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Abstract: Obesity, a major public health problem, is the consequence of an excess of body fat and
biological alterations in the adipose tissue. Our aim was to determine whether high-intensity interval
training (HIIT) and/or α-linolenic acid supplementation (to equilibrate the n-6/n-3 polyunsatu-
rated fatty acids (PUFA) ratio) might prevent obesity disorders, particularly by modulating the
mucosa-associated microbiota. Wistar rats received a low fat diet (LFD; control) or high fat diet
(HFD) for 16 weeks to induce obesity. Then, animals in the HFD group were divided in four groups:
HFD (control), HFD + linseed oil (LO), HFD + HIIT, HFD + HIIT + LO. In the HIIT groups, rats
ran on a treadmill, 4 days.week−1. Erythrocyte n-3 PUFA content, body composition, inflamma-
tion, and intestinal mucosa-associated microbiota composition were assessed after 12 weeks. LO
supplementation enhanced α-linolenic acid (ALA) to docosahexaenoic acid (DHA) conversion in
erythrocytes, and HIIT potentiated this conversion. Compared with HFD, HIIT limited weight gain,
fat mass accumulation, and adipocyte size, whereas LO reduced systemic inflammation. HIIT had
the main effect on gut microbiota β-diversity, but the HIIT + LO association significantly increased
Oscillospira relative abundance. In our conditions, HIIT had a major effect on body fat mass, whereas
HIIT + LO improved ALA conversion to DHA and increased the abundance of Oscillospira bacteria
in the microbiota.

Keywords: exercise; linseed oil supplementation; body composition; microbiota

1. Introduction

Obesity is one of the major public health challenges and its prevalence has been
increasing worldwide for several decades. In 2016, 39% of adults in the world were
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overweight and 13% were obese [1]. Obesity is characterized by excessive accumulation
of adipose tissue, especially visceral adipose tissue, which is positively correlated with
metabolic disorders [2]. Visceral adipose tissue releases pro-inflammatory factors, such
as cytokines (TNF-α, IL-6, Il-1β), free fatty acids, and other molecules [3], which lead to
chronic low-grade inflammation and promote insulin resistance [4].

Endurance training is an effective strategy to prevent overweight and obesity [5].
This exercise modality includes low- to moderate-intensity continuous training, and high
intensity interval training (HIIT). Moderate-intensity continuous training remains the
most recommended physical activity [6], but HIIT is now also suggested for people with
obesity [7]. HIIT (i.e., repeated bouts of high-intensity effort at >80–85% of the peak heart
rate followed by varied recovery times [8]) is a time-efficient and safe strategy to reduce total
fat mass (FM), particularly subcutaneous and intra-abdominal FM [9,10]. HIIT programs
also decrease inflammation and improve insulin sensitivity [11–13]. In addition, several
supplements and nutritional interventions may enhance HIIT effects by increasing energy
metabolism, or by modulating the adaptive response during recovery [14]. However,
no data are available concerning the potential effect of n-3 polyunsaturated fatty acid
supplementation on HIIT adaptations.

N-3 polyunsaturated fatty acids (n-3 PUFAs), from natural sources or dietary supple-
ments, also exert a beneficial effect on the body composition and inflammation status [15,16].
Therefore, n-3 PUFA supplementation could be a relevant strategy for managing chronic
inflammatory diseases, including obesity-linked low-grade inflammation. Most studies
used fish oil to increase eicosapentaenoic acid (EPA; C20:5 n-3) and docosahexaenoic acid
(DHA; C22:6 n-3) [17–19] rather than the precursor α-linolenic acid (ALA) [20,21], from
linseed oil, especially for n-3 PUFA supplementation. EPA and DHA are considered the
biologically active components of n-3 PUFAs, and have been associated with weight sta-
bilization [16], lower systemic inflammation [22], and improved lipid profile, especially
plasma triglycerides and cholesterol [23,24]. EPA and DHA are found mainly in seafood
and can be generated, to a limited extent, by the post-ingestion conversion of α-linolenic
acid (ALA, C18:3 n-3), which is mainly found in plant-based products.

The intestinal microbiota could be another potential therapeutic target because gut
microbiota dysbiosis has been associated with adiposity excess and visceral inflamma-
tion [25,26]. Gut microbiota composition and function could be influenced by regular
physical activity, and also by n-3 PUFAs intake [17,27]. It has been shown that exercise
restores gut microbiota equilibrium by increasing the ratio of beneficial bacteria relative
to pathogenic bacteria and their diversity [27–29]. Regular physical activity also pro-
tects against intestinal barrier and permeability dysfunctions [30]. Similarly, n-3 PUFAs
improve intestinal barrier function and integrity [31] and increase healthy bacterial com-
munities [17,18,32].

On the basis of these data, the aim of this study was to evaluate the effects of a 12-week
intervention program that included physical activity (HIIT), n-3 PUFA supplementation
through addition of linseed oil (LO) in the diet, or both (HIIT + LO) on body composition
and metabolic profile changes in a rodent model of obesity. We first hypothesized that
HIIT and LO positively affect whole body FM, mesenteric (visceral) FM, and systemic
inflammation, and that their combination would induce greater positive effects. We also
hypothesized that each intervention could specifically affect the mucosa-associated gut mi-
crobiota composition (α and β diversity) with more favorable adaptations in the HIIT + LO
group. A better understanding of the effects of physical activity, n-3 PUFA consumption,
and their potential interaction will help to develop personalized intervention strategies to
reduce adiposity, inflammation, and gut microbiota dysbiosis.

2. Materials and Methods
2.1. Animals

Sixty 8-week-old male Wistar rats (Charles River Laboratory, France) were used for
this study. They were individually housed in a temperature-controlled (22 ± 2 ◦C) room
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with reversed 12 h light/dark cycle and free access to food and water. All experiments
were approved by the local ethics committee (C2EA-02, Auvergne, France; APAFIS 16090-
2018071208306750), and were performed in accordance with the European animal welfare
regulations and guidelines (European Directive 2010/63/EU on the protection of vertebrate
animals used for experimental and scientific purposes). All efforts were made to protect
animal welfare and to minimize suffering at each step of the protocol. Animals were
sacrificed by cervical dislocation after isoflurane anesthesia.

2.2. Experimental Design

Phase 1: obesity induction (16 weeks). Rats were randomly assigned to one of the two
groups: low-fat diet (LFD; 11% of total kcal as fat) (n = 12) and high-fat diet (HFD; 43% of
total kcal as fat to induce obesity) (n = 48) (Figure 1). In both groups, food was consumed
ad libitum for 16 weeks.
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Figure 1. Study design. Rats were randomized in two groups: LFD (n = 12) and HFD (n = 48) for 16 weeks (phase 1). After
this period, the HFD group was divided in four groups (n = 12/group) matched for weight and fat mass: HFD, LO, HIIT,
and HIIT + LO for 12 weeks (phase 2). In the HIIT and HIIT + LO groups, “no runner” rats were excluded from the study.
LFD: low-fat diet, HFD-ind: high-fat diet induction, HFD: high-fat diet, LO: linseed oil, HIIT: high-intensity interval training,
FM: fat mass, PUFAs: polyunsaturated fatty acids, P: proteins, CHO: carbohydrates, L: lipids.

Phase 2: training and/or diet intervention (12 weeks). After these first 16 weeks,
the HFD group was divided in four groups matched for body weight and total fat mass:
(i) HIIT group (n = 12) that performed the exercise program; (ii) LO group (n = 12) that
received LO supplementation; (iii) HIIT + LO group (n = 12); and (iv) HFD group (n = 12)
without LO and HIIT (control). The four groups continued to receive the same HFD as
during phase 1 (Figure 1).

2.3. Diet Composition

The diets were prepared by INRAE (Jouy-en-Josas, France). The LFD included proteins
(19.8% of all kcal), carbohydrates (68.7%), and fat (11.5%). The HFD was composed of
proteins (17.3% of all kcal), carbohydrates (39.4%), and fat (including 4% of sunflower oil;
43.3% of all kcal). The diet of the LO group had the same composition as the HFD, but 2%
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of sunflower oil was replaced by 2% of LO. All diets were analyzed by gas chromatography
to confirm their n-6/n-3 PUFAs ratio (Table 1).

Table 1. Fatty acid content of the two diets (%). LFD: low-fat diet, HFD: high-fat diet, LO: linseed
oil (for the LO groups: HFD + LO ± HIIT), SFA: saturated fatty acids, MUFAs: monounsaturated
fatty acids, PUFAs: polyunsaturated fatty acids, LA: linoleic acid (C18:2 n-6), AA: arachidonic
acid (C22:4 n-6), ALA: α-linolenic acid (C18:3 n-3), EPA: eicosapentaenoic acid (C20:5 n-3), DHA:
docosahexaenoic acid (C22:6 n-3).

LFD HFD LO

Total SFAs 20.67 35.24 34.95
Total MUFAs 34.01 43.54 42.99
Total PUFAs 45.22 20.69 21.85

Total n-6 PUFAs 42.90 20.10 16.35
LA 42.90 19.63 15.95
AA 0.00 0.07 0.07

Total n-3 PUFAs 2.32 0.65 5.50
ALA 2.32 0.65 5.45
EPA 0.00 0.00 0.00

DHA 0.00 0.00 0.00
Ratio n-6/n-3 PUFAs 15.49 29.43 2.97

2.4. Training Design

Rats in the HIIT (n = 12) and HIIT+LO (n = 12) groups underwent a 2-week acclima-
tion on a treadmill (Matsport, France) with a progressive increase of speed and running
time. “No runner” rats were excluded at the end of this period. Then, rats performed a
12-week HIIT program, 4 days per week, as follows: 6 × (3 min at 10 m.min−1 × 4 min at
18 m.min−1), for a total of 42 min/training (Figure 1).

2.5. Body Composition

Body composition (weight, FM, and fat free mass (FFM)) were measured using an
EchoMRI device (EchoMRI Medical System, Houston, TX, USA) at week 1 and 16 during
phase 1 (obesity induction), and at week 22, 25, and 28 during phase 2 (training and/or
LO supplementation). Body weight was measured three times per week using a standard
scale. Area of adipocytes (µm) was measured with the ImageJ software (Rasband, W.S.,
ImageJ, U.S. National Institutes of Health, Bethesda, MD, USA).

2.6. Oral Glucose Test Tolerance

Glucose sensitivity was measured with an oral glucose tolerance test (OGTT) at the
end of the induction phase (week 16) and at the study end (week 28) after overnight fasting.
Glucose level was measured in blood samples collected from the tail vein using a standard
glucometer (Xpress, Nova Biomedical, Waltham, MA, USA) at baseline, and then at 15, 30,
60, 90, and 120 min after glucose administration by gavage (2 g.kg−1 FFM). The area under
the curve (AUC) for glucose and the netAUC (after subtraction of the baseline glucose
concentration) were calculated.

2.7. Plasma and Erythrocytes

Blood samples were collected by aorta puncture. After centrifugation, plasma was
collected in EDTA tubes and stored at −80 ◦C before biochemical analyses. Erythrocytes
were purified from blood samples collected in tubes saturated with EDTA (EDTA K3 tubes).
Samples were centrifuged (3500 rpm, 4 ◦C, 10 min) and the supernatant (plasma) was
discarded and replaced by the equivalent amount of cold acidified saline solution (100 µL
H2NSO4/100 mL). Erythrocytes were resuspended, centrifuged, and supernatant was
removed. This step was repeated twice. Washed erythrocytes were then stored at −80 ◦C
before analysis.
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2.8. Fatty Acid Profiling in Erythrocytes and Diets

Fatty acid profiling was performed by gas chromatography–flame ionization detection
(GC–FID). Briefly, total lipids were extracted from food or erythrocytes using the Folch or
method [33,34]. The organic phase was evaporated under nitrogen for fatty acid methyla-
tion. Fatty acid methyl ester (FAME) separation was done by gas chromatography (GC)
with a select FAME (Agilent technologies, Les Ulis, France) column (0.25 mm* i.d., 100 m.,
0.25 µm film thickness) on a GC system (Thermo Trace Finnigan GC ultra; Waltham, MA,
USA) equipped with a flame ionization detector. FAMEs were identified using different
commercial FAME standards from Supelco (Sigma) and Nu-Chek Prep (Elysian, MN, USA).
Peak integration was performed with Chromeleon (Version 7.2.4, Dionex, Thermo Scientific,
Courtaboeuf, France).

2.9. Measurement of Plasma Myeloperoxidase and Lipopolysaccharide Levels

Plasma myeloperoxidase (MPO) concentrations were measured using a commer-
cial ELISA kit (Myeloperoxidase DuoSet ELISA, R&D Systems, Minneapolis, MN, USA).
Triglycerides were measured in hepatic samples using a commercial kit (Cayman Chem-
ical, Ann Arbor, MI, USA). Plasma lipopolysaccharide (LPS) activity was evaluated in
HEK-Blue-mTLR4 cells (Invivogen, San Diego, CA, USA). Briefly, 180 µL of cell suspension
(1.4 × 104 cells per mL of HEK-Blue Detection medium) (Invivogen, San Diego, CA, USA)
was added to 20 µL of each diluted (1:1000) plasma sample. LPS (Invivogen, San Diego,
CA, USA) was used as positive control and standard range. Plates were incubated at 37 ◦C
in 5% CO2 for 24 h, and alkaline phosphatase activity was measured at 620 nm.

2.10. Protein Extraction and Western Blotting

Mesenteric and colon samples were homogenized in 1 mL lysis buffer (25 mM Tris,
5 mM EDTA, 0.1 mM MgCl2, 10% glycerol, 150 mM NaCl, 1% Nonidet P-40, 1% SDS) with
freshly added protease inhibitor cocktail (Complete, Mini, EDTA-free Protease Inhibitor
Cocktail, Roche), 1 mM sodium orthovanadate, 1 mM PMSF, and 5 mM N-ethylmaleimide.
Homogenates were centrifuged at 10,000 rpm at 4 ◦C for 5 min. An aliquot (25 µL) was used
for protein concentration quantification with the optical density protein assay (Bio-Rad,
Hercules, CA, USA). Proteins were stored at −80 ◦C until analysis.

Protein were separated on 4–15% gels (Mini-PROTEAN TGX Stain-Free Protein Gels,
Bio-Rad, Hercules, CA, USA), then transferred to PVDF membranes (Bio-Rad). Membranes
were blocked with 5% BSA in TBST (pH 8 Tris buffered saline/0.05% Tween-20) at room
temperature under agitation for 1 h. Membranes were incubated with diluted primary an-
tibodies against zonula occludens-1 (ZO-1) (Thermo Fisher, polyclonal, 1:500 dilution) and
occludin (Thermo Fisher, monoclonal, 1:500 dilution), at 4 ◦C under agitation, overnight.
After three washes in TBST, membranes were incubated with secondary antibodies at room
temperature for 1h. Antibody interactions were detected with the Enhanced Chemilu-
minescence Detection Kit (Clarity Western ECL Substrate, Bio-Rad, Hercules, CA, USA)
and the Bio-Rad ChemiDoc imaging system. Data were normalized to the total protein
amount using the Stain-Free blot system (Bio-Rad system). Band intensity was analyzed
with Image Lab (Bio-Rad).

2.11. Fecal Short-Chain Fatty Acid Quantification

Weighted rat fecal samples were reconstituted in 200 µL MilliQ® water. Samples were
homogenized, incubated at 4 ◦C for 2 h, and then centrifuged at 12,000× g at 4 ◦C for
15 min. Supernatants were weighted and saturated phosphotungstic acid (100 µL for 1 g
of fecal content) was added to the samples. Samples were incubated at 4 ◦C overnight,
centrifuged, and then short-chain fatty acid (SCFA) concentrations (including butyrate,
propionate, and acetate) were determined by gas chromatography (Nelson 1020, Perkin-
Elmer, St Quentin en Yvelines, France). Chromatographic separation was achieved on
DB-FFAP columns (30 m × 250 µm, 0.25 µm). The inlet temperature was 250 ◦C and the
injection volume was 1 µL. The initial oven temperature was 100 ◦C, and then was ramped
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to 250 ◦C (10 ◦C/min) and held for 5 min. The carrier gas was helium at a constant flow of
7 mL/min. Samples were imported to the column using the split mode at a ratio of 10:1.
Detection was performed with the FID method.

2.12. Microbiota Composition Analyses

For genomic DNA extraction, rat colon samples were lysed in proteinase K at 56 ◦C
in a shaking incubator overnight. DNA was extracted using the NucleoSpin® Tissue kit
(Macherey-Nagel, Germany). DNA concentration was determined with a QubitTM fluorom-
eter (Invitrogen), and the DNA quality was evaluated with a NanoDrop™ (Thermo Scien-
tific) spectrophotometer (260/280 and 260/230 ratio). Region V4 of the 16S rRNA gene was
PCR-amplified from each sample using forward and reverse primers that were designed
with the Golay error-correcting scheme and used to tag PCR products from individual
samples [35]. The sequence of the composite forward primer 515F was: 5′- AATGATACGGC-
GACCACCGAGATCTACACGCTXXXXXXXXXXXXTATGGTAATTGTGTGYCAGCMGCC
GCGGTAA-3′. The italicized sequence represents the 5′ Illumina adapter, the sequence of
12 Xs is the Golay barcode, the bold sequence is the primer pad, the italicized and bold
nucleotide is the primer linker, and the underlined sequence is the conserved bacterial se-
quence. The sequence of the reverse primer 806R was 5′-CAAGCAGAAGACGGCATACGAG
ATAGTCAGCCAGCC GGACTACNVGGGTWTCTAAT-3′. The italicized sequence is the
3′ reverse complement sequence of the Illumina adapter, the bold sequence is the primer
pad, the italicized and bold nucleotides are the primer linker, and the underlined sequence
is the conserved bacterial sequence. PCR mixtures included the Hot Master PCR mix
(Quantabio, Beverly, MA, USA), 0.2 µM of each primer, and 10–100 ng of template. The
reaction conditions were 3 min at 95 ◦C, followed by 30 cycles of 45 s at 95 ◦C, 60 s at
50 ◦C, and 90 s at 72 ◦C on a Bio-Rad thermocycler. The PCR products were purified with
Ampure magnetic purification beads (Agencourt, Brea, CA, USA) and visualized by gel
electrophoresis. The products were then quantified (BIOTEK fluorescence spectrophotome-
ter) using the Quant-iT PicoGreen dsDNA assay. A master DNA pool was generated from
the purified products mixed in equimolar ratios. The pooled products were quantified
using the Quant-iT PicoGreen dsDNA assay and then sequenced using an Illumina MiSeq
sequencer (paired-end reads, 2 × 250 bp) at Cornell University, Ithaca.

Forward and reverse Illumina reads were joined using the fastq-join method, and
sequences were demultiplexed and their quality filtered using the Quantitative Insights
Into Microbial Ecology 2 (QIIME, version 2, USA) software [36]. QIIME default parameters
were used for quality filtering: reads truncated at the first low-quality base were excluded
if (1) there were more than three consecutive low-quality base calls; (2) less than 75% of
the read length was made of consecutive high-quality base calls; (3) at least one uncalled
base was present; (4) more than 1.5 errors were present in the barcode; (5) any Phred
quality was below 20; or (6) the length was less than 75 bases. Sequences were assigned to
operational taxonomic units (OTUs) using the UCLUST algorithm [37] with a 97% threshold
for pairwise identity (with the creation of new clusters with sequences that did not match
the reference sequences) and classified taxonomically using the Greengenes reference
database 13_8 [38]. A single representative sequence for each OTU was aligned, and a
phylogenetic tree was built using FastTree [39]. The phylogenetic tree was used to compute
the unweighted UniFrac distances between samples [40,41], and the rarefaction method to
compare OTU abundances across samples. Principal coordinates analysis (PCoA) plots
were used to assess the variation among groups (β diversity).

2.13. Statistical Analysis

All statistical analyses were performed with the Statistica software (version 12). Data
were presented as the mean ± standard deviation (SD). Normal data distribution was
tested using the Kolmogorov–Smirnov test and the homogeneity of variance with the
F-test. In the absence of normal distribution or variance homoscedasticity, data were
log-transformed before analysis. Phase 1 (obesity induction): one-way ANOVA with the
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two experimental groups (LFD and HFD) as the main factor was performed using the
Newman–Keuls post-hoc test to determine differences between groups. Phase 2 (training
and/or LO supplementation): one-way ANOVA (with or without repeated measures)
with the four experimental groups (HIIT, HIIT + LO, LO, HFD) was performed using the
Newman–Keuls post-hoc test to determine group effects or time (T), group (G), and T*G
interactions. Moreover, a 2-way ANOVA was used to determine the main effect of exercise
(HIIT), LO supplementation, and their interaction, on the HFD [42]. Spearman correlations
were used to test relationships between variables. Differences were considered significant
when p-values < 0.05.

3. Results
3.1. The HFD Induces a Pre-Obesity State in Wistar Rats

Rats were randomly separated in two groups at arrival: LFD (n = 12; controls) and
HFD (n = 48; 16-week obesity induction) (Figure 1). The cumulative food intake (kcal)
during this period did not significantly differ between groups (data not shown). Weight
was monitored during the 16 weeks of phase 1 and became significantly higher in the HFD
group from week 14 (Figure 2A). At the end of phase 1 (week 16), total FM, but not FFM,
was significantly higher in the HFD than LFD group (75.0± 20.6 and 56.6± 14.0 g; p < 0.05)
(Figure 2B). Although fasting glycemia was not different between groups, blood glucose
values during the OGTT were higher in the HFD than LFD group (Figure 2C). The netAUC
value also was significantly higher in the HFD than LFD group (p < 0.05) (Figure 2D). Thus,
16 weeks of HFD in 8-week-old Wistar rats induced higher total FM gain and decreased
glucose tolerance, leading to a pre-obesity status.
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Figure 2. Body composition changes and glycemic profile of the LFD (n = 12) and HFD (n = 48) groups
at the end of phase 1 (obesity induction with the HFD for 16 weeks). (A) Weight (g) monitoring
during phase 1. (B) Weight, fat mass, and fat-free mass changes (w16–w0) in the LFD and HFD
groups. (C) Glycemia monitoring during the oral glucose tolerance test (mg.dL−1). (D) NetAUC for
glucose (mg.dL−1 min) in the LFD and HFD groups. * p < 0.05. LFD: low-fat diet, HFD: high-fat diet,
AUC: area under the curve, FM: fat mass, FFM: fat free mass.
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After the 16-week induction period, animals in the HFD group were divided in four
homogeneous groups (n = 12) matched for weight and FM (Figure 1). The 12 rats in the HFD
group became the control group to assess the effect of training and/or LO supplementation
during the next 12 weeks.

3.2. LO Supplementation Enhances DHA Conversion in Erythrocytes That Is Potentiated by HIIT

In the LO and HIIT+LO groups, the HFD was supplemented with LO (isocaloric
substitution of sunflower oil with LO) to increase the intake of n-3 PUFAs and decrease that
of n-6 PUFAs without any change in the total amount of ingested lipids. Quantification of
n-3 PUFAs in erythrocyte membranes showed that their percentage (relative to the total
fatty acid amount) was higher in erythrocytes from rats in the LO and HIIT+LO groups
compared with the HFD and HIIT groups (without LO supplementation) (Figure 3A). As
LO is rich in ALA, but does not contain EPA and DHA, our results showed that ALA
was converted to EPA and DHA in membrane phospholipids of mice supplemented with
LO, as indicated by the higher EPA and DHA percentages in these two groups compared
with the HFD and HIIT groups (p < 0.05) (Figure 3A). Moreover, DHA concentration was
higher in the HIIT + LO than LO group (LO: 1.69 ± 0.28% and HIIT + LO: 2.16 ± 0.46%;
p < 0.01) (Figure 3C). Two-way ANOVA showed a significant interaction between HIIT
and LO supplementation (p < 0.05), with 2.7-fold lower n-6/n-3 PUFA ratio values in the
HIIT + LO than LO group (Figure 3D). The level of linoleic acid (LA), n-6 PUFA precursor,
did not differ among groups (p = 0.17). Conversely, arachidonic acid (AA, derived from
LA) content was lower in the LO than in the HFD and HIIT groups (Figure 3B). This change
in PUFA composition had no impact on the cumulative food intake (kcal) during phase 2
(data not shown).
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Figure 3. Fatty acid composition in erythrocytes from the four groups: HFD (n = 12), LO (n = 11),
HIIT (n = 8), and HIIT+LO (n = 9). (A) n-3 PUFAs (% of total fatty acids), and ALA, EPA, and DHA
distribution (%) in erythrocytes. (B) n-6 PUFAs (% of total fatty acids), and LA and AA distribution
(%) in erythrocytes. (C) DHA (%) in erythrocytes. (D) n-6/n-3 PUFAs ratio in erythrocytes. * p < 0.05,
** p < 0.01, *** p < 0.001; PUFAs: polyunsaturated fatty acids, LA: linoleic acid (C18:2 n-6), AA:
arachidonic acid (C22:4 n-6), ALA: α-linolenic acid (C18:3 n-3), EPA: eicosapentaenoic acid (C20:5
n-3), DHA: docosahexaenoic acid (C22:6 n-3).
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Thus, LO supplementation increased EPA and DHA content in erythrocyte mem-
branes. Interestingly, HIIT enhanced LO conversion especially to DHA, and therefore could
potentiate the beneficial effects of LO supplementation.

3.3. HIIT Changes the Body Composition and Adipocyte Cell Size

Only the HIIT program, but not LO supplementation, changed body composition.
At the end of phase 2, body weight gain was much smaller in the HIIT and HIIT + LO
groups than in the HFD and LO groups (p < 0.001) (Figure 4A). This was explained by the
lower FM gain in these two actively exercising groups (Figure 4A). FFM did not increase
in the HIIT and HIIT + LO groups compared with the HFD and LO groups (Figure 4A).
On the other hand, FM gain in the mesenteric adipose tissue was not different among
groups (Figure 4B). LO supplementation alone had no effect on weight, total FM, and
mesenteric FM, but significantly decreased the mesenteric adipocyte size compared with
the HFD group (p < 0.05) (Figure 4D). Training (i.e., HIIT and HIIT + LO groups) also
decreased adipocyte size in the mesenteric and subcutaneous adipose tissues (Figure 4C).
The HIIT + LO combination did not have any additional effect on adipocyte size.
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Figure 4. Body composition and adipocyte profiles in the four rat groups: HFD (n = 12), LO (n = 11),
HIIT (n = 8), and HIIT + LO (n = 9) at the end of phase 2 (training and/or LO supplementation for
12 weeks). (A) Weight, fat mass (FM) and fat-free mass (FFM) changes (week 28–week 16) in the four
groups (B) mesenteric fat mass (FM; g) in the four groups. (C) Subcutaneous and (D) mesenteric
adipocyte area (µm2) in the four groups. ** p < 0.01 and *** p < 0.001.

Metabolically, hepatic triglycerides were significantly decreased only in the HITT
group compared with the LO group (p < 0.05) (data not shown). Fasting glycemia was
significantly decreased in both HIIT groups (p < 0.05), but not in the LO group. Glucose
tolerance was similar among groups at the study end (Figure 5). Thus, the HIIT program
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(regular physical exercise) had a significant effect on FM gain, adipocyte size, and fasting
glycemia, whereas LO supplementation did not have such effects and did not potentiate
HIIT effects.
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3.4. LO Supplementation Limits Systemic Inflammation

As a HFD can alter the barrier function leading to LPS release and endotoxemia,
the effect of LO supplementation, combined or not with HIIT, on tight junction protein
expression was then investigated. At the end of phase 2, the expression of ZO-1 and
occludin was not different in the four groups (Table 2). However, LPS concentration in
plasma, which could reflect intestinal permeability, was not different between groups
(Figure 6). Nevertheless, LPS was negatively correlated with the tight junction protein ZO-
1. Plasma MPO concentration, a marker of systemic inflammation, also was significantly
decreased in the LO and HIIT/HIIT + LO groups compared with the HFD group (p < 0.05).
However, the “HIIT+LO” combination did not further reduce the systemic inflammation.
Together, these data suggest that n-3 PUFAs could limit systemic inflammation in Wistar
rats with HFD-induced pre-obesity.

Table 2. Zonula occludens 1 (ZO-1) and occludin expression (a.u.) by western blotting of colon
protein extracts in the four groups: HFD (n = 12), LO (n = 11), HIIT (n = 8), and HIIT + LO (n = 9).

HFD (n = 12) LO (n = 11) HIIT (n = 8) HIIT + LO (n = 9) p

ZO-1 52.4 ± 41.7 42.3 ± 27.7 34.6 ± 16.9 40.7 ± 27.3 0.684
Occludin 108.3 ± 40.8 105.7 ± 44.9 125.2 ± 45.1 141.7 ± 35.9 0.258

3.5. HIIT Combined with LO Modulates the Intestinal Mucosa-Associated Microbiota

HFD consumption induces profound alterations of the intestinal microbiota composi-
tion. At the end of phase 2, analysis of the colon mucosa microbiota composition by 16S
rRNA sequencing showed that the α-diversity (Shannon diversity index) was comparable
in the four groups of pre-obese rats (Figure 7A). However, the β-diversity, computed by
PCoA on unweighted UniFrac distance matrices, indicated that rat colon samples clustered
in two main groups: HIIT (HIIT and HIIT + LO) and no HIIT (HFD and LO) (Figure 7C).
HIIT had the main effect on the composition of the mucosa-associated microbiota, whereas
LO on its own did not have any effect on microbiota β-diversity. On the other hand, the
HIIT + LO combination induced a significant β-diversity difference when compared with
the HIIT group (p < 0.05).
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Figure 7. Mucosa-associated microbiota composition analyzed by 16S rRNA gene sequencing in colon DNA samples
(Illumina MiSeq system) from the four groups: HFD (n = 12), LO (n = 11), HIIT (n = 7), and HIIT + LO (n = 8) at the end of
phase 2 (training and/or LO supplementation for 12 weeks). (A) Shannon index, (B) operational taxonomic units (OTUs)
with a rarefaction depth of 10,025 sequences, (C) unweighted UniFrac analysis, and (D) phylum distribution (%).

The HIIT and LO combination may differently influence metabolites or specific fea-
tures compared with HIIT and LO on their own. As SCFAs are derived from the micro-
biota, major SCFAs (acetate, butyrate, and propionate) were quantified in fecal samples
to evaluate the microbiota global fermentative-metabolic capacity. Acetate, butyrate, and
propionate concentrations were not different among groups after the 12-week intervention
as well as the total SCFA amount (acetate + butyrate + propionate) (Table 3).
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Table 3. Fecal acetate, butyrate and propionate concentration (µmol.g−1 feces) in the four groups: HFD
(n = 12), LO (n = 11), HIIT (n = 8), and HIIT + LO (n = 9) at the end of phase 2 (training and/or LO
supplementation for 12 weeks). Total short-chain fatty acids (SCFAs) = acetate + butyrate + propionate.

HFD (n = 12) LO (n = 11) HIIT (n = 8) HIIT + LO (n = 9) p

Acetate 24.3 ± 9.0 24.1 ± 9.6 18.3 ± 4.0 25.1 ± 9.0 0.191
Butyrate 4.5 ± 2.9 4.1 ± 1.1 2.4 ± 1.1 4.2 ± 3.0 0.237
Propionate 2.1 ± 1.1 1.6 ± 0.8 0.9 ± 0.5 1.3 ± 0.6 0.051
Total SCFAs 30.8 ± 11.1 29.8 ± 9.9 21.5 ± 4.6 30.1 ± 10.4 0.144

Concerning the specific abundance of microbiota phyla, the Tenericutes phylum was
more abundant in the HIIT groups (p < 0.05), and Proteobacteria showed a similar trend
(p = 0.06). Verrucomicrobia tended to decrease (p = 0.09), especially in the HIIT + LO group
(Figure 7D). No other global phylum variation was found. However, the ANCOM statisti-
cal analysis highlighted significant group differences (Figure 8). The relative abundance
of Clostridiales spp. was lower in the HIIT and HIIT+LO than in the HFD and LO groups
(p < 0.05) (Figure 8A). Conversely, the relative abundance of Prevotella (linked to diets rich in
fibers and physical activity), Anaeroplasma and Cyanobacteria YS2 was significantly higher
in the HIIT and HIIT + LO than in the HFD and LO groups (p < 0.05), and was mainly
related to HIIT (Figure 8B–D). Finally, Oscillospira relative abundance was significantly
higher in the HIIT + LO group than in the other groups (p < 0.05) (Figure 8E). The relative
abundance of specific microbiota components was correlated with body composition (FM
and FFM), but not with inflammation changes (MPO level). Weight, FM, and FFM gains
were positively correlated with Clostridiales spp. relative abundance, and negatively corre-
lated with Anaeroplasma, Cyanobacteria YS2, Prevotella, and Oscillospira relative abundance
(Figure 9).
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Figure 8. Relative abundance (%) of specific bacterial types in the mucosa-associated microbiota of the four groups:
Clostridiales spp (A), Anaeroplasma (B), Cyanobacteria YS2 (C), Prevotella (D), Oscillospira. (E). HFD (n = 12), LO (n = 11),
HIIT (n = 7), and HIIT + LO (n = 8) at the end of phase 2 (training and/or LO supplementation for 12 weeks). * p < 0.05,
** p < 0.01, *** p < 0.001.
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Figure 9. Heat map showing the association between the abundance of the indicated microbiota components, body
composition, plasma myeloperoxidase (MPO), and LPS concentration. ** p < 0.01, *** p < 0.001. ∆FM and ∆FFM, changes in
fat mass and fat-free mass between week 28 and week 16, respectively. Color scale indicates positive (blue) to negative
(red) correlation.

4. Discussion

The aim of this study was to determine whether HIIT, combined or not with LO
supplementation, alters the body composition and metabolic profile in a rat model of
pre-obesity, specifically by modulating the intestinal mucosa-associated microbiota. In our
experimental conditions, we found that HIIT significantly reduced the body FM, and that
the HIIT + LO combination improved ALA to DHA conversion and increased the relative
abundance of Oscillospira bacteria in the colon microbiota.

Obesity is the consequence of an excess of body fat and of biological alterations in the
adipose tissue, leading to health disorders, and potentially reducing life expectancy [2,43].
Its causes are complex and results from the interweaving of several (dietary, genetic,
epigenetic, and environmental) factors implicated in the development and progression of
this chronic disease [44–47]. Dietary changes and physical inactivity play an indisputable
role in the recent emergence of obesity. Therefore, we chose a model of obesity induced
by a Western-style diet, rather than a genetic model, to better mimic the current situation.
The 16-week HFD led to a pre-obesity phenotype in 8-week-old Wistar rats, as previously
shown by Gerbaix et al. [48]. Weight and FM gains were higher in the HFD group than
in the LFD group, and glucose tolerance was altered only in the HFD group. In humans,
excessive lipid intake is one of the factors that favor weight and FM gain [44,47]. In
western countries, although the total amount of lipid consumption has remained quite
constant in the last twenty years, their quality has changed, particularly the n-6/n-3 PUFA
ratio [49]. When n-3 PUFAs are provided in insufficient proportion relative to n-6 PUFAs,
n-6 PUFA derivatives (i.e., prostaglandins) are in excess, stimulate the multiplication
of adipocytes, and have a long-term pro-obesogenic effect [50]. Conversely, n-3 PUFAs
facilitate fat burning, especially in the visceral area [51]. Therefore, in the phase 2 of this
study, we rebalanced the n-6/n-3 PUFA ratio in the HFD, by providing n-3 PUFAs of
plant origin (linseed) and not of animal origin (fish), and assessed the impact of such
change on obesity prevention/treatment. LO supplementation increased the total n-3
PUFA percentage in erythrocytes, which is a reliable long-term biomarker of the diet fatty
acid profile and incorporation in tissues [52]. The incorporation of ALA, EPA, and DHA
was increased in the LO and HIIT + LO groups, but DHA conversion was enhanced when
LO supplementation was associated with exercise. Due to the low ALA conversion to



Nutrients 2021, 13, 788 14 of 19

EPA and DHA, most studies used fish oil to increase EPA and DHA percentage [17–19]
rather than plant-derived oils [20,21]. Moreover, in most studies, supplementation was at
supra-physiological doses to potentiate PUFA effect. In our study, the aim was to restore
a healthy n-6/n-3 PUFA ratio [53,54]. Even at this physiological intake, total n-3 PUFAs
were significantly incorporated in erythrocyte cell membranes, which validated our model.
However, more studies are needed to understand the mechanisms underlying n-3 PUFA
conversion and the impact of physical activity.

A growing body of evidences shows that HIIT is a time-efficient exercise mode for
loosing total and visceral FM in humans and rodents [7,9,55,56]. Kapravelou et al. demon-
strated that a HIIT protocol (4 min at 65–80% of VO2 max followed by 3 min at 50–65% of
VO2 max for 8 weeks) decreases total and abdominal FM in old Zucker rats [56]. In a recent
study performed using the same exercise protocol, our group demonstrated that after
10 weeks of exercise, total and epididymal FM were significantly reduced in obese Zucker
rats that performed a HIIT program, but not a classical moderate intensity continuous
training (MICT) program [11]. With the current model of obesity that better mimic real
environmental conditions, we confirmed that a 12-week HIIT program limits weight and
FM gain and decreases adipocyte size in the mesenteric and subcutaneous adipose tissues.

N-3 PUFA supplementation also may affect lipid metabolism, potentially promoting
body composition changes [24]. Martins et al. showed that oral gavage with fish oil (three
times per week at 2 g per kg body weight) decreases weight and FM gains in mice fed an
obesogenic diet [57]. N-3 PUFA supplementation may modulate fatty acid oxidation and/or
the secretion of several adipokines, such as leptin [24]. Leptin activates hypothalamic-
mediated appetite suppression in response to caloric intake, but its activity is not restricted
to this anorexigenic effect. Fatty acids might regulate the expression of the leptin gene and
of other adipocyte-specific genes by modulating the regulatory activity of the peroxisome
proliferator-activated receptor γ (PPARγ) [58]. A decrease of PPARγ activity stimulates
body weight and FM loss and reduces food consumption [59]. Here, we did not observe
any LO impact on body composition, despite the effective integration of n-3 PUFAs in
erythrocyte cell membranes. The choice of supplementing the diet with a physiologic
dose of n-3 PUFAs may partly explain these results because the 12-week LO intervention
did not show any anorexigenic effect and did not increase plasma leptin levels (data not
shown). LO supplementation did not potentiate HIIT-induced body composition changes.
Thus, we can speculate that our training protocol prevents FM gain more efficiently than
LO supplementation.

MPO, one of the active substances released by polymorph nuclear leucocytes, is
considered a good indicator of systemic inflammation [60]. Interestingly, plasma MPO level
was decreased in the LO supplemented groups (LO and HIIT + LO). N-3 PUFAs may reduce
leucocyte adhesion and infiltration, and, consequently, systemic inflammation. These
results are consistent with previous studies showing that plasma MPO level decreases after
n-3 PUFA supplementation in patients with chronic kidney disease, and this might limit
chronic inflammation [61]. Moreover, an olive oil-based diet with fish oil supplementation
for 2 weeks before colitis induction with dextran sodium sulfate decreased MPO activity
in colon [62]. On the other hand, we found that HIIT had no effect on plasma MPO,
and its association with LO did not enhance LO effect on MPO concentration in the
HIIT + LO group.

As obesity is associated with changes in the microbiota composition and structure, we
then evaluated the impact of HIIT and/or LO supplementation on the microbiota associated
with the intestinal mucosa. In our study, HIIT + LO supplementation modulated β-diversity
of the mucosa-associated microbiota. Our analysis suggests that HIIT had the main effect
on microbiota β-diversity, and that LO influences β-diversity only when associated with
HIIT. On the other hand, α-diversity was comparable in the four groups. This means
that HIIT changed the mucosa-associated microbiota composition without modifying its
richness and evenness. The LO amount and/or the supplementation duration might have
been not sufficient to alter the global composition of the gut microbiota. Moreover, our
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supplementation with ALA makes difficult the comparison with previous studies that
mainly used EPA and DHA supplementation [17–19,63]. Moreover, ground or extruded
linseed studied as a matrix could affect differently the mucosa-associated microbiota
compared with ALA intake through LO.

The analysis of specific features of the mucosa-associated microbiota highlighted sev-
eral differences among the four groups. First, Clostridiales spp. abundance was significantly
decreased only in the HIIT and HIIT + LO groups (but not in the LO group), and this
was correlated with weight and FM gain and hepatic triglycerides. Turnbaugh et al., [64]
found an increase in Firmicutes and Clostridiales spp. in individuals with obesity, and Ghosh
et al. [17] reported that in mice fed an EPA + DHA-enriched HFD, a physiological intake of
EPA and DHA decreases the Clostridiales spp. abundance. Anaeroplasma and Cyanobacteria
YS2 were increased in the HIIT and HIIT + LO groups. There is no information on their
abundance associated with physical activity and n-3 PUFAs. According to Beller et al. [65],
Anaeroplasma could be a new potential anti-inflammatory probiotic for the treatment of
chronic intestinal inflammation. Prevotella also was increased in the HIIT and HIIT + LO
groups compared with the HFD and LO groups, and its abundance was negatively cor-
related with weight and FM gain. Petersen et al. [66] found that Prevotella abundance is
increased in microbiota of competitive cyclists and this was correlated with the reported
exercise time during an average week. In the literature, Prevotella has been associated
with fiber-rich diets and carbohydrates [67,68] and its abundance may be lower in people
following a Mediterranean diet, rich in n-3 PUFAs [69]. It could be interesting to assess the
effect a HIIT program associated with a ground linseed-enriched diet (i.e., rich in fibers) on
Prevotella abundance. Finally, Oscillospira abundance was significantly increased only in
the HIIT + LO group. The interaction between physical activity and LO supplementation
had a greater impact than HIIT or LO alone compared with HFD. Interestingly, Oscillospira
abundance was negatively correlated with weight and FM gain, but not with FFM gain. In
line with our results, different studies showed a negative correlation between Oscillospira
and body mass index [70,71] and a positive correlation with leanness [72]. Moreover,
Maillard et al. found that Oscillospira abundance is increased in microbiota of mice after
spontaneous physical activity [73]. Finally, Petriz et al. [74], supported by Allen et al. [75],
reported a correlation among Oscillospira abundance, lactate levels, and exercise intensity.
Interestingly, Haro et al. [69] showed higher Oscillospira abundance in people with obe-
sity following a Mediterranean diet. Thus, Oscillospira strains could be promising new
generation probiotics in the context of obesity.

5. Conclusions

Obesity is a major public health problem worldwide. Identifying non-drug strategies
to prevent and treat this pathology is essential. Our preclinical study using an animal
model of obesity induced by a Western diet showed that physical activity plays a major
role in limiting weight and FM gain, whereas a diet with a balanced n-6/n-3 PUFA ratio
reduces systemic inflammation. HIIT and LO alone or in combination did not lead to major
changes of the microbiota associated with the intestinal mucosa, but some bacterial types,
particularly Oscillospira, were increased when LO and HIIT were combined. Our study
also showed that HIIT associated with LO supplementation enhanced DHA conversion
helping to achieve the recommended nutritional intakes. Thus, the combination of HIIT and
α-linolenic acid seems favorable and could be proposed in the management of metabolic
diseases, such as obesity.

Author Contributions: Conceptualization, N.B. (Nicolas Barnich) and N.B. (Nathalie Boisseau); data
curation, C.P.; formal analysis, C.P. and B.C.; funding acquisition, N.B. (Nicolas Barnich) and N.B.
(Nathalie Boisseau); investigation, C.P., F.C., B.C., M.D., F.M., I.W., L.C., F.D., M.E., N.B. (Nicolas
Barnich), and N.B. (Nathalie Boisseau); methodology, F.C., L.C., N.B. (Nicolas Barnich), and N.B.
(Nathalie Boisseau); project administration, N.B. (Nicolas Barnich) and N.B. (Nathalie Boisseau);
supervision, N.B. (Nicolas Barnich) and N.B. (Nathalie Boisseau); validation, N.B. (Nicolas Barnich)
and N.B. (Nathalie Boisseau); visualization, C.P.; writing—original draft, C.P.; writing—review and



Nutrients 2021, 13, 788 16 of 19

editing, C.P., F.C., B.C., M.D., F.M., I.W., L.C., F.D., M.E., G.M., G.C., N.B. (Nicolas Barnich), and N.B.
(Nathalie Boisseau). All authors have read and agreed to the published version of the manuscript.

Funding: This study was mainly funded by grants from Valorex. The authors are also supported by
the Ministère de la Recherche et de la Technologie (M2iSH and AME2P Unit), Inserm (UMR 1071),
INRAE (USC-2018), and by the French government IDEX-ISITE initiative 16-IDEX-0001 (CAP 20-25),
I-SITE project (CAP 2025) of the University of Clermont Auvergne. Benoit Chassaing’s laboratory
is supported by a Starting Grant from the European Research Council (ERC) under the European
Union’s Horizon 2020 research and innovation programme (grant agreement No. ERC-2018-StG-
804135), a Chaire d’Excellence from IdEx Université de Paris-ANR-18-IDEX-0001, and an Innovator
Award from the Kenneth Rainin Foundation.

Institutional Review Board Statement: The study was conducted according to the guidelines of
the Declaration of Helsinki, and approved by the Ethics Committee of C2EA-02, Auvergne, France
(APAFIS 16090-2018071208306750 on the 1 October 2018).

Acknowledgments: We thank the Installation Experimental de Nutrition (IEN) for animal care
(INRAE, Theix, France) and the Centre Imagerie Cellulaire Santé (CICS) platform (Clermont Auvergne
Université, Clermont-Ferrand, France). We also thank Jean-Paul Rigaudière (Unité de Nutrition
Humaine, INRAE, Clermont-Ferrand, France) for his expert assistance in fatty acid analyses.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. WHO. Fact Sheet: Obesity and Overweight 2016. Available online: http://www.who.int/mediacentre/factsheets/fs311/en/

(accessed on 23 March 2018).
2. Esser, N.; Legrand-Poels, S.; Piette, J.; Scheen, A.J.; Paquot, N. Inflammation as a Link between Obesity, Metabolic Syndrome and

Type 2 Diabetes. Diabetes Res. Clin. Pract. 2014, 105, 141–150. [CrossRef] [PubMed]
3. Després, J.-P.; Lemieux, I. Abdominal Obesity and Metabolic Syndrome. Nature 2006, 444, 881–887. [CrossRef] [PubMed]
4. Gregor, M.F.; Hotamisligil, G.S. Inflammatory Mechanisms in Obesity. Annu. Rev. Immunol. 2011, 29, 415–445. [CrossRef]
5. Jakicic, J.M.; Rogers, R.J.; Davis, K.K.; Collins, K.A. Role of Physical Activity and Exercise in Treating Patients with Overweight

and Obesity. Clin. Chem. 2018, 64, 99–107. [CrossRef] [PubMed]
6. Hawley, J.A.; Hargreaves, M.; Joyner, M.J.; Zierath, J.R. Integrative Biology of Exercise. Cell 2014, 159, 738–749. [CrossRef]
7. Wewege, M.; van den Berg, R.; Ward, R.E.; Keech, A. The Effects of High-Intensity Interval Training vs. Moderate-Intensity

Continuous Training on Body Composition in Overweight and Obese Adults: A Systematic Review and Meta-Analysis. Obes.
Rev. Off. J. Int. Assoc. Study Obes. 2017, 18, 635–646. [CrossRef] [PubMed]

8. Weston, M.; Taylor, K.L.; Batterham, A.M.; Hopkins, W.G. Effects of Low-Volume High-Intensity Interval Training (HIT) on Fitness
in Adults: A Meta-Analysis of Controlled and Non-Controlled Trials. Sports Med. Auckl. NZ 2014, 44, 1005–1017. [CrossRef]

9. Maillard, F.; Pereira, B.; Boisseau, N. Effect of High-Intensity Interval Training on Total, Abdominal and Visceral Fat Mass: A
Meta-Analysis. Sports Med. Auckl. NZ 2018, 48, 269–288. [CrossRef] [PubMed]

10. Dupuit, M.; Maillard, F.; Pereira, B.; Marcelo, L.M.; Antonio, H.L.; Boisseau, N. Effect of High Intensity Interval Training on Body
Composition in Women before and after Menopause: A Meta-Analysis. Exp. Physiol. 2020. [CrossRef]

11. Maillard, F.; Vazeille, E.; Sauvanet, P.; Sirvent, P.; Combaret, L.; Sourdrille, A.; Chavanelle, V.; Bonnet, R.; Otero, Y.F.; Delcros, G.;
et al. High Intensity Interval Training Promotes Total and Visceral Fat Mass Loss in Obese Zucker Rats without Modulating Gut
Microbiota. PLoS ONE 2019, 14, e0214660. [CrossRef]

12. Wang, N.; Liu, Y.; Ma, Y.; Wen, D. High-Intensity Interval versus Moderate-Intensity Continuous Training: Superior Metabolic
Benefits in Diet-Induced Obesity Mice. Life Sci. 2017, 191, 122–131. [CrossRef]

13. Marcinko, K.; Sikkema, S.R.; Samaan, M.C.; Kemp, B.E.; Fullerton, M.D.; Steinberg, G.R. High Intensity Interval Training Improves
Liver and Adipose Tissue Insulin Sensitivity. Mol. Metab. 2015, 4, 903–915. [CrossRef]

14. Forbes, S.C.; Candow, D.G.; Smith-Ryan, A.E.; Hirsch, K.R.; Roberts, M.D.; VanDusseldorp, T.A.; Stratton, M.T.; Kaviani, M.; Little,
J.P. Supplements and Nutritional Interventions to Augment High-Intensity Interval Training Physiological and Performance
Adaptations—A Narrative Review. Nutrients 2020, 12, 390. [CrossRef] [PubMed]

15. Calder, P.C. Omega-3 Fatty Acids and Inflammatory Processes: From Molecules to Man. Biochem. Soc. Trans. 2017, 45, 1105–1115.
[CrossRef]

16. Albracht-Schulte, K.; Kalupahana, N.S.; Ramalingam, L.; Wang, S.; Rahman, S.M.; Robert-McComb, J.; Moustaid-Moussa, N.
Omega-3 Fatty Acids in Obesity and Metabolic Syndrome: A Mechanistic Update. J. Nutr. Biochem. 2018, 58, 1–16. [CrossRef]

17. Ghosh, S.; Vivar, J.C.; Sarzynski, M.A.; Sung, Y.J.; Timmons, J.A.; Bouchard, C.; Rankinen, T. Integrative Pathway Analysis of
a Genome-Wide Association Study of (V)O(2max) Response to Exercise Training. J. Appl. Physiol. Bethesda Md 1985 2013, 115,
1343–1359. [CrossRef]

18. Caesar, R.; Tremaroli, V.; Kovatcheva-Datchary, P.; Cani, P.D.; Bäckhed, F. Crosstalk between Gut Microbiota and Dietary Lipids
Aggravates WAT Inflammation through TLR Signaling. Cell Metab. 2015, 22, 658–668. [CrossRef]

http://www.who.int/mediacentre/factsheets/fs311/en/
http://doi.org/10.1016/j.diabres.2014.04.006
http://www.ncbi.nlm.nih.gov/pubmed/24798950
http://doi.org/10.1038/nature05488
http://www.ncbi.nlm.nih.gov/pubmed/17167477
http://doi.org/10.1146/annurev-immunol-031210-101322
http://doi.org/10.1373/clinchem.2017.272443
http://www.ncbi.nlm.nih.gov/pubmed/29158251
http://doi.org/10.1016/j.cell.2014.10.029
http://doi.org/10.1111/obr.12532
http://www.ncbi.nlm.nih.gov/pubmed/28401638
http://doi.org/10.1007/s40279-014-0180-z
http://doi.org/10.1007/s40279-017-0807-y
http://www.ncbi.nlm.nih.gov/pubmed/29127602
http://doi.org/10.1113/EP088654
http://doi.org/10.1371/journal.pone.0214660
http://doi.org/10.1016/j.lfs.2017.08.023
http://doi.org/10.1016/j.molmet.2015.09.006
http://doi.org/10.3390/nu12020390
http://www.ncbi.nlm.nih.gov/pubmed/32024038
http://doi.org/10.1042/BST20160474
http://doi.org/10.1016/j.jnutbio.2018.02.012
http://doi.org/10.1152/japplphysiol.01487.2012
http://doi.org/10.1016/j.cmet.2015.07.026


Nutrients 2021, 13, 788 17 of 19

19. Robertson, R.C.; Seira Oriach, C.; Murphy, K.; Moloney, G.M.; Cryan, J.F.; Dinan, T.G.; Ross, R.P.; Stanton, C. Deficiency of
Essential Dietary N-3 PUFA Disrupts the Caecal Microbiome and Metabolome in Mice. Br. J. Nutr. 2017, 118, 959–970. [CrossRef]
[PubMed]

20. Pulkrabek, M.; Rhee, Y.; Gibbs, P.; Hall, C. Flaxseed- and Buckwheat-Supplemented Diets Altered Enterobacteriaceae Diversity
and Prevalence in the Cecum and Feces of Obese Mice. J. Diet. Suppl. 2017, 14, 667–678. [CrossRef] [PubMed]

21. Millman, J.; Okamoto, S.; Kimura, A.; Uema, T.; Higa, M.; Yonamine, M.; Namba, T.; Ogata, E.; Yamazaki, S.; Shimabukuro,
M.; et al. Metabolically and Immunologically Beneficial Impact of Extra Virgin Olive and Flaxseed Oils on Composition of Gut
Microbiota in Mice. Eur. J. Nutr. 2019. [CrossRef] [PubMed]

22. Calder, P.C. Marine Omega-3 Fatty Acids and Inflammatory Processes: Effects, Mechanisms and Clinical Relevance.
Biochim. Biophys. Acta 2015, 1851, 469–484. [CrossRef]

23. Calder, P.C. Omega-3 Polyunsaturated Fatty Acids and Inflammatory Processes: Nutrition or Pharmacology? Br. J. Clin. Pharmacol.
2013, 75, 645–662. [CrossRef] [PubMed]

24. Rodríguez, M.; G Rebollar, P.; Mattioli, S.; Castellini, C. N-3 PUFA Sources (Precursor/Products): A Review of Current Knowledge
on Rabbit. Anim. Open Access J. MDPI 2019, 9, 806. [CrossRef]

25. Everard, A.; Cani, P.D. Diabetes, Obesity and Gut Microbiota. Best Pract. Res. Clin. Gastroenterol. 2013, 27, 73–83. [CrossRef]
26. Cani, P.D.; Delzenne, N.M. The Gut Microbiome as Therapeutic Target. Pharmacol. Ther. 2011, 130, 202–212. [CrossRef] [PubMed]
27. Allen, J.M.; Mailing, L.J.; Niemiro, G.M.; Moore, R.; Cook, M.D.; White, B.A.; Holscher, H.D.; Woods, J.A. Exercise Alters Gut

Microbiota Composition and Function in Lean and Obese Humans. Med. Sci. Sports Exerc. 2018, 50, 747–757. [CrossRef] [PubMed]
28. Lamoureux, E.V.; Grandy, S.A.; Langille, M.G.I. Moderate Exercise Has Limited but Distinguishable Effects on the Mouse

Microbiome. mSystems 2017, 2. [CrossRef]
29. Denou, E.; Marcinko, K.; Surette, M.G.; Steinberg, G.R.; Schertzer, J.D. High-Intensity Exercise Training Increases the Diversity

and Metabolic Capacity of the Mouse Distal Gut Microbiota during Diet-Induced Obesity. Am. J. Physiol.-Endocrinol. Metab. 2016,
310, E982–E993. [CrossRef]

30. Luo, B.; Xiang, D.; Nieman, D.C.; Chen, P. The Effects of Moderate Exercise on Chronic Stress-Induced Intestinal Barrier
Dysfunction and Antimicrobial Defense. Brain. Behav. Immun. 2014, 39, 99–106. [CrossRef]

31. Lam, Y.Y.; Ha, C.W.Y.; Campbell, C.R.; Mitchell, A.J.; Dinudom, A.; Oscarsson, J.; Cook, D.I.; Hunt, N.H.; Caterson, I.D.; Holmes,
A.J.; et al. Increased Gut Permeability and Microbiota Change Associate with Mesenteric Fat Inflammation and Metabolic
Dysfunction in Diet-Induced Obese Mice. PLoS ONE 2012, 7, e34233. [CrossRef] [PubMed]

32. Patterson, E.; O’ Doherty, R.M.; Murphy, E.F.; Wall, R.; O’ Sullivan, O.; Nilaweera, K.; Fitzgerald, G.F.; Cotter, P.D.; Ross, R.P.;
Stanton, C. Impact of Dietary Fatty Acids on Metabolic Activity and Host Intestinal Microbiota Composition in C57BL/6J Mice.
Br. J. Nutr. 2014, 111, 1905–1917. [CrossRef]

33. Folch, J.; Lees, M.; Sloane Stanley, G.H. A Simple Method for the Isolation and Purification of Total Lipides from Animal Tissues.
J. Biol. Chem. 1957, 226, 497–509. [CrossRef]

34. Moilanen, T.; Nikkari, T. The Effect of Storage on the Fatty Acid Composition of Human Serum. Clin. Chim. Acta Int. J. Clin. Chem.
1981, 114, 111–116. [CrossRef]

35. Caporaso, J.G.; Lauber, C.L.; Walters, W.A.; Berg-Lyons, D.; Huntley, J.; Fierer, N.; Owens, S.M.; Betley, J.; Fraser, L.; Bauer, M.;
et al. Ultra-High-Throughput Microbial Community Analysis on the Illumina HiSeq and MiSeq Platforms. ISME J. 2012, 6,
1621–1624. [CrossRef]

36. Caporaso, J.G.; Kuczynski, J.; Stombaugh, J.; Bittinger, K.; Bushman, F.D.; Costello, E.K.; Fierer, N.; Peña, A.G.; Goodrich, J.K.;
Gordon, J.I.; et al. QIIME Allows Analysis of High-Throughput Community Sequencing Data. Nat. Methods 2010, 7, 335–336.
[CrossRef]

37. Edgar, R.C. Search and Clustering Orders of Magnitude Faster than BLAST. Bioinforma. Oxf. Engl. 2010, 26, 2460–2461. [CrossRef]
38. McDonald, D.; Price, M.N.; Goodrich, J.; Nawrocki, E.P.; DeSantis, T.Z.; Probst, A.; Andersen, G.L.; Knight, R.; Hugenholtz, P. An

Improved Greengenes Taxonomy with Explicit Ranks for Ecological and Evolutionary Analyses of Bacteria and Archaea. ISME J.
2012, 6, 610–618. [CrossRef]

39. Price, M.N.; Dehal, P.S.; Arkin, A.P. FastTree: Computing Large Minimum Evolution Trees with Profiles Instead of a Distance
Matrix. Mol. Biol. Evol. 2009, 26, 1641–1650. [CrossRef] [PubMed]

40. Lozupone, C.; Hamady, M.; Knight, R. UniFrac—an Online Tool for Comparing Microbial Community Diversity in a Phylogenetic
Context. BMC Bioinformatics 2006, 7, 371. [CrossRef] [PubMed]

41. Lozupone, C.; Knight, R. UniFrac: A New Phylogenetic Method for Comparing Microbial Communities. Appl. Environ. Microbiol.
2005, 71, 8228–8235. [CrossRef] [PubMed]

42. Rios, J.L.; Bomhof, M.R.; Reimer, R.A.; Hart, D.A.; Collins, K.H.; Herzog, W. Protective Effect of Prebiotic and Exercise Intervention
on Knee Health in a Rat Model of Diet-Induced Obesity. Sci. Rep. 2019, 9, 3893. [CrossRef] [PubMed]

43. Iacobini, C.; Pugliese, G.; Blasetti Fantauzzi, C.; Federici, M.; Menini, S. Metabolically Healthy versus Metabolically Unhealthy
Obesity. Metabolism 2019, 92, 51–60. [CrossRef]

44. San-Cristobal, R.; Navas-Carretero, S.; Martínez-González, M.Á.; Ordovas, J.M.; Martínez, J.A. Contribution of Macronutrients to
Obesity: Implications for Precision Nutrition. Nat. Rev. Endocrinol. 2020, 16, 305–320. [CrossRef]

45. Ling, C.; Rönn, T. Epigenetics in Human Obesity and Type 2 Diabetes. Cell Metab. 2019, 29, 1028–1044. [CrossRef]

http://doi.org/10.1017/S0007114517002999
http://www.ncbi.nlm.nih.gov/pubmed/29173237
http://doi.org/10.1080/19390211.2017.1305477
http://www.ncbi.nlm.nih.gov/pubmed/28406725
http://doi.org/10.1007/s00394-019-02088-0
http://www.ncbi.nlm.nih.gov/pubmed/31506767
http://doi.org/10.1016/j.bbalip.2014.08.010
http://doi.org/10.1111/j.1365-2125.2012.04374.x
http://www.ncbi.nlm.nih.gov/pubmed/22765297
http://doi.org/10.3390/ani9100806
http://doi.org/10.1016/j.bpg.2013.03.007
http://doi.org/10.1016/j.pharmthera.2011.01.012
http://www.ncbi.nlm.nih.gov/pubmed/21295072
http://doi.org/10.1249/MSS.0000000000001495
http://www.ncbi.nlm.nih.gov/pubmed/29166320
http://doi.org/10.1128/mSystems.00006-17
http://doi.org/10.1152/ajpendo.00537.2015
http://doi.org/10.1016/j.bbi.2013.11.013
http://doi.org/10.1371/journal.pone.0034233
http://www.ncbi.nlm.nih.gov/pubmed/22457829
http://doi.org/10.1017/S0007114514000117
http://doi.org/10.1016/S0021-9258(18)64849-5
http://doi.org/10.1016/0009-8981(81)90235-7
http://doi.org/10.1038/ismej.2012.8
http://doi.org/10.1038/nmeth.f.303
http://doi.org/10.1093/bioinformatics/btq461
http://doi.org/10.1038/ismej.2011.139
http://doi.org/10.1093/molbev/msp077
http://www.ncbi.nlm.nih.gov/pubmed/19377059
http://doi.org/10.1186/1471-2105-7-371
http://www.ncbi.nlm.nih.gov/pubmed/16893466
http://doi.org/10.1128/AEM.71.12.8228-8235.2005
http://www.ncbi.nlm.nih.gov/pubmed/16332807
http://doi.org/10.1038/s41598-019-40601-x
http://www.ncbi.nlm.nih.gov/pubmed/30846801
http://doi.org/10.1016/j.metabol.2018.11.009
http://doi.org/10.1038/s41574-020-0346-8
http://doi.org/10.1016/j.cmet.2019.03.009


Nutrients 2021, 13, 788 18 of 19

46. Rohde, K.; Keller, M.; la Cour Poulsen, L.; Blüher, M.; Kovacs, P.; Böttcher, Y. Genetics and Epigenetics in Obesity. Metabolism
2019, 92, 37–50. [CrossRef]

47. Nicolaidis, S. Environment and Obesity. Metabolism 2019, 100S, 153942. [CrossRef]
48. Gerbaix, M.; Metz, L.; Mac-Way, F.; Lavet, C.; Guillet, C.; Walrand, S.; Masgrau, A.; Vico, L.; Courteix, D. A Well-Balanced Diet

Combined or Not with Exercise Induces Fat Mass Loss without Any Decrease of Bone Mass despite Bone Micro-Architecture
Alterations in Obese Rat. Bone 2018, 53, 53. [CrossRef] [PubMed]

49. Naughton, S.S.; Mathai, M.L.; Hryciw, D.H.; McAinch, A.J. Linoleic Acid and the Pathogenesis of Obesity. Prostaglandins Other
Lipid Mediat. 2016, 125, 90–99. [CrossRef] [PubMed]

50. Massiera, F.; Barbry, P.; Guesnet, P.; Joly, A.; Luquet, S.; Moreilhon-Brest, C.; Mohsen-Kanson, T.; Amri, E.-Z.; Ailhaud, G. A
Western-like Fat Diet Is Sufficient to Induce a Gradual Enhancement in Fat Mass over Generations. J. Lipid Res. 2010, 51, 2352–2361.
[CrossRef]

51. Pinel, A.; Pitois, E.; Rigaudiere, J.-P.; Jouve, C.; De Saint-Vincent, S.; Laillet, B.; Montaurier, C.; Huertas, A.; Morio, B.; Capel, F.
EPA Prevents Fat Mass Expansion and Metabolic Disturbances in Mice Fed with a Western Diet. J. Lipid Res. 2016, 57, 1382–1397.
[CrossRef]

52. Sullivan, B.L.; Williams, P.G.; Meyer, B.J. Biomarker Validation of a Long-Chain Omega-3 Polyunsaturated Fatty Acid Food
Frequency Questionnaire. Lipids 2006, 41, 845–850. [CrossRef] [PubMed]

53. Agence Nationale de Sécurité Sanitaire de l’alimentation, de l’environnement et du Travail (ANSES) Actualisation Des Apports
Nutritionnels Conseillés Pour Les Acides Gras [French] 2011. Available online: https://www.anses.fr/fr/system/files/DPR201
1sa0280.pdf (accessed on 26 February 2021).

54. Simopoulos, A.P. The Importance of the Ratio of Omega-6/Omega-3 Essential Fatty Acids. Biomed. Pharmacother. Biomed.
Pharmacother. 2002, 56, 365–379. [CrossRef]

55. Karstoft, K.; Wallis, G.A.; Pedersen, B.K.; Solomon, T.P.J. The Effects of Interval- vs. Continuous Exercise on Excess Post-Exercise
Oxygen Consumption and Substrate Oxidation Rates in Subjects with Type 2 Diabetes. Metabolism 2016, 65, 1316–1325. [CrossRef]

56. Kapravelou, G.; Martínez, R.; Andrade, A.M.; Nebot, E.; Camiletti-Moirón, D.; Aparicio, V.A.; Lopez-Jurado, M.; Aranda, P.;
Arrebola, F.; Fernandez-Segura, E.; et al. Aerobic Interval Exercise Improves Parameters of Nonalcoholic Fatty Liver Disease
(NAFLD) and Other Alterations of Metabolic Syndrome in Obese Zucker Rats. Appl. Physiol. Nutr. Metab. Physiol. Appl. Nutr.
Metab. 2015, 40, 1242–1252. [CrossRef]

57. Martins, A.R.; Crisma, A.R.; Masi, L.N.; Amaral, C.L.; Marzuca-Nassr, G.N.; Bomfim, L.H.M.; Teodoro, B.G.; Queiroz, A.L.;
Serdan, T.D.A.; Torres, R.P.; et al. Attenuation of Obesity and Insulin Resistance by Fish Oil Supplementation Is Associated with
Improved Skeletal Muscle Mitochondrial Function in Mice Fed a High-Fat Diet. J. Nutr. Biochem. 2018, 55, 76–88. [CrossRef]

58. Kallen, C.B.; Lazar, M.A. Antidiabetic Thiazolidinediones Inhibit Leptin (Ob) Gene Expression in 3T3-L1 Adipocytes. Proc. Natl.
Acad. Sci. USA 1996, 93, 5793–5796. [CrossRef]

59. Harrington, W.W.; S Britt, C.; G Wilson, J.; O Milliken, N.; G Binz, J.; C Lobe, D.; R Oliver, W.; C Lewis, M.; M Ignar, D. The
Effect of PPARalpha, PPARdelta, PPARgamma, and PPARpan Agonists on Body Weight, Body Mass, and Serum Lipid Profiles in
Diet-Induced Obese AKR/J Mice. PPAR Res. 2007, 2007, 97125. [CrossRef]

60. Nicholls, S.J.; Hazen, S.L. Myeloperoxidase and Cardiovascular Disease. Arterioscler. Thromb. Vasc. Biol. 2005, 25, 1102–1111.
[CrossRef]

61. Barden, A.E.; Shinde, S.; Burke, V.; Puddey, I.B.; Beilin, L.J.; Irish, A.B.; Watts, G.F.; Mori, T.A. The Effect of N-3 Fatty Acids and
Coenzyme Q10 Supplementation on Neutrophil Leukotrienes, Mediators of Inflammation Resolution and Myeloperoxidase in
Chronic Kidney Disease. Prostaglandins Other Lipid Mediat. 2018, 136, 1–8. [CrossRef]

62. Camuesco, D.; Gálvez, J.; Nieto, A.; Comalada, M.; Rodríguez-Cabezas, M.E.; Concha, A.; Xaus, J.; Zarzuelo, A. Dietary Olive Oil
Supplemented with Fish Oil, Rich in EPA and DHA (n-3) Polyunsaturated Fatty Acids, Attenuates Colonic Inflammation in Rats
with DSS-Induced Colitis. J. Nutr. 2005, 135, 687–694. [CrossRef] [PubMed]

63. Costantini, L.; Molinari, R.; Farinon, B.; Merendino, N. Impact of Omega-3 Fatty Acids on the Gut Microbiota. Int. J. Mol. Sci.
2017, 18, 2645. [CrossRef] [PubMed]

64. Turnbaugh, P.J.; Bäckhed, F.; Fulton, L.; Gordon, J.I. Diet-Induced Obesity Is Linked to Marked but Reversible Alterations in the
Mouse Distal Gut Microbiome. Cell Host Microbe 2008, 3, 213–223. [CrossRef]

65. Beller, A.; Kruglov, A.; Durek, P.; von Goetze, V.; Hoffmann, U.; Maier, R.; Heiking, K.; Siegmund, B.; Heinz, G.A.; Mashreghi,
M.-F.; et al. P104 Anaeroplasma, a Potential Anti-Inflammatory Probiotic for the Treatment of Chronic Intestinal Inflammation.
Ann. Rheum. Dis. 2019, 78, A45–A46. [CrossRef]

66. Petersen, L.M.; Bautista, E.J.; Nguyen, H.; Hanson, B.M.; Chen, L.; Lek, S.H.; Sodergren, E.; Weinstock, G.M. Community
Characteristics of the Gut Microbiomes of Competitive Cyclists. Microbiome 2017, 5, 98. [CrossRef]

67. Sandberg, J.; Kovatcheva-Datchary, P.; Björck, I.; Bäckhed, F.; Nilsson, A. Abundance of Gut Prevotella at Baseline and Metabolic
Response to Barley Prebiotics. Eur. J. Nutr. 2019, 58, 2365–2376. [CrossRef]

68. Vandeputte, D.; Kathagen, G.; D’hoe, K.; Vieira-Silva, S.; Valles-Colomer, M.; Sabino, J.; Wang, J.; Tito, R.Y.; De Commer, L.;
Darzi, Y.; et al. Quantitative Microbiome Profiling Links Gut Community Variation to Microbial Load. Nature 2017, 551, 507–511.
[CrossRef] [PubMed]

http://doi.org/10.1016/j.metabol.2018.10.007
http://doi.org/10.1016/j.metabol.2019.07.006
http://doi.org/10.1016/j.bone.2013.01.006
http://www.ncbi.nlm.nih.gov/pubmed/23318975
http://doi.org/10.1016/j.prostaglandins.2016.06.003
http://www.ncbi.nlm.nih.gov/pubmed/27350414
http://doi.org/10.1194/jlr.M006866
http://doi.org/10.1194/jlr.M065458
http://doi.org/10.1007/s11745-006-5039-0
http://www.ncbi.nlm.nih.gov/pubmed/17152921
https://www.anses.fr/fr/system/files/DPR2011sa0280.pdf
https://www.anses.fr/fr/system/files/DPR2011sa0280.pdf
http://doi.org/10.1016/S0753-3322(02)00253-6
http://doi.org/10.1016/j.metabol.2016.05.017
http://doi.org/10.1139/apnm-2015-0141
http://doi.org/10.1016/j.jnutbio.2017.11.012
http://doi.org/10.1073/pnas.93.12.5793
http://doi.org/10.1155/2007/97125
http://doi.org/10.1161/01.ATV.0000163262.83456.6d
http://doi.org/10.1016/j.prostaglandins.2018.03.002
http://doi.org/10.1093/jn/135.4.687
http://www.ncbi.nlm.nih.gov/pubmed/15795419
http://doi.org/10.3390/ijms18122645
http://www.ncbi.nlm.nih.gov/pubmed/29215589
http://doi.org/10.1016/j.chom.2008.02.015
http://doi.org/10.1136/annrheumdis-2018-EWRR2019.92
http://doi.org/10.1186/s40168-017-0320-4
http://doi.org/10.1007/s00394-018-1788-9
http://doi.org/10.1038/nature24460
http://www.ncbi.nlm.nih.gov/pubmed/29143816


Nutrients 2021, 13, 788 19 of 19

69. Haro, C.; Montes-Borrego, M.; Rangel-Zúñiga, O.A.; Alcalá-Díaz, J.F.; Gómez-Delgado, F.; Pérez-Martínez, P.; Delgado-Lista, J.;
Quintana-Navarro, G.M.; Tinahones, F.J.; Landa, B.B.; et al. Two Healthy Diets Modulate Gut Microbial Community Improving
Insulin Sensitivity in a Human Obese Population. J. Clin. Endocrinol. Metab. 2016, 101, 233–242. [CrossRef]

70. Tims, S.; Derom, C.; Jonkers, D.M.; Vlietinck, R.; Saris, W.H.; Kleerebezem, M.; de Vos, W.M.; Zoetendal, E.G. Microbiota
Conservation and BMI Signatures in Adult Monozygotic Twins. ISME J. 2013, 7, 707–717. [CrossRef] [PubMed]

71. Garcia-Mantrana, I.; Selma-Royo, M.; Alcantara, C.; Collado, M.C. Shifts on Gut Microbiota Associated to Mediterranean Diet
Adherence and Specific Dietary Intakes on General Adult Population. Front. Microbiol. 2018, 9, 890. [CrossRef]

72. Escobar, J.S.; Klotz, B.; Valdes, B.E.; Agudelo, G.M. The Gut Microbiota of Colombians Differs from That of Americans, Europeans
and Asians. BMC Microbiol. 2014, 14, 311. [CrossRef] [PubMed]

73. Maillard, F.; Vazeille, E.; Sauvanet, P.; Sirvent, P.; Bonnet, R.; Combaret, L.; Chausse, P.; Chevarin, C.; Otero, Y.F.; Delcros, G.; et al.
Preventive Effect of Spontaneous Physical Activity on the Gut-Adipose Tissue in a Mouse Model That Mimics Crohn’s Disease
Susceptibility. Cells 2019, 8, 33. [CrossRef]

74. Petriz, B.A.; Castro, A.P.; Almeida, J.A.; Gomes, C.P.; Fernandes, G.R.; Kruger, R.H.; Pereira, R.W.; Franco, O.L. Exercise Induction
of Gut Microbiota Modifications in Obese, Non-Obese and Hypertensive Rats. BMC Genom. 2014, 15, 511. [CrossRef]

75. Allen, J.M.; Berg Miller, M.E.; Pence, B.D.; Whitlock, K.; Nehra, V.; Gaskins, H.R.; White, B.A.; Fryer, J.D.; Woods, J.A. Voluntary
and Forced Exercise Differentially Alters the Gut Microbiome in C57BL/6J Mice. J. Appl. Physiol. Bethesda Md 1985 2015, 118,
1059–1066. [CrossRef] [PubMed]

http://doi.org/10.1210/jc.2015-3351
http://doi.org/10.1038/ismej.2012.146
http://www.ncbi.nlm.nih.gov/pubmed/23190729
http://doi.org/10.3389/fmicb.2018.00890
http://doi.org/10.1186/s12866-014-0311-6
http://www.ncbi.nlm.nih.gov/pubmed/25495462
http://doi.org/10.3390/cells8010033
http://doi.org/10.1186/1471-2164-15-511
http://doi.org/10.1152/japplphysiol.01077.2014
http://www.ncbi.nlm.nih.gov/pubmed/25678701

	Introduction 
	Materials and Methods 
	Animals 
	Experimental Design 
	Diet Composition 
	Training Design 
	Body Composition 
	Oral Glucose Test Tolerance 
	Plasma and Erythrocytes 
	Fatty Acid Profiling in Erythrocytes and Diets 
	Measurement of Plasma Myeloperoxidase and Lipopolysaccharide Levels 
	Protein Extraction and Western Blotting 
	Fecal Short-Chain Fatty Acid Quantification 
	Microbiota Composition Analyses 
	Statistical Analysis 

	Results 
	The HFD Induces a Pre-Obesity State in Wistar Rats 
	LO Supplementation Enhances DHA Conversion in Erythrocytes That Is Potentiated by HIIT 
	HIIT Changes the Body Composition and Adipocyte Cell Size 
	LO Supplementation Limits Systemic Inflammation 
	HIIT Combined with LO Modulates the Intestinal Mucosa-Associated Microbiota 

	Discussion 
	Conclusions 
	References

