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3 Institute of Physiological Chemistry, Universitätsmedizin der Johannes Gutenberg-Universität Mainz,

55128 Mainz, Germany; wmueller@uni-mainz.de
4 Institute of Pharmaceutical and Medicinal Chemistry, Heinrich-Heine-Universität Düsseldorf,

40225 Düsseldorf, Germany; alexandra.hamacher@hhu.de (A.H.); matthias.kassack@hhu.de (M.U.K.)
5 State Key Laboratory of Natural and Biomimetic Drugs, Peking University, Beijing 100191, China;

whlin@bjmu.edu.cn
* Correspondence: zhenfeizi0@sina.com (Z.L.); Peter.Proksch@uni-duesseldorf.de (P.P.);

Tel.: +49-211-81-14163 (P.P.)

Received: 28 December 2018; Accepted: 31 January 2019; Published: 3 February 2019
����������
�������

Abstract: The fungus Aspergillus ochraceus was isolated from the Mediterranean sponge Agelas oroides.
The initial fermentation of the fungus on solid rice medium yielded 16 known compounds (4–19).
The addition of several inorganic salts to the rice medium mainly influenced the accumulation
of these secondary metabolites. Fermentation of the fungus on white bean medium yielded
the new waspergillamide B (1) featuring an unusual p-nitrobenzoic acid as partial structure.
Moreover, two new compounds, ochraspergillic acids A and B (2 and 3), which are both adducts of
dihydropenicillic acid and o- or p-aminobenzoic acid, were isolated from the co-culture of the fungus
with Bacillus subtilis. Compound 2 was also detected in axenic fungal cultures following the addition
of either anthranilic acid or tryptophan to the rice medium. The structures of the new compounds
were established by 1D and 2DNMR experiments as well as from the HRMS data. The absolute
configuration of 1 was elucidated following hydrolysis and derivatization of the amino acids using
Marfey’s reagent. Viomellein (9) and ochratoxin B (18) exhibited strong cytotoxicity against the A2780
human ovarian carcinoma cells with IC50 values of 5.0 and 3.0 µM, respectively.
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1. Introduction

Sponge-associated fungi are known for their production of structurally diverse secondary
metabolites, many of which exhibit pharmacological activities such as antibiotic, antiviral, antifungal,
and anticancer properties [1,2]. Examples include cephalosporin C which was first isolated and
described from the marine-derived fungus Acremonium chrysogenum as well as the potential anticancer
drug plinabulin which is derived from the fungal metabolitehalimide obtained from a marine
Aspergillus sp. [3,4]. To date several hundred bioactive compounds have been isolated from
marine-derived fungi [5,6]. However, under standard laboratory conditions, fungi will only express a
fraction of their biosynthetic potential, whereasthe expression of genes that are not directly involved
in growth or differentiation such as those responsible for biosynthesis of natural products are often
kept silent to conserve resources [7]. To increase the chances of discovering novel compounds, both
the OSMAC (One Strain MAny Compounds) approach and microbial co-cultivation techniques are
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frequently employed to induce theexpression of silent biogenetic gene clusters [8]. These strategies
were also adopted in the present study on Aspergillus ochraceus.

A. ochraceus was isolated from the inner tissue of the Mediterranean sponge Agelas oroides.
The fungus was previously reported from the marine environment but is also known as an important
food pathogen which is responsible for the production of the carcinogenic mycotoxin ochratoxin
A (OTA, 17) [9,10], as well as of other important mycotoxins such as penicillic acid (PA, 5) [11],
dihydropenicillic acid (DHPA, 6) [12], and viomellein (9) [13]. The toxicological importance of this
fungus is highlighted by a disease known as “balcan nephropathy”, which has been linked to the
consumption of food products contaminated with PA (5) and OTA (17) [14,15].
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In this study, the initial fermentation of the marine-derived A. ochraceus on solid rice medium
containing 3.5% sea salt yielded 16 known metabolites (4–19). In an attempt to diversify the secondary
metabolite pattern, several OSMAC experiments employing different inorganic salts or nitrogen
sources were performed. The cultivation of A. ochraceus on white beans instead of rice yielded a known
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alkaloid (20) and a new diketopiperazine (1), the latter featuring an unusual p-nitrobenzoic acid moiety.
Moreover, co-cultivation experiments with Bacillus subtilis were performed, yielding two new penicillic
acid/aminobenzoic acid hybrids (2 and 3). Interestingly, the accumulation of 2 could also be provoked
by the addition of either anthranilic acid or tryptophan to axenic fungal cultures, suggesting that
bacteria are perhaps the source of the aminobenzoic acid moieties of 2 obtained during fungal-bacterial
co-cultivation. All isolated metabolites (Figure 1) were tested for their cytotoxicity against the mouse
lymphoma cell line L5178Y and the human ovarian carcinoma cell line A2780. Only viomellein (9) and
ochratoxin B (18) exhibited strong cytotoxicity, whereas the other compounds proved to be inactive
when assayed at an initial dose of 10 µM.

2. Results

The fungus A. ochraceus was initially cultivated for 14 days on solid rice medium with the addition
of 3.5% artificial sea salt. Chromatographic separation of the EtOAc extract of the fungal culture led to
the isolation of several known compounds including violaceotide A (4) [16], penicillic acid (5) [17],
dihydropenicillic acid (6) [18], dihydroaspyrone (7) [19], xanthomegnin (8) [20], viomellein (9) [21],
cycloanthranilylproline (10) [22], circumdatins F (11) [23], G (12) [23], E (13) [24], H (14) [25], B (15) [26],
and L (16) [27], ochratoxins A (17) [28] and B (18) [29], and stephacidin A (19) [30].

Different cultivation experiments with organic or inorganic supplements were performed in
order to diversify the metabolite pattern. The addition of inorganic salts to the rice medium mainly
influenced the accumulation of these secondary metabolites causing either an increase or a decrease
in their concentrations of compounds when compared to the cultivation of the fungus on solid rice
medium containing sea salt (Table 1).

Table 1. Relative concentrations of selected compounds (in mAU*min at 235 nm) in cultures of
A. ochraceus grown on solid rice medium (control) vs. cultures grown in the presence of different
inorganic salts (n = 2 in each case, fermentation for 14 days).

Compounds Control 3.5% NaCl 3.5% NaBr 3.5% NaI 1% NH4Cl 1% NaNO3 1% NaNO2

4 28.8 29.4 42.0 21.6 22.2 61.3 28.1
5 576.7 257.1 633.1 314.1 447.6 149.0 152.6
6 242.6 28.7 83.7 360.5 20.7 122.0 69.1
7 115.6 38.7 30.0 61.5 11.8 23.6 33.8
8 97.9 81.7 21.0 76.9 n.d. 163.2 23.6
9 112.1 116.8 633.1 63.9 28.8 329.0 152.6

11 23.4 51.8 77.3 8.6 128.0 51.1 5.3
12 8.7 49.7 69.8 9.7 39.6 66.6 12.6
13 n.d. a 24.9 n. d. n.d. n.d. n.d. n.d.
14 n.d. n.d. 92.7 n.d. 148.5 n.d. n.d.
15 158.1 296.5 450.4 40.4 527.7 224.2 17.8
16 34.5 154.9 179.5 22.1 80.6 83.1 13.7
17 275.6 237.1 30.0 59.5 25.9 180.4 33.8
18 105.8 11.4 144.8 n.d. n.d. n.d. 5.5
19 123.8 140.3 190.4 14.6 174.6 116.9 5.4

a n.d. = not detected in the HPLC chromatogram of the crude extract.

When the fungus was cultivated on white beans instead of rice (both media containing 3.5%
NaCl), the alkaloid concentrations (11, 12, and 15–18) remained high in the former extract, whereas
those of all non-alkaloid compounds (5–9) were strongly decreased. This made the investigation of the
alkaloid fraction easier, resulting in the isolation of a new diketopiperazine, waspergillamide B (1),
and a known alkaloid, sclerotiamide (20) [31] (Table 2).
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Table 2. Relative concentrations of selected compounds (in mAU*min at 235 nm) in cultures of
A. ochraceus grown on solid rice medium (control) vs. cultures grown on white bean medium (n = 5 in
each case, fermentation for 14 days).

Compound Control Beans

1 n.d. 10.4
4 18.1 16.4
5 767.8 n.d.
6 4.7 n.d.
7 18.3 n.d.
8 103.1 n.d.
9 175.5 11.9

11 12.8 18.2
12 2.3 73.9
15 104.3 105.7
16 16.5 68.2
17 84.7 57.4
18 n.d. a 18.5
19 24.8 3.5
20 n.d. 3.5

a n.d. = not detected in the HPLC chromatogram of the crude extract.

Comparison of the 1H and 13C NMR data (Table 3) between 1 and waspergillamide A isolated
from an Australian mud dauber wasp-associated Aspergillus sp. [32] suggested the replacement of
the trisubstituted double bond at C-16/C-17 by a methylene group (δC 47.2, δH 2.01, and 1.54) and
an oxygenated quaternary carbon (δC 80.5 and signal of a hydroxy group at δH 6.24) in 1. This is
further supported by the molecular formula of 1 (C20H26N4O8) containing an additional H2O molecule
compared to waspergillamide A as evident from the HRESIMS data of 1. The COSY correlations
between Hab-17 and H-18 as well as the HMBC correlation from Hab-17 and 16-OH to C-15 and C-16
confirmed the location of a methylene group at C-17 and the attachment of a hydroxy group at C-16
in 1. The remaining substructure of 1 was identical to that of waspergillamide A on the basis of
detailed analysis of the 2D NMR spectra of 1 (Figure 2 and Figures S1–S8). The diketopiperazine
moiety in 1is formed from 3-hydroxyvaline and 2-hydroxyleucine residues, the latter being related
to the∆2,3-leucine residue present in waspergillamide A [32]. To assign the absolute configuration of
the 3-OH-Val residue in 1, acid hydrolysis products of 1 were derivatized with both enantiomers of
Marfey’s reagent (D- and L-FDAA). It has been reported that 3-OH-D-Val-D-FDAA eluted prior to
3-OH-D-Val-L-FDAA in HPLC [32,33]. In our study, the product with D-FDAA eluted at 3.95 min,
whereas the adduct with L-FDAA eluted at 4.72 min, indicating the presence of a 3-OH-D-Val residue
in 1. In addition, the NOE correlation from 16-OH to Me-14 suggested that these protons were on the
same face of the diketopiperazine ring, which allowed the assignment of the 16R configuration for 1.
Thus, the structure of 1, for which the name waspergillamide B is proposed, was elucidated as shown.
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Table 3. 1H and 13C NMR data for 1. a

No. δC, type δH (J in Hz)

1 165.1, C
2 139.3, C

3,7 128.7, CH 8.10, d (8.9)
4,6 123.5, CH 8.34, d (8.9)
5 149.1, C
8 168.6, C
9 42.3, CH2 4.03, d (5.8)

9-NH 9.21, t (5.8)
10 164.3, C
11 60.5, CH 4.34, d (2.8)

11-NH 8.17, d (2.8)
12 83.6, C
13 23.7, CH3 1.60, s
14 22.3, CH3 1.43, s
15 167.6, C
16 80.5, C

16-NH 8.73, s
16-OH 6.24, s

17 47.2, CH2 2.01, m
1.54, m

18 23.9, CH 1.55, m
19 23.4, CH3 0.87, d (6.5)
20 22.5, CH3 0.79, d (6.5)

a Measured in DMSO-d6 (1H at 600 MHz and 13C at 150 MHz).

Co-cultivation experiments of A. ochraceus with Streptomyces lividans caused an increase in the
concentrations of PA (5) and DHPA (6), whereas the co-cultivation of A. ochraceus with B. subtilis
yielded two new penicillic acid derivatives (2 and 3) that were absent in axenic fungal or bacterial
controls (Table 4).

Compound 2 was isolated as yellowish oil. Based on the HRESIMS data, the molecular formula
was established as C15H17NO6. The 1HNMR spectrum of 2 (Table 5) exhibited four mutually coupled
aromatic protons at δH 7.88 (dd, H-10), 6.56 (br t, H-11), 7.35 (ddd, H-12), and 6.79 (br d, H-13),
suggesting the presence of an o-disubstituted benzene ring. An o-aminobenzoic acid moiety was
established by the COSY correlations between H-10/H-11/H-12/H-13 in addition to the HMBC
correlations from H-10 to C-8 at δC 152.2 and a carboxy carbon at δC 171.1, from H-11 to C-9 at δC 111.3,
and from H-12 to C-8 (Figure 3 and Figures S9–S14). The remaining NMR data of 2 (Table 5) were
compatible with those of co-isolated dihydropenicillic acid (6). A dihydropenicillic acid moiety was
established by the COSY correlations between Hab-6/H-5/Me-7 together with the HMBC correlations
from H-2 (δH 5.24) to C-1 (δC 172.7) and C-4 (δC 106.2), from the protons of the methoxy group (δH 3.94)
to C-3 (δC 181.6), and from Me-7 (δH 0.96) to C-4. Moreover, the HMBC correlation from Hab-6 to C-8
confirmed the linkage between dihydropenicillic acid moiety and o-aminobenzoic acid moiety through
an amine bond. Thus, the structure of 2 was elucidated as shown. The trivial name ochraspergillic acid
A is suggested for this compound. Duplicated signals with a ratio around 5 to 4 observed in the NMR
spectra of 2 were caused by tautomerism at C-4, which is common for penicillic acid derivatives [34].
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Table 4. Relative concentrations of selected compounds (in mAU*min at 235 nm) in cultures of
A. ochraceus grown on solid rice medium (control) vs. co-cultures (fermentation for 14 days) with
Streptomyceslividans or Bacillus subtilis after 4 days (n = 3) or 14 days (n = 2) of bacterial pre-incubation. a

Compound
A. ochraceus

Control
4+14 days

A. ochraceus
+ S. lividans

4+14 days

A. ochraceus
+ B. subtilis

4+14 days

A. ochraceus
Control

14+14 days

A. ochraceus
+ S. lividans
14+14 days

A. ochraceus
+ B. subtilis
14+14 days

2 n.d. b n.d. 0.4 n.d. n.d. 36.2
4 19.2 21.3 60.4 n.d. n.d. n.d.
5 350.7 215.1 213.7 452.1 2128.7 745.8
6 691.6 144.8 144.1 349.5 1015.2 268.3
7 131.5 18.1 63.1 56.3 105.6 122.7
8 n.d. n.d. n.d. 379.9 193.9 102.2
9 1.9 0.4 0.4 406.3 164.4 110.8

11 16.1 17.0 13.5 125.8 54.8 60.4
12 19.6 19.2 18.5 44.6 16.7 n.d.
15 8.6 13.2 13.3 826.7 273.9 339.7
16 4.0 2.5 1.9 118.8 67.0 39.5
17 37.6 16.7 18.0 28.9 9.6 23.6
19 n.d. n.d. n.d. 707.9 239.4 209.7

a Compound 3 overlaps other compounds in the HPLC chromatogram and thus is not quantifiable. b n.d. = not
detected in the HPLC chromatogram of the crude extract.

Table 5. 1H and 13C NMR data for 2. a

No.
2 (Ma) b 2 (Mi) b

δC, type c δH (J in Hz) δC, type c δH (J in Hz)

1 172.7, C 173.0, C
2 89.9, CH 5.24, s 89.9, CH 5.20, s
3 181.6, C 181.7, C
4 106.2, C 105.7, C
5 38.8, CH 2.33, m 39.8, CH 2.38, m
6 43.8, CH2 3.75, dd (13.4, 3.9) 44.8, CH2 3.35, m

3.09, dd (13.4, 8.8) 3.06, dd (13.7, 7.1)
7 12.6, CH3 0.96, d (6.9) 12.3, CH3 1.13, d (6.9)
8 152.2, C 152.2, C
9 111.3, C 111.1, C
10 133.0, CH 7.88, dd (7.7, 1.8) 133.0, CH 7.88, dd (7.7, 1.8)
11 115.3, CH 6.56, br t (7.7) 115.3, CH 6.56, br t (7.7)
12 135.5, CH 7.35, ddd (8.4, 7.7, 1.8) 135.5, CH 7.34, ddd (8.4, 7.7, 1.8)
13 111.9, CH 6.79, br d (8.4) 111.8, CH 6.67, br d (8.4)

3-OMe 60.3, CH3 3.94, s 60.2, CH3 3.88, s
9-COOH 171.7, C 171.7, C

a Measured in CD3OD (1H at 600 MHz and 13C at 150 MHz). b Ma and Mi denote the major and minor epimers,
respectively. c Data extracted from the HSQC and HMBC spectra.
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Ochraspergillic acid B (3) shared the same molecular formula with 2 on the basis of the HRESIMS
data. The 1HNMR data of 3 (Table 6) were similar to those of 2 and also exhibited two sets of signals
with a ratio of 4:3. However, signals of a p-disubstituted benzene ring at δH7.78 (d, H-10/12) and 6.62
(d, H-9/13) were observed for 3. The HMBC correlation from H-9/13 to C-11 (δC 118.0) and from
H-10/12 to C-8 (δC 153.9) and a carboxy carbon (δC 170.4) confirmed the presence of a p-aminobenzoic
acid moiety in 3. Detailed analysis of the 2D NMR data of 3 (Figures S15–S20) revealed that the
remaining substructure of 3 was identical to that of 2.

Table 6. 1H and 13C NMR data for 3. a

No.
3 (Ma) b 3 (Mi) b

δC, type c δH (J in Hz) δC, type c δH (J in Hz)

1 172.7, C 173.0, C
2 90.0, CH 5.26, s 90.1, CH 5.22, s
3 181.4, C 181.3, C
4 106.2, C 105.7, C
5 38.4, CH 2.32, m 39.8, CH 2.37, m
6 44.3, CH2 3.71, dd (13.6, 3.8) 44.7, CH2 3.32, m

3.03, dd (13.6, 9.0) 2.98, dd (13.7, 8.2)
7 12.8, CH3 0.91, d (6.9) 12.1, CH3 1.10, d (6.9)
8 153.9, C 153.9, C

9,13 112.2, CH 6.62, d (8.8) 112.1, CH 6.55, d (8.8)
10,12 132.6, CH 7.78, d (8.8) 132.6, CH 7.77, d (8.8)

11 118.0, C 118.4, C
3-OMe 60.3, CH3 3.94, s 60.3, CH3 3.92, s

11-COOH 170.4, C 170.4, C
a Measured in CD3OD (1H at 600 MHz and 13C at 150 MHz). b Ma and Mi denote the major and minor epimers,
respectively. c Data extracted from the HSQC and HMBC spectra.

Most of the identified alkaloids are biogenetically derived from anthranilic acid or from
tryptophan. Interestingly, compounds 2 and 3 were only detected during co-cultivation of the fungus
with B. subtilis but not during co-cultivation with S. lividans. Thus, the fungus responds to the presence
of different bacteria by the accumulation of different metabolites. Similar results were recently reported
for the co-cultivation of the fungus Chaetomium sp. with Pseudomonas aeruginosa [35,36] compared
to a co-culture of the fungus with B. subtilis [37]. Compounds 2 and 3 seem to be biotransformation
products of penicillic acid (5). Thus, a feeding experiment was performed by adding either anthranilic
acid or L-tryptophan to solid rice medium (Table 7). Compound 2 could be unequivocally detected
following the addition of either 1% or 2% of anthranilic acid or of 2% tryptophan to rice medium.
Moreover, the concentration of 2 increased in cultures growing in the presence of 2% anthranilic acid
compared to 1% anthranilic acid. These results suggest that anthranilic acid or tryptophan which
are biogenetic building blocks in the formation of 2 and 3 during fungal-bacterial co-cultivation may
possibly betraced back to bacterial instead of fungal metabolism as the fungus fails to produce these
compounds in the absence of added precursors.
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Table 7. Relative concentrations of selected compounds (in mAU*min at 235 nm) in cultures of
A. ochraceus grown on solid rice medium with pH = 7 or 10 (control) vs. cultures grown in the presence
of 1% or 2% anthranilic acid or L-tryptophan (n = 2 in each case, fermentation for 14 days). a

Compound Control
pH = 7

Anthranilic
acid 1%

Anthranilic
acid 2%

Control
pH = 10

Tryptophan
1%

Tryptophan
2%

2 n.d. b 15.4 61.4 n.d. n.d. 31.6
4 10.8 6.5 n.d. 5.5 10.6 8.9
5 244.1 242.1 90.7 303.3 178.7 145.2
6 77.2 76.8 38.6 92.5 126.7 161.6
7 9.8 4.2 3.2 5.3 11.5 11.0
8 5.0 14.7 26.2 3.7 3.9 24.2
9 44.6 3.5 79.7 28.7 34.8 59.6

11 8.4 1.3 3.3 3.2 5.4 7.0
12 5.9 5.6 7.8 4.3 9.1 12.8
15 6.1 7.9 n.d. 9.1 9.0 n.d.
16 3.1 3.3 n.d. 2.1 3.2 n.d.
17 44.5 46.3 36.6 36.4 43.4 35.4
18 3.6 2.6 3.7 n.d. 12.2 4.5

a Compound 3 overlaps other compounds in the HPLC chromatogram and thus is not quantifiable. b n.d. = not
detected in the HPLC chromatogram of the crude extract.

All isolated compounds were subjected to a cytotoxicity assay against the L5178Y mouse
lymphoma cell line and against the A2780 human ovarian carcinoma cell line. Viomellein (9) and
ochratoxin B (18) exhibited strong cytotoxicity against the human ovarian carcinoma cell line A2780
with IC50 values of 5.0 and 3.0 µM, respectively. In addition, viomellein (9) showed significant
cytotoxicity against the mouse lymphoma cell line L5178Y with an IC50 value of 5.3 µM. Viomellein (9)
was further tested against the human Jurkat T and Ramos B cell lines but was shown to be inactive
against the latter two cell lines.It is worth mentioning that viomellein (9) and ochratoxins A (17) and B
(18) are well-known mycotoxins. Viomellein (9) has been reported to induce mycotoxicosis in mice [38],
whereas ochratoxins A (17) and B (18) have been associated with several human and animal diseases
including poultry ochratoxicosis, porcine nephropathy, and human endemic nephropathies [39].
Compared to 18, the substitution of proton by chlorine in 17decreased its cytotoxicity against A2780
cells (a growth inhibition of 90% when 17 was tested at 100 µM).

3. Discussion and Conclusions

In conclusion, this study on the sponge-derived fungus A. ochraceus yielded twenty compounds,
which can be classified into peptides (4, 17, 18), diketopiperazine alkaloids (1, 19, 20), penicillic acid
derivatives (2, 3, 5, and 6), polyketides (7–9) and benzodiazepine alkaloids (10–16). The majority
of compounds was biogenetically derived from anthranilic acid or tryptophan. The cultivation of
the fungus on protein rich media (white beans) yielded the new waspergillamide B (1), whereas the
co-cultivation of A. ochraceus with B. subtilis yielded two new compounds, ochraspergillic acids A
and B (2 and 3). The latter two compounds seem to be biogenetically derived from both fungal and
bacterial metabolism as indicated by precursor feeding using anthranilic acid or tryptophan.

4. Materials and Methods

4.1. General Experimental Procedures

Specific optical rotations were measured using a P-1020 polarimeter (JASCO, Tokyo, Japan).
High-resolution mass spectra were measured with a UHR-QTOF maXis 4G (Bruker Daltonics, Bremen,
Germany) mass spectrometer, whereas low-resolution mass spectra were measured with a Finnigan
LCQ Deca (Thermo, Bremen, Germany) mass spectrometer. 1D and 2D NMR spectra were acquired
using Bruker Avance III 300 or 600 (Bruker, Karlsruhe, Germany) spectrometers. Analytical HPLC
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chromatograms were obtained using a DIONEX 3000 system coupled to an Ultimate 3000 diode
array UV detector (Thermo Scientific, Germering, Germany) and a Eurospher C18 (Knauer, Berlin,
Germany) separation column (125 × 4 mm i.d., 5 µm). HPLC analysis for Marfey’s reaction was
performed on a KNAUER AZURAsystem using a Knauer Smartline UV Detector 2600 (Knauer, Berlin,
Germany) and a EC250/4.6 NUCLEOSIL 120-5 C4 (Macherey-Nagel, Dueren, Germany) separation
column. Column chromatography was performed using Sephadex LH-20 (Sigma-Aldrich, Steinheim,
Germany) or silica gel 60M as stationary phases. Thin layer chromatography (TLC) was performed
using pre-coated silica gel 60 F254 plates (Merck, Darmstadt, Germany) with detection under 254 and
365 nm followed by anisaldehyde spray reagent. Semi-preparative HPLC purification was performed
using a Lachrom-Merck Hitachi (Merck, Darmstadt, Germany) system (L7100 pump and L7400 UV
detector) with a KNAUER Eurospher C18 column (300 × 8 mm i.d., 10 µm).

4.2. Fungal Material

The sponge-associated fungus was isolated from the tissue of the marine sponge Agelas oroides,
which was collected at a depth of 10 m in Sığaçık-İzmir, Turkey. The fungal strain was identified
as Aspergillus ochraceus (GenBank accession number MK168605) by amplification and sequencing
of the ITS-Region including the 5.8S ribosomal DNA and subsequent BLAST search as previously
described [40].

4.3. Fermentation and Extraction

For the initial fermentation, 10 1 L Erlenmeyer flasks were filled with solid rice medium
(100 g rice from Oryza Milchreis, 3.8 g of sea salt, and 110 mL of demineralized water each) and
autoclaved at 121 ◦C for 20 min. After cooling to room temperature, the flasks were inoculated,
each with a 2–4 cm2 piece of agar plate, on which the fungus had been growing for one week.
The fermentation was continued under static conditions for 14 days at 20 ◦C. At that time, the fungus
had completely overgrown the medium. Fermentation was terminated by the addition of 350 mL of
EtOAc. After soaking in EtOAc overnight, the mycelium was cut into pieces with a spatula and shaken
continuously for 8 h at 150 rpm, after which the extract was collected via filtration through a paper
filter. The residue was washed with 50 mL of EtOAc, filtered, and evaporated to dryness, yielding
17.4 g of an oily substance. A liquid–liquid partitioning was performed between MeOH-H2O (90:10)
and n-hexane. After evaporation to dryness, the n-hexane phase weight amounted to 13.0 g and the
methanolic phase weight amounted to 4.3 g. After HPLC analysis of both phases, only the methanolic
phase was further chromatographically investigated.

4.3.1. OSMAC Experiment

To investigate the influences of several inorganic salts or organic supplements to the growth
media, the cultivation of the fungus was performed on 100 g of solid rice medium with the addition of
110 mL of demineralized water and either 3.5% NaCl, 3.5% NaBr, 3.5% NaI, 1% NaNO3, 1% NaNO2,
1% NH4Cl, 1% peptone, or 1% yeast extract. The controls consisted of 100 g of solid rice medium with
3.5% sea salt and 110 mL of demineralized water. After autoclaving, the media were inoculated with
~2 cm2 of overgrown agar plate. The fungus grew on all media at similar growth rates. The experiment
was terminated by adding 400 mL of EtOAc to each flask, after which the medium was soaked
overnight, cut into pieces, and shaken for 8 h before filtration. After evaporation of EtOAc, the extract
was dissolved in 50 mL MeOH and analyzed by HPLC-DAD. Two inoculated flasks were used per
experiment. The experiment with white bean medium was conducted using five 100 g flasks of white
beans, which were soaked overnight in demineralized water prior to autoclaving.

4.3.2. Co-Cultivation Experiment

Three flasks containing 100 g of autoclaved rice each were inoculated with 10 mL of a bacterial
broth (optical density 0.2) and pre-incubated for 4 days at 40◦C (B. subtilis) or 25◦C (S. lividans),
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respectively, before the fungus was introduced. Co-cultivation was performed at 25◦C for an additional
14 days. The resulting EtOAc extracts were chromatographically compared to the axenic control
cultures of the fungus and the bacteria, which were grown under the same conditions. The experiment
was repeated in an identical manner except for an extended pre-incubation period of the bacteria for
14 days.

4.3.3. Feeding Experiment

Cultures were grown on two flasks containing 100 g of solid rice medium each, which was spiked
with 1% or 2% of either anthranilic acid (neutralized with 1 M NaOH at pH = 7) or L-tryptophan (set to
pH = 10 with 1M NaOH for solubility) before autoclaving. Fungal control cultures were grown under
the same conditions and the EtOAc extracts were chromatographically compared.

4.4. Isolation of Compounds

The crude extract of the initial large-scale fermentation was subjected to vacuum liquid
chromatography (VLC) using silica gel as stationary phase and a gradient of solvent mixtures.
The solvent gradient consisted of n-hexane-EtOAc (10:0, 8:2, 6:4, 4:6, 2:8), CH2Cl2-MeOH (10:0, 90:10,
80:20, 70:30, 60:40, 50:50, 40:60, 30:70, 20:80), and an additional wash step of MeOH with 0.1 % TFA.
The resulting 15 fractions (V1 to V15) were analyzed by HPLC. Fractions V7 and V8 were combined
(3.1 g) and subjected to another VLC on silica gel using a gradient of EtOAc-DCM (30:70, 40:60, 50:50,
60:40, 70:30, 80:20, 90:10, 100:0) initially and then EtOAc-MeOH (90:10, 85:15, 80:20, 75:25, 70:30, 40:60,
10:90) to yield 14 subfractions (V7/8-V1 to V7/8-V14). Fractions V7/8-V3 and V7/8-V4 were combined
amounting to 298 mg and subjected to a Sephadex LH-20 column using acetone as mobile phase to
yield four subfractions (V7/8-V3/4-SD1 to V7/8-V3/4-SD4). Fraction V7/8-V3/4-SD3 was separated
by a silica gel column using CH2Cl2-MeOH (98:2) as mobile phase followed by purification using
semi- preparative HPLC with a gradient of MeOH-H2O (55% 0–3 min, 55% to 90% 3–23 min, and 90%
23–25 min), yielding 14 (1.1 mg) and 16 (1.6 mg). Fraction V7/8-V3/4-SD4 was further purified by
semi-preparative HPLC with a gradient of MeOH-H2O (50% 0–3 min, 50% to 65% 3–18 min, and 100%
18–28 min), yielding 19 (0.7 mg), 13 (0.8 mg), 11 (3.8 mg), and 12 (21.4 mg).Fractions V9 and V10 were
combined (282 mg) and further purified by a Sephadex LH-20 column using acetone as mobile phase
to give 17 (62.9 mg).

The extract (1.8 g) of the 1% NH4Cl culture was separated by VLC on silica gel as described above
to give 14 fractions (V1 to V14). Fraction V4 was subsequently purified on a Sephadex LH-20 column
using acetone as eluent to yield 5 (79.8 mg). Fraction V6 was suspended in acetone and centrifuged
three times to give 4 (10.0 mg).

The extract (7.5 g) of 1% NaNO2 culture was also fractionated by VLC on silica gel as described
for the crude extract of the initial large-scale fermentation. Fraction V6 (125 mg) was separated on a
Sephadex LH-20 column using MeOH as eluent and subsequently purified by semi-preparative HPLC
with a gradient of MeOH-H2O from 20% to 100% over 25 minutes to yield 7 (10.6 mg).

The EtOAc extract (4.4 g) of the bean culture was subjected to a silica gel VLC column as described
above. Fraction V5 was further purified by a silica gel column to yield 15 (33.0 mg) and 16 (61.0 mg).
After separation on a Sephadex LH-20 column and subsequent purification by semi-preparative HPLC,
fraction V6 yielded 1 (1.6 mg) and 20 (2.6 mg), whereas fraction V9 yielded 17 (1.0 mg) and 18 (1.1 mg).

The EtOAc extract obtained from the co-culture of the fungus with B. subtilis was partitioned
between 300 mL n-hexane and 400 mL of 90% MeOH-H2O to give 3.2 g of oily n-hexane soluble extract,
4.1 g of methanol soluble dry extract, and 193 mg of an insoluble fraction. The insoluble fraction
was dissolved in CH2Cl2 and subjected to a Sephadex LH-20 column followed by separation using
semi-preparative HPLC with a gradient of CH3CN-H2O from 40% to 80% over 20 minutes to yield 9
(2.5 mg) and 8 (3.1 mg). The MeOH soluble fraction was fractionated by a silica gel VLC as described
above. Fraction V3 was chromatographed over a Sephadex LH-20 column and subsequently separated
by semi-preparative HPLC to yield 5 (80.0 mg) and 6 (59.0 mg). Fraction V5 yielded 7 (24.3 mg), 2
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(1.5 mg), 3 (1.3 mg), 10 (3.3 mg), 13 (2.9 mg), 12 (3.7 mg), and 11 (0.4 mg) following a similar procedure
as for fraction V3. Fraction V6 was purified on a Sephadex LH-20 column using acetone as eluent to
give 4 (15.0 mg).

Waspergillamide B (1): white needles; [α]D
23 +22 (c 0.2, MeOH); UV (MeOH) λmax 267 nm; 1H

and 13C NMR data, Table 3; HRESIMS m/z 451.1824 [M + H]+ (calcd for C20H27N4O8, 451.1828).
Ochraspergillic acid A (2): yellow oil; UV (MeOH) λmax 353, 254, and 221 nm; 1H and 13C NMR

data, Table 5; HRESIMS m/z 308.1134 [M + H]+ (calcd for C15H18NO6, 308.1129).
Ochraspergillic acid B (3): yellow oil; UV (MeOH) λmax 306 and 224 nm; 1H and 13C NMR data,

Table 6; HRESIMS m/z 308.1127 [M + H]+ (calcd for C15H18NO6, 308.1129).

4.5. Marfey’s Reaction for 1

The general procedure was adapted from the C3-method [32,33]. Two aliquots of 100 µg of 1
were hydrolyzed in 200 µL of 6M HCl at 110◦C for 12 h in a closed glass vial. Subsequently, HCl was
removed by drying under a nitrogen stream. The dry residues were treated with 20 µL of 1M aqueous
NaHCO3. Next, 100 µL of a 1% acetone solution of L-FDAA (1-fluoro-2, 4-dinitrophenyl-5-L-alanine
amide) were added to the first aliquot of 1, while 100 µL of a 1% acetone solution of D-FDAA were
added to the second aliquot of 1. The mixtures were kept at 40◦C for 1 h and occasionally shaken by
hand. To stop the reaction, 20 µL of 1M HCl were added. The mixtures were centrifuged at 13,000 rpm
for 10 min and an aliquot of 10 µL was analyzed using an RP-HPLC column with UV detection
at 340 nm. The retention times of the L- and D-FDAA product of 1 were compared to each other.
A Macherey-Nagel EC250/4.6 NUCLEOSIL250-5 C4-column (4 × 300 mm, i.d.) was used for HPLC
analysis. The gradient of MeOH-H2O was changed from 15% to 60% MeOH over 55 min at a flow rate
of 1 mL/min (Figures S21–S22).

4.6. Cytotoxicity Assay

Cytoxocicity was investigated using the MTT (3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium
bromide) method against the mouse lymphoma cell line L5178Y or the human ovarian carcinoma
cell line A2780 as previously described [41,42]. As positive controls, kahalalide F for L5178Y (IC50

4.3 µM) and cisplatin for A2780 (IC50 2.2 µM) were used. As negative controls,0.1% ethylene glycol
monomethyl ether in DMSO was used for L5178Y, whereas0.9% NaCl, 0.1% DMSO, and 1% DMSO
were used for A2780.

Supplementary Materials: The following are available online at http://www.mdpi.com/1660-3397/17/2/99/s1,
UV, HRMS, 1D and 2D NMR spectra of all the new compounds 1–3 as well as chromatograms for Marfey’s
products of 1.

Author Contributions: Investigation, M.F., W.E.G.M., A.H., M.U.K., and W.L.; resources, F.C.Ö.; writing—original
draft preparation, M.F.; writing—review and editing and supervision, Z.L. and P.P.

Funding: This research was funded by the Manchot Foundation and the DFG (GRK2158).

Acknowledgments: The authors are grateful to Fabian Stuhldreier and Sebastian Wesselborg (University of
Düsseldorf, Germany) for performing cytotoxicity assays with Jurkat T and Ramos B cells.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Thomas, T.R.A.; Kavlekar, D.P.; LokaBharathi, P.A. Marine drugs from sponge-microbe association—A
review. Mar. Drugs 2010, 8, 1417–1468. [CrossRef]

2. Debbab, A.; Aly, A.H.; Lin, W.H.; Proksch, P. Bioactive compounds from marine bacteria and fungi.
Microb. Biotechnol. 2010, 3, 544–563. [CrossRef]

3. Mayer, A.M.; Glaser, K.B.; Cuevas, C.; Jacobs, R.S.; Kem, W.; Little, R.D.; McIntosh, J.M.; Newman, D.J.;
Potts, B.C.; Shuster, D.E. The odyssey of marine pharmaceuticals: a current pipeline perspective.
Trends Pharmacol. Sci. 2010, 31, 255–265. [CrossRef]

http://www.mdpi.com/1660-3397/17/2/99/s1
http://dx.doi.org/10.3390/md8041417
http://dx.doi.org/10.1111/j.1751-7915.2010.00179.x
http://dx.doi.org/10.1016/j.tips.2010.02.005


Mar. Drugs 2019, 17, 99 12 of 13

4. Ebada, S.S.; Proksch, P. Marine-derived fungal metabolites. In Hb25_Springer Handbook of Marine Biotechnology;
Kim, S.K., Ed.; Springer Berlin Heidelberg: Berlin, Germany, 2015; pp. 759–788.

5. Rateb, M.E.; Ebel, R. Secondary metabolites of fungi from marine habitats. Nat. Prod. Rep. 2011, 28, 290–344.
[CrossRef]

6. Blunt, J.W.; Carroll, A.R.; Copp, B.R.; Davis, R.A.; Keyzers, R.A.; Prinsep, M.R. Marine natural products.
Nat. Prod. Rep. 2018, 35, 8–53. [CrossRef]

7. Hertweck, C. Hidden biosynthetic treasures brought to light. Nat. Chem. Biol. 2009, 5, 450–452. [CrossRef]
8. Brakhage, A.A.; Schroeckh, V. Fungal secondary metabolites—Strategies to activate silent gene clusters.

Fungal Genet. Biol. 2011, 48, 15–22. [CrossRef]
9. Bayman, P.; Baker, J.L.; Doster, M.A.; Michailides, T.J.; Mahoney, N.E. Ochratoxin production by the

Aspergillus ochraceus group and Aspergillus alliaceus. Appl. Environ. Microbiol. 2002, 68, 2326–2329. [CrossRef]
10. Wang, Y.; Wang, L.; Liu, F.; Wang, Q.; Selvaraj, J.N.; Xing, F.; Zhao, Y.; Liu, Y. Ochratoxin A producing fungi,

biosynthetic pathway and regulatory mechanisms. Toxins 2016, 8, 83. [CrossRef]
11. Bacon, C.W.; Sweeney, J.G.; Robbins, J.D.; Burdick, D. Production of penicillic acid and ochratoxin A on

poultry feed by Aspergillus ochraceus: Temperature and moisture requirements. Appl. Microbiol. 1973, 26,
155–160.

12. Obana, H.; Kumeda, Y.; Nishimune, T. Aspergillus ochraceus production of 5,6-dihydropenicillic acid in culture
and foods. J. Food Prot. 1995, 58, 519–523. [CrossRef]

13. Stack, M.E.; Mislivec, P.B. Production of xanthomegnin and viomellein by isolates of Aspergillus ochraceus,
Penicillium cyclopium, and Penicillium viridicatum. Appl. Environ. Microbiol. 1978, 36, 552–554.

14. Stoev, S.D.; Vitanov, S.; Anguelov, G.; Petkova-Bocharova, T.; Creppy, E.E. Experimental mycotoxic
nephropathy in pigs provoked by a diet containing ochratoxin A and penicillic Acid. Vet. Res. Commun.
2001, 25, 205–223. [CrossRef]

15. Stoev, S.D. Balkan endemic nephropathy—Still continuing enigma, risk assessment and underestimated
hazard of joint mycotoxin exposure of animals or humans. Chem. Biol. Interact. 2017, 261, 63–79. [CrossRef]

16. Liu, J.; Gu, B.; Yang, L.; Yang, F.; Lin, H. New anti-inflammatory cyclopeptides from a sponge-derived fungus
Aspergillus violaceofuscus. Front. Chem. 2018, 6, 226. [CrossRef]

17. Vansteelandt, M.; Blanchet, E.; Egorov, M.; Petit, F.; Toupet, L.; Bondon, A.; Monteau, F.; Le Bizec, B.;
Thomas, O.P.; Pouchus, Y.F.; et al. Ligerin, an antiproliferative chlorinated sesquiterpenoid from a
marine-derived Penicillium strain. J. Nat. Prod. 2013, 76, 297–301. [CrossRef]

18. Sassa, T.; Hayakari, S.; Ikeda, M.; Miura, Y. Plant growth inhibitors produced by fungi: Part I. isolation and
identification of penicillic acid and dihydropenicillic acid. Agric. Biol. Chem. 1971, 35, 2130–2131. [CrossRef]

19. Fuchser, J.; Zeeck, A. Secondary metabolites by chemical screening, 34.—Aspinolides and
aspinonene/aspyrone co-metabolites, new pentaketides produced by Aspergillus ochraceus. Liebigs Ann. 1997,
87–95. [CrossRef]

20. Zeeck, A.; Ruß, P.; Laatsch, H.; Loeffler, W.; Wehrle, H.; Zähner, H.; Holst, H. Stoffwechselprodukte
von mikroorganismen, 172. isolierung des antibioticums semi-vioxanthin aus Penicillium citreo-viride und
synthese des xanthomegnins. Chem. Ber. 1979, 112, 957–978. [CrossRef]

21. Sedmera, P.; Volc, J.; Weijer, J.; Vokoun, J.; Musílek, V. Xanthomegnin and viomellein derivatives from
submerged cultures of the ascomycete Nannizziacajetani. Collect. Czech. Chem. Commun. 1981, 46, 1210–1216.
[CrossRef]

22. Clark, R.L.; Carter, K.C.; Mullen, A.B.; Coxon, G.D.; Owusu-Dapaah, G.; McFarlane, E.; Duong Thi, M.D.;
Grant, M.H.; Tettey, J.N.; Mackay, S.P. Identification of the benzodiazepines as a new class of antileishmanial
agent. Bioorg. Med. Chem. Lett. 2007, 17, 624–627. [CrossRef]

23. Dai, J.; Carté, B.K.; Sidebottom, P.J.; Sek Yew, A.L.; Ng, S.; Huang, Y.; Butler, M.S. Circumdatin G, a new
alkaloid from the fungus Aspergillus ochraceus. J. Nat. Prod. 2001, 64, 125–126. [CrossRef]

24. Rahbæk, L.; Breinholt, J. Circumdatins D, E, and F: Further fungal benzodiazepine analogues from
Aspergillus ochraceus. J. Nat. Prod. 1999, 62, 904–905. [CrossRef]

25. López-Gresa, M.P.; González, M.C.; Primo, J.; Moya, P.; Romero, V.; Estornell, E. Circumdatin H, a new
inhibitor of mitochondrial NADH oxidase, from Aspergillus ochraceus. J. Antibiot. 2005, 58, 416–419. [CrossRef]

26. Rahbæk, L.; Breinholt, J.; Frisvad, J.C.; Christophersen, C. Circumdatin A, B, and C: Three new
benzodiazepine alkaloids isolated from a culture of the fungus Aspergillus ochraceus. J. Org. Chem. 1999, 64,
1689–1692. [CrossRef]

http://dx.doi.org/10.1039/c0np00061b
http://dx.doi.org/10.1039/C7NP00052A
http://dx.doi.org/10.1038/nchembio0709-450
http://dx.doi.org/10.1016/j.fgb.2010.04.004
http://dx.doi.org/10.1128/AEM.68.5.2326-2329.2002
http://dx.doi.org/10.3390/toxins8030083
http://dx.doi.org/10.4315/0362-028X-58.5.519
http://dx.doi.org/10.1023/A:1006433709685
http://dx.doi.org/10.1016/j.cbi.2016.11.018
http://dx.doi.org/10.3389/fchem.2018.00226
http://dx.doi.org/10.1021/np3007364
http://dx.doi.org/10.1080/00021369.1971.10860199
http://dx.doi.org/10.1002/jlac.199719970114
http://dx.doi.org/10.1002/cber.19791120319
http://dx.doi.org/10.1135/cccc19811210
http://dx.doi.org/10.1016/j.bmcl.2006.11.004
http://dx.doi.org/10.1021/np000381u
http://dx.doi.org/10.1021/np980495u
http://dx.doi.org/10.1038/ja.2005.54
http://dx.doi.org/10.1021/jo981536u


Mar. Drugs 2019, 17, 99 13 of 13

27. Peng, J.; Zhang, X.Y.; Tu, Z.C.; Xu, X.Y.; Qi, S.H. Alkaloids from the deep-sea-derived fungus
Aspergillus westerdijkiae DFFSCS013. J. Nat. Prod. 2013, 76, 983–987. [CrossRef]

28. Gabriele, B.; Attya, M.; Fazio, A.; Di Donna, L.; Plastina, P.; Sindona, G. A new and expedient total synthesis
of ochratoxin A and d5-ochratoxin A. Synthesis 2009, 1815–1820. [CrossRef]

29. Størmer, F.C.; Kolsaker, P.; Holm, H.; Rogstad, S.; Elling, F. Metabolism of ochratoxin B and its possible effects
upon the metabolism and toxicity of ochratoxin A in rats. Appl. Environ. Microbiol. 1985, 49, 1108–1112.

30. Qian-Cutrone, J.; Huang, S.; Shu, Y.Z.; Vyas, D.; Fairchild, C.; Menendez, A.; Krampitz, K.;
Dalterio, R.; Klohr, S.E.; Gao, Q. Stephacidin A and B: Two structurally novel, selective inhibitors of the
testosterone-dependent prostate LNCaP cells. J. Am. Chem. Soc. 2002, 124, 14556–14557. [CrossRef]

31. Whyte, A.C.; Gloer, J.B.; Wicklow, D.T.; Dowdw, P.F. Sclerotiamide: A new member of the paraherquamide
class with potent antiinsectan activity from the sclerotia of Aspergillus sclerotiorum. J. Nat. Prod. 1996, 59,
1093–1095. [CrossRef]

32. Quezada, M.; Shang, Z.; Kalansuriya, P.; Salim, A.A.; Lacey, E.; Capon, R.J. Waspergillamide A, a
nitro depsi-tetrapeptide diketopiperazine from an Australian mud dauber wasp-associated Aspergillus sp.
(CMB-W031). J. Nat. Prod. 2017, 80, 1192–1195. [CrossRef]

33. Ueoka, R.; Ise, Y.; Ohtsuka, S.; Okada, S.; Yamori, T.; Matsunaga, S. Yaku’amides A and B, cytotoxic linear
peptides rich in dehydroamino acids from the marine sponge Ceratopsion sp. J. Am. Chem. Soc. 2010, 132,
17692–17694. [CrossRef]

34. Munday, C.W. Tautomerism of penicillic acid. Nature 1949, 163, 443–444. [CrossRef]
35. Ancheeva, E.; Mándi, A.; Király, S.B.; Kurtán, T.; Hartmann, R.; Akone, S.H.; Weber, H.; Daletos, G.; Proksch, P.

Chaetolines A and B, pyrano[3,2-f]isoquinoline alkaloids from cultivation of Chaetomium sp. in the presence
of autoclaved Pseudomonas aeruginosa. J. Nat. Prod. 2018, 81, 2392–2398. [CrossRef]

36. Ancheeva, E.; Küppers, L.; Akone, S.H.; Ebrahim, W.; Liu, Z.; Mándi, A.; Kurtán, T.; Lin, W.; Orfali, R.;
Rehberg, N.; et al. Expanding the metabolic profile of the fugus Chaetomium sp. through co-culture with
autoclaved Pseudomonas aeruginosa. Eur. J. Org. Chem. 2017, 3256–3264. [CrossRef]

37. Akone, S.H.; Mándi, A.; Kurtán, T.; Hartmann, R.; Lin, W.; Daletos, G.; Proksch, P. Inducing secondary
metabolite production by the endophytic fungus Chaetomium sp. through fungal-bacterial co-culture and
epigenetic modification. Tetrahedron 2016, 72, 6340–6347. [CrossRef]

38. Robbers, J.E.; Hong, S.; Tuite, J.; Carlton, W.W. Production of xanthomegnin and viomellein by species of
Aspergilluscorrelated with mycotoxicosis produced in mice. Appl. Environ. Microbiol. 1978, 36, 819–823.

39. Heussner, A.H.; Bingle, L.E.H. Comparative ochratoxin toxicity: A review of the available data. Toxins 2015,
7, 4253–4282. [CrossRef]

40. Kjer, J.; Debbab, A.; Aly, A.H.; Proksch, P. Methods for isolation of marine-derived endophytic fungi and
their bioactive secondary products. Nat. Protoc. 2010, 5, 479–490. [CrossRef]

41. Ashour, M.; Edrada, R.; Ebel, R.; Wray, V.; Wätjen, W.; Padmakumar, K.; Müller, W.E.G.; Lin, W.H.; Proksch, P.
Kahalalide derivatives from the Indian sacoglossan mollusk Elysia grandifolia. J. Nat. Prod. 2006, 69, 1547–1553.
[CrossRef]

42. Engelke, L.H.; Hamacher, A.; Proksch, P.; Kassack, M.U. Ellagic acid and resveratrol prevent the development
of cisplatin resistance in the epithelial ovarian cancer cell line A2780. J. Cancer 2016, 7, 353–363. [CrossRef]

© 2019 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1021/np400132m
http://dx.doi.org/10.1055/s-0028-1088076
http://dx.doi.org/10.1021/ja028538n
http://dx.doi.org/10.1021/np960607m
http://dx.doi.org/10.1021/acs.jnatprod.6b01062
http://dx.doi.org/10.1021/ja109275z
http://dx.doi.org/10.1038/163443b0
http://dx.doi.org/10.1021/acs.jnatprod.8b00373
http://dx.doi.org/10.1002/ejoc.201700288
http://dx.doi.org/10.1016/j.tet.2016.08.022
http://dx.doi.org/10.3390/toxins7104253
http://dx.doi.org/10.1038/nprot.2009.233
http://dx.doi.org/10.1021/np060172v
http://dx.doi.org/10.7150/jca.13754
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	Results 
	Discussion and Conclusions 
	Materials and Methods 
	General Experimental Procedures 
	Fungal Material 
	Fermentation and Extraction 
	OSMAC Experiment 
	Co-Cultivation Experiment 
	Feeding Experiment 

	Isolation of Compounds 
	Marfey’s Reaction for 1 
	Cytotoxicity Assay 

	References

