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ABSTRACT: The efficiency of the intracellular transport of
medication and target specificity is frequently hampered by biological
obstacles. The potential for therapeutic use of peptide fragments from
naturally occurring proteins is promising, as peptides exhibit high
selectivity due to several possibilities of interaction with their target.
Certain peptide sequences, often referred to as cell-penetrating
peptides (CPPs), are those that can penetrate cell membranes. Our
goal is to find these sequences in the discarded postcataractery surgery
emulsion known as the cataractous eye protein isolate (CEPI). One
peptide fragment from this discarded protein has been identified to be
a potential CPP based on the similarities with other well-known CPPs.
Cell membrane penetrability and cytotoxicity of the peptide have been
investigated. Fibroblast cells were incubated with the fluorescently
labeled peptide and were observed under fluorescence as well as under confocal microscopy. It was found that the peptide possesses
a cell-penetrating ability.

1. INTRODUCTION
There has been an exponential increase in the development
and use of peptide drugs in the last couple of decades. While it
has been recognized that peptides could be advantageous
primarily because of their selectivity and low toxicity, plasma
stability and oral bioavailability pose a problem. The
advancement in their chemical, structural, and mechanistic
aspects has thus led to the development of peptide drugs.1

Small-molecule drugs often face the challenge of target
specificity and cell membrane permeability. Biological barriers,
such as cell membranes, often restrict intercellular drug
delivery options that, in turn, affect the target specificity.
This hampers systemic drug distribution and limits the
therapeutic value. It is possible to enhance both the therapeutic
value and on-target specificity of nonpermeable drugs with
compounds that can effectively penetrate the cell membrane.
In this regard, peptides are a good option because the specific
properties they possess can be exploited to elicit selectivity in
target selection and the mode of action. These peptide
fragments from naturally occurring proteins have been found
to have therapeutic applications.2 Additionally, there are
particular peptide sequences that can penetrate through cell
membranes. These peptides find applications in therapeutics
for transporting a wide variety of biologically active molecules
across the cell membrane. Peptide sequences commonly
known as cell-penetrating peptides (CPPs) from different

proteins have been identified. Some of the examples of such
sequences are given in Table 1.

CPPs have also gained attention in anticancer research as a
drug delivery factor.8,9 Moreover, for many physiological
processes, peptides act as intrinsic signaling molecules,
granting them an advantage to be used as a therapeutic
intervention for mimicking natural pathways. In addition,
studies have shown that short fragments of peptides from
natural sources have anticoagulation effects. A novel
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Table 1. Peptide Sequence of CPPs from Different Proteins

sequence protein of occurrence

GRKKRRQRRRPPQ3 HIV-1 TAT
RKKRRQRRR4 HIV-1 TAT
RQIKIWFQNRRMKWKK5 antennapedia

homeodomain
KETWWETWWTEWSQPKKKRKV6 T antigen NLS
MVKSKIGSWILVLFVAMWSDVGLCKKRP7 bovine prion protein
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antithrombotic peptide sequence YQEPVLGPVR obtained
from β-casein having antithrombotic activity is one such
example.10 Recent studies have explored the cell penetration
ability of peptide sequences derived from milk proteins
(bovine α-S1-casein).11 Specific CPPs explicitly target cancer
cells or tumor cells and find application as anticancer peptides
or tumor-homing peptides, respectively.12 A peptide sequence
(p28) from azurin (sequence 50−77) has been shown to
penetrate breast cancer cells preferentially and induce
apoptosis.13 This peptide p28 (NSC745104) is currently in
phase I clinical trials.14 Furthermore, p28 was observed to
cross the blood−brain barrier, localize especially to tumor
lesions, and enhance the effectiveness of DNA-damaging
agents.15 Guidotti et al. have listed several CPPs that are under
preclinical and clinical trials.16

The human eye lens is abundant in water-soluble proteins
called crystallins17 that are broadly classified as α-, β-, and γ-
crystallins.18,19 The transparency of the lens is preserved by
crystallins, which have a high refractive index. Proteins
aggregate or cross-link as a result of a variety of factors,
including aging, mutations, protein oxidation, etc. This can
cause cataract, an opacification of the eye lens that can cause
permanent blindness.20 Cataract surgery, which involves
removing the opaque lens and replacing it with a durable
artificial intraocular lens, has been the only available treatment
for cataracts to date.21 The total annual number of cataract
operations carried out in India increased from 1.2 million in
the 1980s to 6.4 million by the year 2020.22,23 After surgery,
the proteins can be extracted from cataractous lens emulsions,
which are otherwise discarded. The cataractous eye protein
isolate (CEPI) is the name given to this protein.24

The CEPI obtained from a discarded source has been used
for fragmentation to check any possible similarity with other
peptide fragments of use following which the cell membrane
permeability of the obtained fragments has been monitored.

2. EXPERIMENTAL SECTION
2.1. Materials. The Sathi Eye Clinic in Kharagpur, India,

provided the protein emulsion that was produced following
phacoemulsification surgery (approved by the Institute Ethical
Committee Approval Letter, Indian Institute of Technology
Kharagpur, West Bengal, India, letter No IIT/SRIC/DR/
2018). The custom peptide VGSLR and fluorescein
isothiocyanate tagged peptide (FITC-VGSLR) were purchased
from SBioChem, Thrissur, Kerala, India. Cellulose membrane
(MWCO = 12.6 kDa) was purchased from Sigma Chemical
Co. All other chemicals used, unless specified, were purchased
from SRL, India, and were of analytical grade.

2.2. Methods. 2.2.1. Purification of CEPI. The emulsion
produced following cataract surgery was obtained in an
autoclaved vessel and stored at 4 °C until further use. An
earlier approach from this laboratory was used to isolate and
purify the protein.25−27 In brief, the emulsion was centrifuged
at 4 °C and 7900 rpm for 40 min. The supernatant was
collected and lyophilized. The dried sample was then dissolved
in double-distilled water, dialyzed with a cellulose membrane
(MWCO 12.6 kDa) for 48 h in 10 mM phosphate buffer (pH
7.4), and then dialyzed again in double-distilled water for a
further 48 h. The dialyzed emulsion was lyophilized, and the
resulting dry mass was kept at 0 °C until use.
2.2.2. Theoretical Trypsin Digestion, Hydropathicity, and

pI Calculation. Trypsin digestion to know the sequence and
mass of the fragments obtained from the polypeptide sequence

was performed on the web portal Expasy: peptide mass
(https://web.expasy.org/peptide_mass/).28 The one-letter
amino acid sequence of the protein, obtained from the
RCSB PDB (https://www.rcsb.org/) (PDB IDs: 1HK0, 2JDF,
2NBR), was entered, and trypsin was selected as the enzyme
and iodoacetamide was selected to treat cysteines to form
carbamidomethyl-cysteine (Cys_CAM).
Grand average of hydropathicity (GRAVY) score and the pI

of the obtained fragments were calculated using the ProtParam
tool of Expasy (https://web.expasy.org/protparam/).28 Prot-
Param is a tool that enables the computation of numerous
physical and chemical parameters for a given peptide sequence.
2.2.3. Trypsin Digestion. Trypsin digestion of the treated

CEPI was performed to cleave the protein into small peptide
fragments. The in-solution protein digestion protocol was
adopted from Promega (Sequencing grade Modified Trypsin
Certificate of Analysis 9PIV511). CEPI protein was dissolved
in 50 mM ammonium bicarbonate in water. To this, 45 mM
dithiothreitol (DTT) in 50 mM ammonium bicarbonate
solution was added to reduce the disulfide bonds and
incubated for 15 min at 50 C. For the alkylation of cystines,
100 mM iodoacetamide (IAA) in 50 mM ammonium
bicarbonate solution was added. This solution was incubated
at room temperature for 15 min in the dark. Unreacted IAA in
the mixture was treated with 1 μL of previously used DTT.
This was mixed with a small volume aliquot of trypsin stock
solution to make the ratio of the enzyme: substrates 1:50
(mass:mass). The solution was incubated overnight at 37 C.
After the incubation, the enzyme activity was quenched by the
addition of a highly concentrated (i.e., 10%) trifluoroacetic
acid (TFA).
2.2.4. Matrix-Assisted Laser Desorption Ionization Spec-

troscopy-Time-of-Flight (MALDI ToF). MALDI experiments
were performed on a Bruker Daltonics Ultraflex MALDI ToF/
ToF mass spectrometer (Germany). The matrix was prepared
by dissolving 20 mg/mL of sinapinic acid (3,5-dimethoxy-4-
hydroxycinnamic acid) in 1:1 v/v water and HPLC-grade
acetonitrile containing 1% TFA just before the experiments.
The trypsin-digested protein solution was then mixed with the
matrix solution in a 1:1 ratio for measurements. The sample
was then spotted on a steel plate and left for 30 min to dry.
Scanning was done using an accelerating voltage of 20 kV, and
positive ions were collected in the detector by using a
reflection method. A linear acquisition mode with 3500 laser
shots and a mass range over an m/z range from 5 to 50 kDa
were employed for the detection.
2.2.5. Cell Proliferation Assay. The cell proliferative

properties of the conjugated peptide (FITC-VGSLR) and
unconjugated peptide (VGSLR) on L929 cells were measured
by using the MTT test. Cells were seeded at a density of 0.5 ×
104 cells per well in 96-well plates and then incubated with 100
μL of complete media for 24 h before being treated with
peptides at various concentrations (10, 25, 50, and 100 μM).
After 48 h, the cells were incubated with MTT at 37 °C for 4 h
in the dark, and then, 100 μL of dimethyl sulfoxide (DMSO)
was added to remove the purple formazan crystals. The
absorbance at 570 nm was recorded, and the % cell viability
was determined by calculating the ratio of treated cell
absorbance to untreated cell absorbance

=
[ ] [ ]
[ ] [ ]

×% cell viability
OD sample OD blank
OD control OD blank

100570 570

570 570
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2.2.6. Membrane Penetrability of the Peptide. The ability
of the peptide to penetrate the cell membrane was investigated

by incubating fibroblast cells with the fluorescein isothiocya-
nate tagged peptide (FITC-VGSLR) and visualizing the cells

Table 2. Peptide Sequences and Their Masses Obtained after Trypsin Digestion of γD Crystallin with ExPasy

peptide sequence position modification mass

FNEIHSLNVLEGSWVLYELSNYR 117−139 2782.3835
VDSGCWMLYEQPNYSGLQYFLR 37−58 Cys_CAM: 41 2669.2163/2726.2377
HYECSSDHPNLQPYLSR 15−31 Cys_CAM: 18 2045.9134/2102.9348
GDYADHQQWMGLSDSVR 60−76 1964.8555
GQMIEFTEDCSCLQDR 99−114 Cys_CAM: 108, 110 1874.7717/1988.8146
QYLLMPGDYR 142−151 1255.6139
YQDWGATNAR 153−162 1181.5334
LIPHSGSHR 80−88 1003.5432
ITLYEDR 3−9 909.4676
EDYR 95−98 582.2518
LYER 91−94 580.3089
VIDFS 169−173 580.2977
GFQGR 10−14 564.2888
CNSAR 32−36 Cys_CAM: 32 550.2402/607.2617
VGSLR 163−167 531.3249

Table 3. Theoretical pI and GRAVY Scores of Peptide Fragments of γD Crystallin

γD crystallin

peptide sequence no. of AA mol. wt. theoretical pI GRAVY score

FNEIHSLNVLEGSWVLYELSNYR 23 2783.09 4.75 −0.178
VDSGCWMLYEQPNYSGLQYFLR 22 2670.01 4.37 −0.364
HYECSSDHPNLQPYLSR 17 2046.20 5.99 −1.353
GDYADHQQWMGLSDSVR 17 1965.08 4.41 −1.065
GQMIEFTEDCSCLQDR 16 1875.07 3.92 −0.588
QYLLMPGDYR 10 1255.45 5.83 −0.660
YQDWGATNAR 10 1181.23 5.84 −1.470
LIPHSGSHR 9 1003.13 9.76 −0.689
ITLYEDR 7 909.01 4.37 −0.743
EDYR 4
LYER 4
VIDFS 5 579.65 3.80 1.440
GFQGR 5 563.61 9.75 −1.200
CNSAR 5 549.60 8.25 −0.900
VGSLR 5 530.62 9.72 0.460

Table 4. Theoretical pI and GRAVY Scores of Known CPPs

peptide sequence mol. wt. theoretical pI GRAVY score

Hydrophobic CPPs

Bip4 VSALK35 516.64 8.72 1.020
C105Y CSIPPEVKFNPFVYLI36 1866.25 5.99 0.719
melittin GIGAVLKVLTTGLPALISWKRKRQQ37 2734.33 12.02 0.104
gH625 HGLASTLTRWAHYNALIRAF38 2298.64 10.84 0.110

Cationic CPPs
TAT RKKRRQRRR39 1339.62 12.70 −4.256
R8 RRRRRRRR40 1267.52 12.85 −4.500
DPV3 RKKRRRESRKKRRRES41 2212.60 12.23 −3.763
DPV6 GRPRESGKKRKRKRLKP41 2077.51 12.19 −2.735
penetratin RQIKIWFQNRRMKWKK42 2246.75 12.31 −1.731
R9-TAT GRRRRRRRRRPPQ43 1803.12 12.90 −3.662

Amphipathic CPPs
pVEC LLIILRRRIRKQAHAHSK44 2209.72 12.48 −0.444
ARF (19−31) RVRVFVVHIPRLT45 1591.97 12.30 0.685
MPG GALFLGFLGAAGSTMGAWSQPKKKRKV46 2807.35 11.33 −0.004
MAP KLALKLALKALKAALKLA47 1877.47 10.60 0.994
transportan GWTLNSAGYLLGKINLKALAALAKKIL48 2841.48 10.18 0.633
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under fluorescence microscopy as well as under confocal
microscopy. 3T3 cells were grown on lysine-coated coverslips
and later fixed with 3.7% paraformaldehyde in PBS for 20 min.
Cells were washed and incubated with 50 μM of the tagged
peptide in PBS for 6 h at 4 °C. The peptide solution was
removed, and cells were washed with PBS. Cells were
permeabilized with 1% (v/v) Triton-X 100 (Sigma-Aldrich)
in PBS for 15 min followed by blocking in 3% BSA. The nuclei
were subsequently stained with 4,6-diamidino-2-phenylindole
(DAPI; Sigma-Aldrich) for 10 min. Imaging was done using an
inverted fluorescence microscope (Axio Observer, Carl Zeiss,
Germany) and a confocal microscope (Leica TCS SP8, Leica
Microsystems). To check the localization of the peptide in live
cells, peptides were incubated following a previously reported
method with slight modification.29 In brief, 3T3 and L929 cells
with a density of 0.5 × 104 were cultured and incubated with
50 μM of peptides in growth media. The peptide solution was
removed by washing the cells with PBS. DAPI staining of the
nuclei was done for 3T3 cells, whereas L929 cells were viewed
without DAPI staining. The nonconjugated peptide fragment
VGSLR was used as a negative control. Control experiments
with FITC-V were performed to ensure localization efficacy.

3. RESULTS AND DISCUSSION
3.1. Theoretical Protein Cleavage. The determination of

the possible fragments of the protein following trypsin
digestion was undertaken with the help of ExPasy. Trypsin
was the selected enzyme, and iodoacetamide was selected to
treat cysteines. The α-crystallin and β-crystallin are oligomeric

proteins with higher molecular weights (50−800kD), whereas
γ-crystallin is a monomeric protein of lower molecular weight
(∼21kD).30 Earlier studies show the presence of γ-crystallin in
the discarded cataractous emulsion.31 The difference in
molecular weight facilitates the separation of the α-crystallin
and β-crystallin from γ-crystallin via centrifugation.24 Water-
soluble γ-crystallin is found to be present in the supernatant
post centrifugation.31 Following a previous procedure from our
lab, we have obtained γ-crystallin from the CEPI.25,31,32 In

Figure 1. MALDI ToF mass spectra of trypsin-digested CEPI showing the peptide fragment VGSLR (blue arrow).

Figure 2. Cell viability studies of L929 on FITC-VGSLR and the
unconjugated peptide. MTT assay data presented as mean ± SD; p-
values are calculated using a two-way ANOVA test, * = p < 0.05, ** =
p < 0.01, *** = p < 0.001, **** = p < 0.0001, and n.s. = not
significant.
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addition, theoretical trypsin digestion was performed on the
sequence of human γ-crystallin. The result of the cleavage of
γD crystallin (PDB ID: 1HK0) is shown in Table 2 (γB and γC
crystallin are shown in Tables S1 and S2 of the Supporting
Information, respectively).

3.2. Theoretical Calculations. The hydropathy values of
all of the amino acids, from Kyte and Doolittle scale, added
together and divided by the number of residues in the
sequence yield the GRAVY value for a given peptide.33 A
hydrophilic peptide has a low negative GRAVY score, while a
hydrophobic peptide has a comparatively high positive
GRAVY score. The GRAVY value and pI of the obtained
fragments were calculated. Calculations were also done for the
known cell-penetrating peptides (CPPs). The results are
presented in Tables 3 and 4, respectively. It was observed
that the sequence VGSLR from γD crystallin has some
similarities to a known hydrophobic cell-penetrating peptide
Bip4 (VSALK). Table 3 shows the molecular weight, pI, and
GRAVY score of the peptide VGSLR. Table 4 shows the same
for cell-penetrating peptides, including Bip4 (VSALK). The
GRAVY score of the fragment VGSLR is 0.460, which is in the
range (0.680 to −0.440) of other known amphipathic CPPs.
This peptide has one basic amino acid, one polar uncharged
amino acid, and no acidic amino acid residue. Moreover, its

GRAVY score is within the range of −0.5 ∼ + 0.5; thus, it can
be categorized as a cationic amphiphilic peptide.34

3.3. MALDI ToF of the CEPI Digested by Trypsin.
Trypsin digestion was performed to check the fragmentation of
CEPI. MALDI ToF was performed to check the mass of the
fragment produced after digestion. The mass spectra are shown
in Figure 1. The calculated molecular weight of VGSLR is
530.62, as shown in Table 3. The peak at 530.829 m/z most
likely corresponds to the molecular ion peak of the VGSLR
fragment. The observed peak presumably differs from the
theoretical value due to deprotonation of the peptide.49

3.4. Characterization of the Peptide VGSLR and FITC-
VGSLR. As we have seen the similarities in the peptide
fragment VGSLR and hydrophobic cell-penetrating peptides
Bip4 (VSALK), the peptide VGSLR and fluorescein iso-
thiocyanate tagged peptide (FITC-VGSLR) were purchased
following customized synthesis from SBioChem, Thrissur,
Kerala, India. The details of the peptides, analytical HPLC
trace chromatogram, and mass spectra are provided in the
Supporting Information, Figures S1−S4.

3.5. Cytotoxicity of the Peptide. Cytotoxicity of the
fluorescent conjugated peptide (FITC-VGSLR) and peptide
(VGSLR) was tested by using the standard MTT assay. A
range of sample concentrations of the peptide (10, 25, 50, and

Figure 3. Fluorescence microscopic image of the cell incubated with the labeled peptide (FITC-VGSLR). (A) DAPI-stained nuclei, (B) localization
of FITC-VGSLR in the cell, and (C) merged image of DAPI (blue) and FITC-VGSLR (green).

Figure 4. Confocal microscopy images of cells incubated with labeled peptide (FITC-VGSLR). (A) DAPI-stained nuclei, (B) localization of FITC-
VGSLR in the cell, (C) merged image of DAPI (blue) and FITC-VGSLR (green), (D) brightfield image (differential interference contrast)
showing the cells, (E) fluorescence image of FITC-VGSLR and brightfield image overlaid, and (F) fluorescence image of DAPI, FITC-VGSLR, and
brightfield image overlaid. Yellow arrow: nuclei, red arrow: cytoplasm.
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100 μM) were monitored, and a higher proliferation was
observed at (50 μM) with the conjugated peptides compared
to the untreated cells (p < 0.0001). Figure 2 shows the
percentage viability of the L929 cells at different concen-
trations of the FITC-peptide and unconjugated peptide. The
cellular viability increased progressively from 25 and 50 μM
compared to 10 μM for both FITC-VGSLR and VGSLR. This
suggests that the peptide VGSLR is conducive to cell growth
and has a proliferative effect on the cells. Pentapeptide
fragments derived from the Ku70 protein homologous to
VGSLR were found to have antiapoptotic effects in human,
mouse, and rat cells.50 This could be the probable reason for
the observed increase in the proliferation of cells with a higher
concentration of peptides. Since the peptide did not show any
significant toxicity toward the cells in the range of
concentrations tested, IC50 values could not be calculated.
FITC-peptide-treated samples showed reduced viability at 100
μM, possibly due to the cytotoxic effects of FITC at higher
concentrations.51

3.6. Membrane Penetrability and Distribution of the
Peptide. To check the cell membrane penetrability and
distribution of the peptide, cells incubated with the labeled
peptide (FITC-VGSLR) were analyzed under fluorescence
microscopy. The image of fluorescence microscopy revealing
the subcellular localization of FITC-VGSLR is shown in Figure
3. The DAPI-stained nuclei are shown in Figure 3A. It was
observed that the labeled peptide successfully penetrated the
cell membrane and was found to be distributed in the cell
cytoplasm (Figure 3C). It was also observed that the peptide
was able to penetrate the nucleus of the cell (Figure 3B). From
the confocal microscopy images (Figure 4), it was observed
that the localization of the peptide at the nucleus was more
than that in the cytoplasm. The nuclei have been indicated by
yellow arrows and the cytoplasm with red arrows. A similar
type of localization of CPPs, in both the cytoplasm and
nucleus, was shown by D-Tat, R9-Tat, and Tat-(48−60)
peptides as reported by Futaki et al.43 Rhee et al. have reported
that the peptide C105Y showed an enriched fluorescence

signal in the nucleus in addition to being present in the
cytoplasm.36 The localization of the fluorescent-tagged C105Y
peptide was studied under cell fixation conditions on mouse
fibroblast 3T3 cells (along with other cell lines), and the
reported observations were found to be similar to that of
FITC-VGSLR on 3T3 cells. Gomez et al. have shown that a
series of pentapeptides (Table S3, Supporting Information)
including VSALK based on the Bax-binging domain of Ku70
have good cell-penetrating ability.35 The reported peptide
sequences are homologous to the peptide VGSLR. To confirm
that the observed cell penetration of the peptide is not due to
the fixation of cells, FITC-VGSLR was incubated with live cells
and observed under fluorescence microscopy. Live cells (3T3
and L929) were incubated with an optimized dose treatment
of FITC-VGSLR, and the images are shown in Figure 5. After
incubation with the labeled peptide, 3T3 cells were fixed and
stained with DAPI (Figure 5A). It was observed that the
peptide was localized in both the cytoplasm and the nuclei of
the cells (Figure 5B). In comparison to our earlier observation
on fixed cells, the localization in the cytoplasm was to a greater
extent than in the nucleus. It is known that even mild fixation
can alter the cellular uptake or redistribution of peptides and
generate a false positive result;52 hence, we have performed live
cell imaging of cells L929 without DAPI staining. Intracellular
localization for FITC- VGSLR was clearly evident via
fluorescence images, suggesting cellular uptake and distribution
in the cytoplasm more than the nucleus (Figure 5D). Thus, the
enhanced localization within the nucleus that was observed
earlier (Figures 3 and 4) could be due to the effect of
fixation.52 In order to confirm that the peptide is responsible
for cell penetration rather than FITC, a control experiment
utilizing FITC-V (valine-conjugated) was carried out on live
cells (L929). There was no discernible FITC-V localization
within the cells (Figure S5, Supporting Information), which
suggests that the localization of FITC-VGSLR is due to the
cell-penetrating ability of the peptide. Negative control
experiments were performed on L929 live cells with the
unconjugated peptide fragment (VGSLR). It may be noted

Figure 5. Fluorescence microscopic image of the cell incubated with the labeled peptide (FITC-VGSLR) without fixation on cells 3T3 (A−C) and
cell L929 (C−D). (A) DAPI-stained nuclei, (B) localization of FITC-VGSLR in the cell, (C) merged image of DAPI (blue) and FITC-VGSLR
(green), (D) brightfield image showing L929 cell, and (E) localization of FITC-VGSLR in the L929 cell.
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that as the peptide does not have any fluorophore, no clear
fluorescence signals are observed under fluorescence micros-
copy apart from some low-intensity signals from the media
itself (Figure S6, Supporting Information). To ensure that the
cell penetration is due to the peptide and not FITC, control
experiments using FITC-V (valine-conjugated) were per-
formed on live cells (L929) (Figure S5 in the Supporting
Information).

4. CONCLUSIONS
We processed the discarded cataractous eye lens emulsion to
identify specific proteins of interest. Theoretical studies of
trypsin digestion of the protein indicated the presence of
several fragments with their corresponding mass. Calculation
of the pI and the GRAVY score of the fragments obtained with
those of several known cell-penetrating peptide sequences
identified VGSLR as a possible candidate. The cell membrane
penetrability of the peptide fragment was monitored with the
FITC-labeled peptide (FITC-VGSLR). The tagged peptide
fragment was incubated with fibroblast cells and analyzed by
fluorescence microscopy. The results showed that the peptide
VGSLR possesses the ability to penetrate cell membranes. The
cytotoxicity of the labeled peptide was tested, and it was
observed that the peptide does not show any toxicity. These
studies indicate that the peptide can be proposed as a potential
therapeutic unit for drug delivery to carry cargo to cells
because of its cell-penetrating abilities and noncytotoxicity
properties.
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