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Letter to the Editor
Controlling healthcare-associated
transmission of SARS-CoV-2
variant of concern 202012/01 in a
large hospital network
Sir,

Many hospital outbreaks of severe acute respiratory syn-
drome coronavirus-2 (SARS-CoV-2) have been reported world-
wide, involving patients and/or healthcare workers (HCWs)
[1,2]. Variant of concern 202012/01 (VOC-202012/01) lineage
B.1.1.7, responsible for an important epidemic resumption in
the UK in November 2020, seems to be more transmissible [3]
and more lethal [4] than the pre-existing SARS-CoV-2 variants
(non-VOC). In the current context of the emergence of this new
variant in France [5], the aim of this observational study was to
assess whether transmission control measures were effective
to control hospital VOC-202012/01 outbreaks.

Assistance publique-Hôpitaux de Paris (AP-HP) is a network
of 38 university-affiliated public hospitals, spread over Paris
and its suburbs, with a total of 20,000 beds and employing
100,000 HCWs.

The coronavirus disease 2019 (COVID-19) transmission pre-
vention strategy is based on universal (HCWs and patients)
continuous use of medical masks, use of FFP2 masks during
aerosol-generating procedures, contact and droplet pre-
cautions in suspected or confirmed cases of COVID-19, limi-
tation of the number of visitors per patient (one visitor/day),
and screening of any patients admitted to hospital and any
HCWs or patients with symptoms that may be COVID-19 rela-
ted. Social distancing during breaks (especially meals) is also
promoted. HCWs and patients experiencing contact with a
confirmed COVID-19 case without wearing a medical mask are
tested for SARS-CoV-2, even if asymptomatic, with repeated
screening on Day 7. Outbreak control measures include weekly
screening of asymptomatic contacts (patients and/or HCWs),
cohorting of patient cases and furloughing HCW cases for 10
days, stopping visits and joint activities, and reinforcing COVID-
19 prevention transmission measures.

A case was defined as any patient or HCW with a positive
result on SARS-CoV-2 reverse transcriptase polymerase chain
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reaction (RT-PCR) assay. A VOC-202012/01 case was defined as
any case with specific mutations identified through specific RT-
PCR or genotyping of the spike protein gene [6]. An outbreak
was defined as at least two cases (patients and/or HCWs) linked
by time (within 7 days), geographic location and possible con-
tact. An outbreak was considered to be controlled after 14 days
without any new cases.

For each outbreak from 20th December 2020 (first outbreak of
VOC-202012/01 in AP-HP hospitals) to 21st February 2021, the
following data were collected: variant type, number of cases in
patients and HCWs, and outbreak duration (time between first
and last cases). The number of cases and the outbreak duration in
the non-VOC and VOC-202012/01 groups were compared using
the Wilcoxon rank sum test (P¼0.05). Analyses were performed
using R Version 4.0.3.

Among the 218 outbreaks identified during this period (145
non-VOC and 73 VOC-202012/01), 1013 patients and 1166 HCWs
were involved. The median number of cases involved in out-
breaks was 7.0 [interquartile range (IQR) 4.0e14.0] and 6.0 [IQR
3.0e12.5] in non-VOC and VOC-202012/01 outbreaks, respec-
tively (P¼0.35) (Figure 1). The median number of patients was
3.0 (IQR 0.0e8.0) in non-VOC outbreaks and 2.0 (IQR 0e6.5) in
VOC-202012/01 outbreaks (P¼0.23), and the median number of
HCWs was 4.0 (IQR 2.0e7.5) in non-VOC outbreaks and 5.0 (IQR
2.0e7.5) in VOC-202012/01 outbreaks (P¼0.54). The median
outbreak duration was 10.0 (IQR 5.5e19.0) and 9.0 (IQR
5.0e15.5) days in non-VOC and VOC-202012/01 outbreaks,
respectively (P¼0.41) (Figure 1).

This study had several limitations, including the lack of
sequencing completeness. Another limitation is that HCW
compliance with the prevention measures was not assessed,
and may have been more rigorous with VOC-202012/01 cases,
although the time frame in which the sequencing results were
available makes this unlikely. In contrast, contact screening of
exposed HCWs and patients may have been more extensive due
to the fear of rapid dissemination of VOC-202012/01, and this
could have explained a higher number of cases in VOC-202012/
01 outbreaks, thus reinforcing that the transmission of VOC was
not higher than the transmission of non-VOC in this hospital
network. Unfortunately, the numbers of screened individuals in
both groups are not known.

Finally, despite its higher transmissibility and its rapid
spread in France, these results suggest that VOC-202012/01
was not associated with higher intrahospital diffusion
Ltd. All rights reserved.
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Figure 1. Comparison of the number of cases and duration in hospital outbreaks of pre-existing severe acute respiratory syndrome
coronavirus-2 (SARS-CoV-2) variants [non-variants of concern (non-VOC)] and SARS-CoV-2 VOC-202012/01. Horizontal lines on the violin
plots correspond from bottom to top of box: 25th, 50th and 75th percentiles. The whiskers extend to the minimum and maximum values. In
addition, a rotated kernel density plot on each side shows peaks in the data.
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compared with non-VOC in the hospital network, thanks to
strict infection control measures.
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C. Grudzien, Hôpital Maritime, San Salvadour; M. Denis, E. Le-
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