GB_GCA_009786195.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQXA01;s__WQXA01 sp009786195
GB_GCA_009785095.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WQXA01;s__WQXA01 sp009785095
GB_GCA_009777625.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WRLL01;s__WRLL01 sp009777625
GB_GCA_009787015.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WRGU01;s__WRGU01 sp009787015
GB_GCA_002313515.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1103;s__UBA1103 sp002313515
GB_GCA_004136275.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1103;s__UBA1103 sp004136275
GB_GCA_013333515.2 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1103;s__UBA1103 sp013333515
RS_GCF_004138455.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA1103;s__UBA1103 sp004138455

GB_GCA_009783235.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__WRHN01;s__WRHN01 sp009783235
GB_GCA_002434045.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__UBA5946;s__UBA5946 sp002434045
GB_GCA_010014665.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__RZYF01;s__RZYF01 sp010014665

GB_GCA_002861585.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__GCA-2861585;s__GCA-2861585 sp002861585
GB_GCA_004100265.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__AMD01;s__AMD01 sp004100265

GB_GCA_903821365.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__Saccharimonadaceae;g__CAĲKY01;s__CAĲKY01 sp903821365
GB_GCA_002482925.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA7683;g__UBA7683;s__UBA7683 sp002482925

GB_GCA_003133385.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA5150;s__UBA5150 sp003133385
GB_GCA_003153395.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA5150;s__UBA5150 sp003153395

GB_GCA_002413795.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA5150;s__UBA5150 sp002413795
GB_GCA_002792275.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA5150;s__UBA5150 sp002792275
GB_GCA_010027485.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__RGVC01;s__RGVC01 sp010027485

GB_GCA_014377525.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA4729;s__UBA4729 sp014377525
GB_GCA_014378615.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA4729;s__UBA4729 sp014378615
GB_GCA_002413865.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA4729;s__UBA4729 sp002413865
GB_GCA_013289705.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__JACMPA01;s__JACMPA01 sp013289705
GB_GCA_014377695.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__JACMPA01;s__JACMPA01 sp014377695
GB_GCA_002441585.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA6224;s__UBA6224 sp002441585
GB_GCA_002413755.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA4665;s__UBA4665 sp002413755
GB_GCA_002413835.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA4665;s__UBA4665 sp002413835
GB_GCA_003516025.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__UBA4665;s__UBA4665 sp003516025
GB_GCA_002746885.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__GCA-2746885;s__GCA-2746885 sp002746885

RS_GCF_002952755.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__PMNU01;s__PMNU01 sp002952755
GB_GCA_903839515.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAIYEO01;s__CAIYEO01 sp903839515
GB_GCA_903900685.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAIYEO01;s__CAIYEO01 sp903900685
GB_GCA_903840315.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAIYEO01;s__CAIYEO01 sp903840315
GB_GCA_903891235.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAIYEO01;s__CAIYEO01 sp903891235
GB_GCA_903925195.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAIYEO01;s__CAIYEO01 sp903925195

GB_GCA_903970425.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAJCIR01;s__CAJCIR01 sp903970425
GB_GCA_903836325.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__CAILQE01;s__CAILQE01 sp903836325

GB_GCA_003164595.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA4665;g__BOG-1338;s__BOG-1338 sp003164595
GB_GCA_003962975.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__AWTP1-31;g__AWTP1-31;s__AWTP1-31 sp003962975
GB_GCA_903946795.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__AWTP1-31;g__AWTP1-31;s__AWTP1-31 sp903946795
GB_GCA_013815785.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__JACDFO01;g__JACDFO01;s__JACDFO01 sp013815785
GB_GCA_001790455.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212_A;g__2-02-FULL-47-12;s__2-02-FULL-47-12 sp001790455

GB_GCA_900299395.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__OMJO01;g__OMJO01;s__OMJO01 sp900299395
GB_GCA_001790525.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212;g__UBA10212;s__UBA10212 sp001790525
GB_GCA_001790575.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212;g__UBA10212;s__UBA10212 sp001790575

GB_GCA_002452155.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212;g__UBA6824;s__UBA6824 sp002452155
GB_GCA_001788565.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212;g__2-01-FULL-49-22;s__2-01-FULL-49-22 sp001788565

GB_GCA_002793885.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212;g__21-14-0-10-47-8-A;s__21-14-0-10-47-8-A sp002793885
GB_GCA_013815775.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__UBA10212;g__JACDFN01;s__JACDFN01 sp013815775
GB_GCA_009923445.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__SZUA-47;g__RFTN01;s__RFTN01 sp009923445
GB_GCA_003231925.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__SZUA-47;g__SZUA-47;s__SZUA-47 sp003231925

GB_GCA_013694995.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__JACDBH01;g__JACDBH01;s__JACDBH01 sp013694995
GB_GCA_007132685.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__SLHW01;g__SLHW01;s__SLHW01 sp007132685
GB_GCA_007135955.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__SLHW01;g__SLHW01;s__SLHW01 sp007135955
GB_GCA_001790445.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__2-12-FULL-41-12;g__2-12-FULL-41-12;s__2-12-FULL-41-12 sp001790445

GB_GCA_903853925.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__CAIOMD01;g__CAIOMD01;s__CAIOMD01 sp903853925
GB_GCA_903920345.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__CAIOMD01;g__CAIOMD01;s__CAIOMD01 sp903920345
GB_GCA_903880655.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__CAIOMD01;g__CAIOMD01;s__CAIOMD01 sp903880655
GB_GCA_903859365.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__CAIOMD01;g__CAIOMD01;s__CAIOMD01 sp903859365

GB_GCA_009839685.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__VXPC01;g__VXPC01;s__VXPC01 sp009839685
GB_GCA_012965045.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__DTSZ01;g__DTSZ01;s__DTSZ01 sp012965045
GB_GCA_003022365.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__QS-5-54-17;g__QS-5-54-17;s__QS-5-54-17 sp003022365

GB_GCA_007131065.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__Saccharimonadales;f__QS-5-54-17;g__SLRF01;s__SLRF01 sp007131065
GB_GCA_002415345.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__UBA4664;f__UBA4664;g__UBA4664;s__UBA4664 sp002415345
GB_GCA_002429485.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__UBA4664;f__UBA4664;g__UBA5169;s__UBA5169 sp002429485

GB_GCA_004297735.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__UBA4664;f__SCTI01;g__SCTI01;s__SCTI01 sp004297735
GB_GCA_009691435.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__CAILAD01;f__BJGX01;g__SICB01;s__SICB01 sp009691435
GB_GCA_009691555.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__CAILAD01;f__BJGX01;g__SICB01;s__SICB01 sp009691555

GB_GCA_014191035.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__CAILAD01;f__BJGX01;g__BJGX01;s__BJGX01 sp014191035
GB_GCA_013816445.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__CAILAD01;f__CAILAD01;g__JACDEK01;s__JACDEK01 sp013816445
GB_GCA_903832035.1 d__Bacteria;p__Patescibacteria;c__Saccharimonadia;o__CAILAD01;f__CAILAD01;g__CAILAD01;s__CAILAD01 sp903832035

GB_GCA_002338125.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__UBA1875;f__UBA1875;g__UBA1875;s__UBA1875 sp002338125
GB_GCA_002476865.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__UBA1875;f__UBA1875;g__UBA7522;s__UBA7522 sp002476865

GB_GCA_903842085.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__UBA1875;f__CAIMLA01;g__CAIMLA01;s__CAIMLA01 sp903842085
GB_GCA_002785325.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__UBA1875;f__GCA-2785325;g__GCA-2785325;s__GCA-2785325 sp002785325
GB_GCA_000993275.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__CPR2;f__CPR2;g__GWC2-39-10;s__GWC2-39-10 sp000993275
GB_GCA_001872945.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__CPR2;f__CPR2;g__GWC2-39-10;s__GWC2-39-10 sp001872945
GB_GCA_000995065.1 d__Bacteria;p__Patescibacteria;c__CPR2;o__CPR2;f__CPR2;g__UBA9978;s__UBA9978 sp000995065
GB_GCA_002792735.1 d__Bacteria;p__Patescibacteria;c__CPR2_A;o__CG2-30-33-46;f__CG2-30-33-46;g__CG2-30-33-46;s__CG2-30-33-46 sp002792735

GB_GCA_001029795.1 d__Bacteria;p__Patescibacteria;c__Kazan-3B-28;o__Kazan-3B-28;f__Kazan-3B-28;g__Kazan-3B-28;s__Kazan-3B-28 sp001029795
GB_GCA_001771185.1 d__Bacteria;p__Patescibacteria;c__Kazan-3B-28;o__Kazan-3B-28;f__Kazan-3B-28;g__Kazan-3B-28;s__Kazan-3B-28 sp001771185
GB_GCA_003647645.1 d__Bacteria;p__Patescibacteria;c__Kazan-3B-28;o__Kazan-3B-28;f__Kazan-3B-28;g__B79-G16;s__B79-G16 sp003647645
GB_GCA_001771275.1 d__Bacteria;p__Patescibacteria;c__Kazan-3B-28;o__Kazan-3B-28;f__UBA10110;g__2-01-FULL-49-10;s__2-01-FULL-49-10 sp001771275
GB_GCA_001772255.1 d__Bacteria;p__Patescibacteria;c__Kazan-3B-28;o__Kazan-3B-28;f__UBA10110;g__RBG-13-50-9;s__RBG-13-50-9 sp001772255
GB_GCA_003524745.1 d__Bacteria;p__Patescibacteria;c__Kazan-3B-28;o__Kazan-3B-28;f__UBA10110;g__UBA10110;s__UBA10110 sp003524745
GB_GCA_009694835.1 d__Bacteria;p__Patescibacteria;c__SICC01;o__SICC01;f__SICC01;g__SICC01;s__SICC01 sp009694835

GB_GCA_002789815.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__GWA2-35-9;f__CG2-30-39-44;g__CG2-30-39-44;s__CG2-30-39-44 sp002789815
GB_GCA_007376535.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__GWA2-35-9;f__CG2-30-39-44;g__VMGK01;s__VMGK01 sp007376535
GB_GCA_000991185.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__GWA2-35-9;f__GWA2-35-9;g__GWA2-35-9;s__GWA2-35-9 sp000991185
GB_GCA_002793435.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__GWA2-35-9;f__GWA2-35-9;g__GWA2-35-9;s__GWA2-35-9 sp002793435

GB_GCA_002780235.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__GWA2-35-9;f__CG2-30-43-20;g__CG2-30-43-20;s__CG2-30-43-20 sp002780235
GB_GCA_002071685.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA1384;f__DTJR01;g__MWBO01;s__MWBO01 sp002071685

GB_GCA_011333785.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA1384;f__DTJR01;g__DTJR01;s__DTJR01 sp011333785
GB_GCA_002778735.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA1384;f__1-14-0-10-41-12;g__1-14-0-10-41-12;s__1-14-0-10-41-12 sp002778735

GB_GCA_002305395.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA1384;f__UBA1384;g__UBA1384;s__UBA1384 sp002305395
GB_GCA_001774395.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__2-12-FULL-50-11;f__2-12-FULL-50-11;g__2-12-FULL-50-11;s__2-12-FULL-50-11 sp001774395
GB_GCA_903839975.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__2-12-FULL-50-11;f__2-12-FULL-50-11;g__CAIMEH01;s__CAIMEH01 sp903839975

GB_GCA_011056905.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__2-12-FULL-50-11;f__2-12-FULL-50-11;g__DSNT01;s__DSNT01 sp011056905
GB_GCA_002771215.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA12157_A;f__GCA-002773005;g__GCA-002773005;s__GCA-002773005 sp002771215

GB_GCA_011332705.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__DTQI01;f__DTQI01;g__DTQI01;s__DTQI01 sp011332705
GB_GCA_001029735.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA12157;f__UBA12157;g__GWE1-39-12;s__GWE1-39-12 sp001029735
GB_GCA_903877885.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__UBA12157;f__UBA12157;g__CAIRFN01;s__CAIRFN01 sp903877885
GB_GCA_009885355.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__VFKW01;f__VFKW01;g__VFKW01;s__VFKW01 sp009885355

GB_GCA_001776195.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__XYA2-FULL-43-10;f__XYA2-FULL-43-10;g__XYA2-FULL-43-10;s__XYA2-FULL-43-10 sp001776195
GB_GCA_002070055.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__XYA2-FULL-43-10;f__XYA2-FULL-43-10;g__MWCM01;s__MWCM01 sp002070055

GB_GCA_002773985.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__XYA2-FULL-43-10;f__1-14-0-10-43-13;g__1-14-0-10-43-13;s__1-14-0-10-43-13 sp002773985
GB_GCA_903851235.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__XYA2-FULL-43-10;f__CAINNR01;g__CAINNR01;s__CAINNR01 sp903851235

GB_GCA_011334535.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__DTIG01;f__DTIG01;g__DTIG01;s__DTIG01 sp011334535
GB_GCA_903834195.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__CAILIB01;f__CAILIB01;g__CAILIB01;s__CAILIB01 sp903834195
GB_GCA_903954185.1 d__Bacteria;p__Patescibacteria;c__UBA1384;o__CAJBMM01;f__CAJBMM01;g__CAJBMM01;s__CAJBMM01 sp903954185

GB_GCA_003260325.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__GN02-872;s__GN02-872 sp003260325
RS_GCF_002761215.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__GN02-872;s__GN02-872 sp002761215
GB_GCA_013368515.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__GN02-872;s__GN02-872 sp013368515
GB_GCA_002749055.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__PDTW01;s__PDTW01 sp002749055

GB_GCA_004563595.2 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__MAAV01;s__MAAV01 sp004563595
355-202_metabat2_scaf2bin.068
4571-419_metabat2_scaf2bin.063_VB
GB_GCA_002422305.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__UBA6164;s__UBA6164 sp002422305
S142_metabat2_scaf2bin.020
S147_metabat2_scaf2bin.030
S017_metabat2_scaf2bin.012
131-447_maxbin2_scaf2bin.059
M1_metabat2_scaf2bin.032
M2_metabat2_scaf2bin.051

4281-140_metabat2_scaf2bin.061
GB_GCA_002435385.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__UBA6489;s__UBA6489 sp002435385
GB_GCA_010119145.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__JAACSU01;s__JAACSU01 sp010119145
M17_metabat1_scaf2bin.065
4281-140_metabat2_scaf2bin.086
GB_GCA_002412935.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__UBA5194;s__UBA5194 sp002412935
GB_GCA_010119095.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__UBA5194;s__UBA5194 sp010119095
GB_GCA_013350285.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__JAAXWG01;s__JAAXWG01 sp013350285

GB_GCA_002470645.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA6164;g__UBA7396;s__UBA7396 sp002470645
GB_GCA_003260345.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__GN02-873;s__GN02-873 sp003260345
GB_GCA_013332525.2 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__GN02-873;s__GN02-873 sp013332525
GB_GCA_002747975.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__GN02-873;s__GN02-873 sp002747975

GB_GCA_014377245.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__JABFSX01;s__JABFSX01 sp014377245
GB_GCA_014377305.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__JABFSX01;s__JABFSX01 sp014377305
GB_GCA_013268835.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__JABFSX01;s__JABFSX01 sp013268835

GB_GCA_008015855.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__SSGK01;s__SSGK01 sp008015855
GB_GCA_002426885.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__UBA5532;s__UBA5532 sp002426885

GB_GCA_002771035.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__UBA1545;s__UBA1545 sp002771035
GB_GCA_003488655.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__UBA1545;s__UBA1545 sp003488655
GB_GCA_001873165.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__UBA1545;s__UBA1545 sp001873165
GB_GCA_903908595.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__CAIVSN01;s__CAIVSN01 sp903908595
GB_GCA_002335145.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__BD1-5;f__UBA2023;g__UBA2023;s__UBA2023 sp002335145

S147_metabat2_scaf2bin.018
S011_metabat2_scaf2bin.032
S009_metabat2_scaf2bin.021
M1_metabat2_scaf2bin.047
M2_metabat2_scaf2bin.070
131-447_metabat2_scaf2bin.028
131-447_metabat2_scaf2bin.075
M17_maxbin2_scaf2bin.095
M1_metabat2_scaf2bin.024

4559-240_metabat2_scaf2bin.053
M10_metabat2_scaf2bin.118
M17_metabat2_scaf2bin.123
S143_metabat2_scaf2bin.015
S141_metabat1_scaf2bin.006

4561-380_maxbin2_scaf2bin.061
4571-419_metabat2_scaf2bin.045
S141_maxbin2_scaf2bin.056
Cand. Absconditicoccus praedator (Genbank accession CP054059.1)
Cand. Vampirococcus lugosii (Genbank accession JAEDAM000000000.1)
GB_GCA_007115995.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__SKJI01;s__SKJI01 sp007115995
GB_GCA_903904545.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__CAJBLF01;s__CAJBLF01 sp903904545
GB_GCA_903918675.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__CAJBLF01;s__CAJBLF01 sp903918675
GB_GCA_903904875.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__CAJBLF01;s__CAJBLF01 sp903904875
GB_GCA_903953935.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__CAJBLF01;s__CAJBLF01 sp903953935
GB_GCA_002791215.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__UM-FILTER-40-9;s__UM-FILTER-40-9 sp002791215
GB_GCA_000503875.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__UBA5124;s__UBA5124 sp000503875
GB_GCA_002414185.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__UBA5124;s__UBA5124 sp002414185
GB_GCA_002441085.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__UBA6263;s__UBA6263 sp002441085
GB_GCA_903943625.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__UBA6263;s__UBA6263 sp903943625
GB_GCA_013333295.2 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__HOT-345;s__HOT-345 sp013333295
GB_GCA_013333605.2 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__HOT-345;s__HOT-345 sp013333605
GB_GCA_003260355.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__HOT-345;s__HOT-345 sp003260355
GB_GCA_002361595.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__UBA3291;s__UBA3291 sp002361595
GB_GCA_002746475.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__PDOX01;s__PDOX01 sp002746475
GB_GCA_007116275.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__SKIU01;s__SKIU01 sp007116275
GB_GCA_001007975.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Absconditabacterales;f__X112;g__Aalborg-AAW-1;s__Aalborg-AAW-1 sp001007975

GB_GCA_001787755.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__GWB1-54-5;s__GWB1-54-5 sp001787755
GB_GCA_002772545.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__GWB1-54-5;s__GWB1-54-5 sp002772545
GB_GCA_002787035.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__GWB1-54-5;s__GWB1-54-5 sp002787035
GB_GCA_002436205.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__UBA2170;s__UBA2170 sp002436205
GB_GCA_002772815.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__UBA2170;s__UBA2170 sp002772815

GB_GCA_012515645.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__JAAYXY01;s__JAAYXY01 sp012515645
GB_GCA_002772745.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__1-14-0-10-55-24;s__1-14-0-10-55-24 sp002772745
GB_GCA_003483925.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__UBA9631;s__UBA9631 sp003483925
GB_GCA_002328295.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__UBA2144;s__UBA2144 sp002328295
GB_GCA_001430885.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__Peribacter;s__Peribacter riflensis
GB_GCA_001872575.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__Peribacter;s__Peribacter sp001872575
GB_GCA_001787585.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-12-FULL-55-11;s__2-12-FULL-55-11 sp001787585
GB_GCA_007376635.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-12-FULL-55-11;s__2-12-FULL-55-11 sp007376635
GB_GCA_001788925.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-12-FULL-55-11;s__2-12-FULL-55-11 sp001788925

GB_GCA_001788955.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-02-FULL-49-16;s__2-02-FULL-49-16 sp001788955
GB_GCA_002772605.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-02-FULL-49-16;s__2-02-FULL-49-16 sp002772605
GB_GCA_001789045.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__01-FULL-54-110;s__01-FULL-54-110 sp001789045

GB_GCA_007376205.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__VMFU01;s__VMFU01 sp007376205
GB_GCA_009691305.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__JABFSS01;s__JABFSS01 sp009691305
GB_GCA_013140485.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__JABFSS01;s__JABFSS01 sp013140485
GB_GCA_007375735.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__VMEW01;s__VMEW01 sp007375735
GB_GCA_903822115.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__CAIKAD01;s__CAIKAD01 sp903822115
GB_GCA_903854335.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__CAIKAD01;s__CAIKAD01 sp903854335
GB_GCA_903825315.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__CAIKAD01;s__CAIKAD01 sp903825315

GB_GCA_001787535.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-02-FULL-52-16;s__2-02-FULL-52-16 sp001787535
GB_GCA_009691405.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__SICN01;s__SICN01 sp009691405
GB_GCA_903854455.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__CAINWJ01;s__CAINWJ01 sp903854455
GB_GCA_001788965.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__Peribacterales;f__Peribacteraceae;g__2-02-FULL-51-10;s__2-02-FULL-51-10 sp001788965

GB_GCA_003154375.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UM-FILTER-43-11;f__UM-FILTER-43-11;g__FEN-1329;s__FEN-1329 sp003154375
S139_metabat2_scaf2bin.153

GB_GCA_002792495.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UM-FILTER-43-11;f__UM-FILTER-43-11;g__UM-FILTER-43-11;s__UM-FILTER-43-11 sp002792495
4559-240_metabat1_scaf2bin.085

GB_GCA_002401425.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__GCA-2401425;f__GCA-2401425;g__GCA-2401425;s__GCA-2401425 sp002401425
A1_metabat1_scaf2bin.029
GB_GCA_002747745.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA4473;f__UBA4473;g__OLZORAL124-38-8;s__OLZORAL124-38-8 sp002747745

GB_GCA_002389285.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA4473;f__UBA4473;g__UBA4473;s__UBA4473 sp002389285
GB_GCA_009995455.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA4473;f__UBA4473;g__JAACPJ01;s__JAACPJ01 sp009995455
M2_metabat1_scaf2bin.085

GB_GCA_903882825.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__CAIRYL01;f__CAIRYL01;g__CAIRYL01;s__CAIRYL01 sp903882825
S143_maxbin2_scaf2bin.345_VB

GB_GCA_003566255.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__SLNK01;s__SLNK01 sp003566255
GB_GCA_007133095.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__SLNK01;s__SLNK01 sp007133095
GB_GCA_011682355.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__JAACEU01;s__JAACEU01 sp011682355
GB_GCA_002792535.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__UM-FILTER-38-24;s__UM-FILTER-38-24 sp002792535
GB_GCA_903847465.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__CAINDQ01;s__CAINDQ01 sp903847465
GB_GCA_001787455.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__2-01-FULL-39-12;s__2-01-FULL-39-12 sp001787455
GB_GCA_002839505.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__PGYE01;s__PGYE01 sp002839505

GB_GCA_002772535.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__LOWO2-01-FULL-3;g__1-14-0-10-36-19;s__1-14-0-10-36-19 sp002772535
GB_GCA_013824265.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__PNNO01;g__PNNO01;s__PNNO01 sp013824265
GB_GCA_000992695.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12463;g__UBA12463;s__UBA12463 sp000992695
GB_GCA_000993595.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12463;g__UBA12463;s__UBA12463 sp000993595
GB_GCA_011355115.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12463;g__UBA12463;s__UBA12463 sp011355115

GB_GCA_002305925.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA1369;g__UBA1369;s__UBA1369 sp002305925
GB_GCA_903858295.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA1369;g__CAIOIA01;s__CAIOIA01 sp903858295

GB_GCA_003153355.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA1369;g__PALSA-1335;s__PALSA-1335 sp003153355
T10_metabat2_scaf2bin.179
GB_GCA_002788775.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UM-FILTER-53-11;g__UM-FILTER-53-11;s__UM-FILTER-53-11 sp002788775

GB_GCA_002796025.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UM-FILTER-53-11;g__21-14-0-20-46-8;s__21-14-0-20-46-8 sp002796025
GB_GCA_000989565.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__GWC2-33-13;g__GWC2-33-13;s__GWC2-33-13 sp000989565
GB_GCA_000999315.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12470;g__UBA12470;s__UBA12470 sp000999315
GB_GCA_001788795.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12470;g__XYC2-FULL-41-22;s__XYC2-FULL-41-22 sp001788795

GB_GCA_001873565.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12470;g__CG2-30-44-17;s__CG2-30-44-17 sp001873565
GB_GCA_001787475.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__2-02-FULL-48-14;g__2-02-FULL-48-14;s__2-02-FULL-48-14 sp001787475
S139_metabat1_scaf2bin.021

GB_GCA_000993615.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UBA12473;g__UBA12473;s__UBA12473 sp000993615
GB_GCA_001787465.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__GWF2-33-10;g__OXYB2-FULL-32-7;s__OXYB2-FULL-32-7 sp001787465
GB_GCA_001788835.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__GWF2-33-10;g__GWF2-33-10;s__GWF2-33-10 sp001788835
GB_GCA_002718715.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__GCA-2718715;g__GCA-2718715;s__GCA-2718715 sp002718715
GB_GCA_014240275.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__GCA-2718715;g__JAAZXH01;s__JAAZXH01 sp014240275

GB_GCA_002788755.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__UBA1369;f__UM-FILTER-41-14;g__UM-FILTER-41-14;s__UM-FILTER-41-14 sp002788755
GB_GCA_001773455.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__RBG-16-42-10;f__RBG-16-42-10;g__RBG-16-42-10;s__RBG-16-42-10 sp001773455
GB_GCA_002783265.1 d__Bacteria;p__Patescibacteria;c__Gracilibacteria;o__1-14-2-50-48-13;f__1-14-2-50-48-13;g__1-14-2-50-48-13;s__1-14-2-50-48-13 sp002783265

GB_GCA_012031925.1 d__Bacteria;p__Patescibacteria;c__JACMRA01;o__JACMRA01;f__JACMRA01;g__JAAUSE01;s__JAAUSE01 sp012031925
GB_GCA_014377045.1 d__Bacteria;p__Patescibacteria;c__JACMRA01;o__JACMRA01;f__JACMRA01;g__JACMQI01;s__JACMQI01 sp014377045
GB_GCA_014376695.1 d__Bacteria;p__Patescibacteria;c__JACMRA01;o__JACMRA01;f__JACMRA01;g__JACMRA01;s__JACMRA01 sp014376695

GB_GCA_001792345.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__WO2-FULL-39-10;s__WO2-FULL-39-10 sp001792345
GB_GCA_001793015.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__2-01-FULL-39-10;s__2-01-FULL-39-10 sp001793015
GB_GCA_001793155.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__WO2-FULL-39-9;s__WO2-FULL-39-9 sp001793155

GB_GCA_000993405.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWB1-39-12;s__GWB1-39-12 sp000993405
GB_GCA_001792215.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__WO2-39-10b;s__WO2-39-10b sp001792215
GB_GCA_000993025.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWB1-38-13;s__GWB1-38-13 sp000993025
GB_GCA_000993685.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWB1-38-13;s__GWB1-38-13 sp000993685

GB_GCA_001793095.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__HO2-FULL-38-9;s__HO2-FULL-38-9 sp001793095
GB_GCA_013374855.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__Ch104c;s__Ch104c sp013374855

GB_GCA_013426185.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__Ch104c;s__Ch104c sp013426185
GB_GCA_000993115.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWC1-37-12b;s__GWC1-37-12b sp000993115
GB_GCA_000997405.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA8517;s__UBA8517 sp000997405
GB_GCA_003484955.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA8517;s__UBA8517 sp003484955
GB_GCA_001001045.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA8517;s__UBA8517 sp001001045
GB_GCA_000993205.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWB1-39-10;s__GWB1-39-10 sp000993205

GB_GCA_000989765.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA12026;s__UBA12026 sp000989765
GB_GCA_000990005.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA12026;s__UBA12026 sp000990005

GB_GCA_001029755.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWF1-31-35;s__GWF1-31-35 sp001029755
GB_GCA_001791995.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__RBG-13-46-13;s__RBG-13-46-13 sp001791995
GB_GCA_001792115.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__RBG-16-42-24;s__RBG-16-42-24 sp001792115
GB_GCA_002415845.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA5073;s__UBA5073 sp002415845

GB_GCA_002293705.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA925;s__UBA925 sp002293705
GB_GCA_002430735.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA5941;s__UBA5941 sp002430735

GB_GCA_001793235.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__01-FULL-44-24b;s__01-FULL-44-24b sp001793235
GB_GCA_002329465.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA1430;s__UBA1430 sp002329465
GB_GCA_013374835.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__UBA1430;s__UBA1430 sp013374835
GB_GCA_000995185.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__GWC1-42-9;s__GWC1-42-9 sp000995185

GB_GCA_001792465.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__2-01-FULL-44-10;s__2-01-FULL-44-10 sp001792465
GB_GCA_001792305.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__2-01-FULL-39-21;s__2-01-FULL-39-21 sp001792305
GB_GCA_001792535.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA8517;g__2-01-FULL-39-21;s__2-01-FULL-39-21 sp001792535

GB_GCA_001816475.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA10165;g__UBA10165;s__UBA10165 sp001816475
GB_GCA_007376395.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA10165;g__VMGE01;s__VMGE01 sp007376395
GB_GCA_002686465.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA10165;g__GCA-2686465;s__GCA-2686465 sp002686465
GB_GCA_001816385.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA10165;g__01-FULL-43-15b;s__01-FULL-43-15b sp001816385
GB_GCA_001816455.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__UBA10165;g__2-12-FULL-44-25;s__2-12-FULL-44-25 sp001816455

GB_GCA_001002325.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__UBA12042;s__UBA12042 sp001002325
GB_GCA_001775555.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__UBA12042;s__UBA12042 sp001775555
GB_GCA_001001375.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__GWC1-47-15;s__GWC1-47-15 sp001001375
GB_GCA_001773775.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__XYB1-FULL-44-23;s__XYB1-FULL-44-23 sp001773775
GB_GCA_007376345.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__VMGA01;s__VMGA01 sp007376345
GB_GCA_001773725.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__01-FULL-48-32b;s__01-FULL-48-32b sp001773725
GB_GCA_001773695.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__WO2-48-25;s__WO2-48-25 sp001773695
GB_GCA_001001555.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__GWC2-45-19;s__GWC2-45-19 sp001001555
GB_GCA_001002405.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__Amesbacteraceae;g__GWC2-45-19;s__GWC2-45-19 sp001002405
GB_GCA_000999595.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GWA2-44-7;f__GWA2-44-7;g__GWA2-44-7;s__GWA2-44-7 sp000999595

GB_GCA_001873665.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12158;s__UBA12158 sp001873665
GB_GCA_009885205.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12158;s__UBA12158 sp009885205
GB_GCA_002780135.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12158;s__UBA12158 sp002780135

GB_GCA_000989305.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12158;s__UBA12158 sp000989305
GB_GCA_002402535.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12158;s__UBA12158 sp002402535
GB_GCA_002304845.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12158;s__UBA12158 sp002304845

GB_GCA_002345725.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA2283;s__UBA2283 sp002345725
GB_GCA_903825325.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA2283;s__UBA2283 sp903825325
GB_GCA_003250375.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__SZUA-533;s__SZUA-533 sp003250375
GB_GCA_003542615.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA12405;s__UBA12405 sp003542615
GB_GCA_002382075.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA5615;s__UBA5615 sp002382075

GB_GCA_013387215.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__WARW01;s__WARW01 sp013387215
GB_GCA_002329385.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA1435;s__UBA1435 sp002329385
GB_GCA_002306295.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA1372;s__UBA1372 sp002306295
GB_GCA_003647605.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__B61-G2;s__B61-G2 sp003647605
S014_metabat2_scaf2bin.092
T11_metabat1_scaf2bin.010
S014_metabat2_scaf2bin.074
GB_GCA_002428285.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA12405;f__UBA12405;g__UBA6130;s__UBA6130 sp002428285

128-326_metabat1_scaf2bin.052
GB_GCA_002774085.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__0-14-0-10-38-17;f__0-14-0-10-38-17;g__0-14-0-10-38-17;s__0-14-0-10-38-17 sp002774085
GB_GCA_002780305.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UM-FILTER-40-11;f__UM-FILTER-40-11;g__UM-FILTER-40-11;s__UM-FILTER-40-11 sp002780305

GB_GCA_011367745.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UM-FILTER-40-11;f__UM-FILTER-40-11;g__DSXX01;s__DSXX01 sp011367745
GB_GCA_002069945.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UM-FILTER-40-11;f__UM-FILTER-40-11;g__MWCH01;s__MWCH01 sp002069945
GB_GCA_002784465.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UM-FILTER-39-15;f__UM-FILTER-39-15;g__UM-FILTER-39-15;s__UM-FILTER-39-15 sp002784465
GB_GCA_002793635.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__PFEM01;f__PFEM01;g__PFEM01;s__PFEM01 sp002793635

GB_GCA_903842795.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp903842795
GB_GCA_903959355.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp903959355
GB_GCA_001029715.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp001029715
GB_GCA_002306345.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp002306345

GB_GCA_002422765.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp002422765
GB_GCA_002422165.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp002422165
GB_GCA_903891335.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1364;s__UBA1364 sp903891335
GB_GCA_012515515.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__JAAZKO01;s__JAAZKO01 sp012515515
GB_GCA_012799795.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__JAAZKO01;s__JAAZKO01 sp012799795
GB_GCA_001787405.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA10119;s__UBA10119 sp001787405
GB_GCA_001002135.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA10119;s__UBA10119 sp001002135

GB_GCA_900299405.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA10119;s__UBA10119 sp900299405
GB_GCA_001873435.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__CG2-30-36-39;s__CG2-30-36-39 sp001873435
GB_GCA_003518205.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA9650;s__UBA9650 sp003518205

GB_GCA_009776965.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__WRMU01;s__WRMU01 sp009776965
GB_GCA_002772695.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UM-FILTER-42-14;s__UM-FILTER-42-14 sp002772695
GB_GCA_009991965.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UM-FILTER-42-14;s__UM-FILTER-42-14 sp009991965
GB_GCA_002784625.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UM-FILTER-42-14;s__UM-FILTER-42-14 sp002784625
GB_GCA_002305355.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1388;s__UBA1388 sp002305355
GB_GCA_002772705.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1388;s__UBA1388 sp002772705
GB_GCA_900299155.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__OMIS01;s__OMIS01 sp900299155
GB_GCA_002772645.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__1-14-0-10-56-10;s__1-14-0-10-56-10 sp002772645
GB_GCA_002783105.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__VFLK01;s__VFLK01 sp002783105
GB_GCA_009885085.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__VFLK01;s__VFLK01 sp009885085
GB_GCA_002788675.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__CG1-02-43-31;s__CG1-02-43-31 sp002788675
GB_GCA_002306315.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA1370;s__UBA1370 sp002306315

S014_metabat2_scaf2bin.120
S139_metabat1_scaf2bin.023

GB_GCA_002293725.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__UBA924;s__UBA924 sp002293725
GB_GCA_003173865.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__PJMF01;g__PJMF01;s__PJMF01 sp003173865

GB_GCA_001002285.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12028;g__UBA12028;s__UBA12028 sp001002285
GB_GCA_003487265.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12028;g__UBA12472;s__UBA12472 sp003487265
GB_GCA_003176165.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12028;g__PSRQ01;s__PSRQ01 sp003176165
GB_GCA_002305195.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA1396;g__UBA1396;s__UBA1396 sp002305195

GB_GCA_001803415.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__RBG-16-45-19;g__RBG-16-45-19;s__RBG-16-45-19 sp001803415
GB_GCA_003247275.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__RBG-16-45-19;g__SZUA-360;s__SZUA-360 sp003247275

GB_GCA_001803465.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__2-01-FULL-45-11;g__2-01-FULL-45-11;s__2-01-FULL-45-11 sp001803465
GB_GCA_001000865.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA10133;s__UBA10133 sp001000865
GB_GCA_002789895.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA10133;s__UBA10133 sp002789895
GB_GCA_001774685.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA10133;s__UBA10133 sp001774685
GB_GCA_003531665.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA10133;s__UBA10133 sp003531665
GB_GCA_000998025.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA10133;s__UBA10133 sp000998025
GB_GCA_001001485.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA10133;s__UBA10133 sp001001485
GB_GCA_001776275.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__MFAQ01;s__MFAQ01 sp001776275
GB_GCA_000998275.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA2277;s__UBA2277 sp000998275
GB_GCA_903884375.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA2277;s__UBA2277 sp903884375
GB_GCA_903886255.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA2277;s__UBA2277 sp903886255
GB_GCA_002347045.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__UBA2277;s__UBA2277 sp002347045

GB_GCA_903873735.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__CAIQPO01;s__CAIQPO01 sp903873735
GB_GCA_001774555.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__MFAQ01;g__2-01-FULL-50-23;s__2-01-FULL-50-23 sp001774555

RS_GCF_009936135.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__Chazhemtobacteraceae;g__Chazhemtobacterium;s__Chazhemtobacterium aquaticus
GB_GCA_001002415.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12108;g__UBA12108;s__UBA12108 sp001002415
GB_GCA_003576945.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12108;g__GWF;s__GWF sp003576945
GB_GCA_903945195.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12108;g__CAJAUT01;s__CAJAUT01 sp903945195
GB_GCA_011368205.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12108;g__DSVY01;s__DSVY01 sp011368205

GB_GCA_001003385.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA12108;g__LCPA01;s__LCPA01 sp001003385
356-284_metabat1_scaf2bin.034
T10_metabat1_scaf2bin.087

GB_GCA_001816585.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__Chisholmbacteraceae;g__2-01-FULL-50-28;s__2-01-FULL-50-28 sp001816585
GB_GCA_001816915.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__Chisholmbacteraceae;g__2-01-FULL-49-14;s__2-01-FULL-49-14 sp001816915

GB_GCA_002335355.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA1449;g__UBA1449;s__UBA1449 sp002335355
GB_GCA_012797845.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA1449;g__JAAZOH01;s__JAAZOH01 sp012797845
GB_GCA_012798485.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA1449;g__JAAZND01;s__JAAZND01 sp012798485

GB_GCA_002305125.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA1400;g__UBA1400;s__UBA1400 sp002305125
GB_GCA_002773945.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__UBA1400;g__1-14-0-10-34-10;s__1-14-0-10-34-10 sp002773945
GB_GCA_002772455.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__CG1-02-47-37;g__CG1-02-47-37;s__CG1-02-47-37 sp002772455
GB_GCA_011329435.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__CG1-02-47-37;g__DSTH01;s__DSTH01 sp011329435

GB_GCA_001029675.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1400;f__CG1-02-47-37;g__GWC1-49-16;s__GWC1-49-16 sp001029675
GB_GCA_001789855.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp001789855
GB_GCA_002440905.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp002440905
GB_GCA_000990565.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp000990565
GB_GCA_000990305.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp000990305
GB_GCA_002786595.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp002786595
GB_GCA_002779665.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp002779665

GB_GCA_000991135.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp000991135
GB_GCA_002792355.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp002792355
GB_GCA_002050095.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp002050095

GB_GCA_002788805.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GWC2-37-13;s__GWC2-37-13 sp002788805
GB_GCA_002774185.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__PEZG01;s__PEZG01 sp002774185
GB_GCA_001789635.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-40-13;s__2-01-FULL-40-13 sp001789635
GB_GCA_001789645.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-40-13;s__2-01-FULL-40-13 sp001789645
GB_GCA_001789745.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-40-13;s__2-01-FULL-40-13 sp001789745

GB_GCA_001788015.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-40-13;s__2-01-FULL-40-13 sp001788015
GB_GCA_001789695.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-40-13;s__2-01-FULL-40-13 sp001789695
GB_GCA_001789355.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__O2-01-FULL-39-8;s__O2-01-FULL-39-8 sp001789355
GB_GCA_002780795.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__GCA-002780795;s__GCA-002780795 sp002780795
GB_GCA_012798265.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__JAAZNM01;s__JAAZNM01 sp012798265

GB_GCA_002788865.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UBA1450;s__UBA1450 sp002788865
GB_GCA_002792315.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UBA1450;s__UBA1450 sp002792315
GB_GCA_000990445.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UBA1450;s__UBA1450 sp000990445
GB_GCA_002796045.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UBA1450;s__UBA1450 sp002796045

GB_GCA_002329205.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UBA1450;s__UBA1450 sp002329205
GB_GCA_001789555.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UBA1450;s__UBA1450 sp001789555
GB_GCA_001789805.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-41-22;s__2-01-FULL-41-22 sp001789805
GB_GCA_013334845.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__JAAXWV01;s__JAAXWV01 sp013334845
GB_GCA_013335175.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__JAAXWC01;s__JAAXWC01 sp013335175
GB_GCA_001790095.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__YC2-FULL-38-9;s__YC2-FULL-38-9 sp001790095
GB_GCA_002784505.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__YC2-FULL-38-9;s__YC2-FULL-38-9 sp002784505

GB_GCA_002785065.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UM-FILTER-33-9;s__UM-FILTER-33-9 sp002785065
GB_GCA_002789465.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__UM-FILTER-34-12;s__UM-FILTER-34-12 sp002789465

GB_GCA_001789965.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__GWC2-37-13;g__2-01-FULL-40-42;s__2-01-FULL-40-42 sp001789965
A1_metabat1_scaf2bin.067
S141_metabat1_scaf2bin.004

354-166_metabat2_scaf2bin.043
S014_metabat2_scaf2bin.023
S016_metabat2_scaf2bin.148
T2_metabat1_scaf2bin.165
GB_GCA_001567245.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__OLB23;s__OLB23 sp001567245
GB_GCA_001789515.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__2-02-FULL-43-11-A;s__2-02-FULL-43-11-A sp001789515

GB_GCA_001788095.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__2-12-FULL-37-7b;s__2-12-FULL-37-7b sp001788095
GB_GCA_001789725.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__2-01-FULL-39-19;s__2-01-FULL-39-19 sp001789725

GB_GCA_001567515.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__OLB22;s__OLB22 sp001567515
GB_GCA_001789395.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__HO2-37-13b;s__HO2-37-13b sp001789395
GB_GCA_001789445.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__HO2-37-13b;g__2-01-FULL-39-24;s__2-01-FULL-39-24 sp001789445
GB_GCA_001788295.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__UBA1406;g__UBA1406;s__UBA1406 sp001788295

GB_GCA_002305675.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__UBA1406;g__UBA1406;s__UBA1406 sp002305675
GB_GCA_002793745.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA1406;f__UBA1406;g__PFEE01;s__PFEE01 sp002793745

GB_GCA_001788215.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GCA-001788215;f__2-01-FULL-40-14;g__2-01-FULL-40-14;s__2-01-FULL-40-14 sp001788215
GB_GCA_002788855.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__GCA-001788215;f__GCA-00278855;g__GCA-00278855;s__GCA-00278855 sp002788855

GB_GCA_001783805.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__GWB1-37-8;s__GWB1-37-8 sp001783805
GB_GCA_001782645.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__GWB1-37-8;s__GWB1-37-8 sp001782645

GB_GCA_903872785.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__GWB1-37-8;s__GWB1-37-8 sp903872785
GB_GCA_001782075.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-38-26;s__2-01-FULL-38-26 sp001782075
GB_GCA_001782195.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-02-FULL-37-13;s__2-02-FULL-37-13 sp001782195
GB_GCA_001782085.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-38-21;s__2-01-FULL-38-21 sp001782085
GB_GCA_001782475.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-38-21;s__2-01-FULL-38-21 sp001782475
GB_GCA_001782165.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-38-13;s__2-01-FULL-38-13 sp001782165
GB_GCA_001784115.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-37-20;s__2-01-FULL-37-20 sp001784115
GB_GCA_001784055.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-42-15;s__2-01-FULL-42-15 sp001784055
GB_GCA_009695045.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__SIBS01;s__SIBS01 sp009695045
GB_GCA_001782515.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__2-01-FULL-39-10-A;s__2-01-FULL-39-10-A sp001782515
GB_GCA_001784155.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__UBA12049;s__UBA12049 sp001784155
GB_GCA_001782035.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__01-FULL-36-15b;s__01-FULL-36-15b sp001782035
GB_GCA_001782045.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__01-FULL-36-15b;s__01-FULL-36-15b sp001782045

GB_GCA_001781995.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__MFNH01;s__MFNH01 sp001781995
GB_GCA_002788395.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__GCA-002784865;s__GCA-002784865 sp002788395
GB_GCA_003152105.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__PALSA-1332;s__PALSA-1332 sp003152105

GB_GCA_003173895.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__PJMG01;s__PJMG01 sp003173895
GB_GCA_003173915.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__PPGL01;s__PPGL01 sp003173915
GB_GCA_003173995.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__PRDT01;s__PRDT01 sp003173995
GB_GCA_013816255.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__UBA12049;g__JACDET01;s__JACDET01 sp013816255
GB_GCA_001782235.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__GWA1-39-11;g__GWA1-39-11;s__GWA1-39-11 sp001782235
GB_GCA_001782675.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__GWA1-39-11;g__GWA1-39-11;s__GWA1-39-11 sp001782675
GB_GCA_001873215.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__GWA1-39-11;g__CG2-30-37-29;s__CG2-30-37-29 sp001873215

GB_GCA_003599595.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__GWA1-39-11;g__SURF-62;s__SURF-62 sp003599595
GB_GCA_001782015.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__Levybacterales;f__GWA1-39-11;g__2-01-FULL-36-15;s__2-01-FULL-36-15 sp001782015
GB_GCA_001780895.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA10105;f__UBA927;g__2-01-FULL-46-14-A;s__2-01-FULL-46-14-A sp001780895
GB_GCA_001781025.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA10105;f__UBA927;g__MFJZ01;s__MFJZ01 sp001781025
GB_GCA_001779455.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA10105;f__UBA927;g__XYB1-FULL-47-11;s__XYB1-FULL-47-11 sp001779455
GB_GCA_002430725.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA10105;f__UBA927;g__UBA927;s__UBA927 sp002430725
GB_GCA_002433895.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA10105;f__UBA927;g__UBA927;s__UBA927 sp002433895
GB_GCA_001780985.1 d__Bacteria;p__Patescibacteria;c__Microgenomatia;o__UBA10105;f__UBA927;g__01-FULL-43-11b;s__01-FULL-43-11b sp001780985
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Fig. S8. Maximum-likelihood GTDB-Tk concatenated protein tree showing members of the Patescibacteria, used to generate Fig. 5A.
Lineages outside the Patescibacteria are shown as a collapsed triangle, and MAGs from this study are indicated in bold type. Filled
circles represent SH-like branch support (0.8-1.0), and the scale bar shows 0.5 substitutions per amino acid.
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289 hits, 273 MAGs in totalreductive DsrAB:

Fig. S9. Concatenated dissimilatory sulfite reductase (DsrAB) protein phylogenetic tree. Only the nodes
with ultrafast bootstrap (UFBoot) support values over 90% were labeled with black dots. This tree
included both reductive DsrAB (for reductive dissimilatory sulfite reduction to sulfide) and oxidative
DsrAB (for dissimilatory sulfur oxidation to sulfite). For collapsed clades in the oxidative DsrAB clade
(labeled in blue), the DsrAB call numbers and DsrAB-containing MAG numbers were labeled in square
brackets. The total number for both reductive DsrAB calls and reductive DsrAB-containing MAG
numbers and oxidative DsrAB calls and oxidative DsrAB-containing MAG numbers were labeled
accordingly on the side of the tree. Note that one genome can have multiple paired DsrAB calls.
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Fig. S11. Sdo (sulfur dioxygenase) phylogenetic protein tree. Only the nodes with ultrafast bootstrap
(UFBoot) support values over 90% were labeled with black dots. The positive Sdo sequences that were
checked by two conservative amino acid residues were labeled yellow in the tree. Three positive Sdo
clades (including ETHE1, Sdo, and Blh) were labeled yellow; the numbers of positive Sdo sequences,
non-Sdo sequences, and Sdo reference sequences were labeled accordingly. Other unannotated
clades and non-Sdo clades (including metallo-beta-lactamase, GloB1, and GloB2) all contained non-
Sdo sequences.
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Fig. S12. Relative abundance of GTDB-assigned MAG taxa at Guaymas Basin. Abundances are shown (A) for all taxa at the genus
level, and (B) for the Archaea at the order level, using read coverage normalized to 100M reads per sample and expressed as a
percentage of MAG reads per sample. Relative abundances were averaged for the two samples from the six-day thermocouple array
(4561-380 and 4561-384).


