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Corrigendum

Measurement and modeling of intrinsic transcription
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The authors wish to make the following correction to their article:

The numeric data reported in the last two columns of Supplementary Table 1, predicted TE and Residuals, relate to the
model calculations that are plotted in Figure 5. The values in the main plots are correct, but the numeric values in the
published Supplementary Table 1 are a legacy from an earlier version of the model that was not as accurate.

A new Supplementary Table 1 is published with this corrigendum.
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Supplementary Data are available at NAR Online.
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