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Abstract: Hepatitis B (HB) vaccination is the most effective method for preventing HB virus
(HBV) infection. Universal HB vaccination containing recombinant HB surface antigens (HBsAg)
is recommended. Our data revealed that human monoclonal HB surface antibody (anti-HBs)
from individuals inoculated with genotype C-based HB vaccine induced cross-protection against
HBV genotype A infection. An in vitro infection model demonstrated anti-HBs-positive sera from
individuals inoculated with genotype A- or C-based HB vaccine harbored polyclonal anti-HBs that
could bind to non-vaccinated genotype HBV. However, because there were low titers of anti-HBs
specific for HBsAg of non-vaccinated genotype, high anti-HBs titers would be required to prevent
non-vaccinated genotype HBV infection. Clinically, the 2015 Centers for Disease Control and
Prevention guidelines state that periodic monitoring of anti-HBs levels after routine HB vaccination is
not needed and that booster doses of HB vaccine are not recommended. However, the American Red
Cross suggests that HB-vaccine-induced immune memory might be limited; although HB vaccination
can prevent clinical liver injury (hepatitis), subclinical HBV infections of non-vaccinated genotypes
resulting in detectable HB core antibody could not be completely prevented. Therefore, monitoring
anti-HBs levels after routine vaccination might be necessary for certain subjects in high-risk groups.
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1. Introduction

It is well known that the hepatitis B virus (HBV) is one of the most common blood-borne viral
infections worldwide. Chronic hepatitis B (CHB) caused by HBV infection affects approximately
260 million persons worldwide [1]. Although current antiviral treatments using nucleos(t)ide analogs or
pegylated interferons are effective for CHB, HBV cannot easily be eliminated from the liver, because its
relaxed circular DNA is persistently converted to covalently closed circular DNA (cccDNA) in the
cell nucleus [2]. Most CHB patients have favorable clinical outcomes, but approximately 15–40%
of patients develop cirrhosis and/or hepatocellular carcinoma (HCC) [3]. Therefore, the control of
HBV infection is extremely important. Approaches to prevent HBV infection include disturbing the
route of transmission and treating chronically-infected patients as well as susceptible individuals with
immunoprophylactic treatments [4].

In 1982, two HB vaccines were licensed from France and the United States [5]. Initially, the HB
vaccine prevented HBV infection efficiently [5,6] and by the end of 2015, 185 countries had included
hepatitis B vaccination in their national Expanded Program on Immunization [7]. Current HB vaccines
are highly effective with a protective rate of 94–98% against chronic HBV infection for at least 20 years [8].
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HBV strains are classified into 10 genotypes based on genetic diversity [9] and the prevalence
of these genotypes varies geographically [10]. The first four genotypes of HBV (A, B, C, and D)
were proposed and divergence above 8% of the complete genome was designated as a criterion for
genotype identification [10,11]. Almost simultaneously, genotyping based on phylogenetic clustering
was recommended [12]. By sequencing the HBsAg coding region, four new strains were designated as
novel genotypes E and F. This added a new criterion for genotyping: 4% of nucleotide divergence in the
HBsAg coding sequence [13]. Genotype F was defined by the analysis of the full genome sequence [14].
Subsequently, genotypes G [15], H [16], I [17], and J [18] were defined. Hepatitis B surface antigen
(HBsAg) is the fundamental molecule for HBV entry into hepatocytes [19] and HBV vaccination
establishes host immunity by activating B lymphocytes that produce neutralizing HBsAg-specific
antibodies (anti-HBs). The highly immunogenic region of HBsAg, known as the “a” determinant,
contains two peptide loops in which several amino acids vary among the HBV genotypes [20].

In this review, we provide information regarding the cross-protection of hepatitis B vaccination
among different genotypes. In addition, we discuss the features of each HBV genotype, prevention
against non-vaccinated genotype HBV infection, and the requirement of booster HB vaccination.

2. HBV Serotypes and Genotypes

2.1. Geographical Characteristics of HBV Genotype Distribution

Based on some of the antigenic determinants of HBsAg, there are nine serological types referred
to as subtypes adw2, adw4, adrq+, adrq-, ayw1, ayw2, ayw3, ayw4, and ayr. [21,22].

Ten HBV genotypes (A–J) have been recognized. They characterize a particular geographical
distribution [9,21,23]. The features and geographical distributions are shown in Table 1. Genotype A
is often found in India, Africa, North America, and northwestern Europe [24]. There are many
patients infected with HBV genotypes B and C in Asia. In Eastern Europe and the Mediterranean,
HBV genotype D is important [10]. Genotype E is predominant in central and western Africa [25].
Genotype F is major in South America and Mexico [26]. Genotype G is often found in the United States,
France, Germany, and Central America. Genotype H dominates in Central America [27]. Genotype I is
found in Vietnam. Genotype J, which is a possible recombination with genotype C, was reported from
Japan [18].

2.2. Clinical Features Related to Differences in Genotype

The prevalence of HBV genotype A is significantly higher in the men who have sex with men
(MSM) population compared with the rest of the population [28]. HBV subgenotype A2 and genotype C
are likely to prevail in populations at high risk of infection via sexual transmission [29,30]. In addition,
HBV genotype A advances into a persistent infection more often than genotype C [31,32]. Infection with
HBV/Ba, where recombination with genotype C occurs in the basal core promoter (BCP) region [33],
has been found in many Asian countries, such as Taiwan, and is associated with a higher risk of
developing HCC in HBV carriers [34].

Genotypes C and F are associated with disease severity and response to treatment [35–37].
Compared to subgenotypes B2 and C2, subgenotype C1 shows better antiviral response to nucleos(t)ide
analogs in patients positive for hepatitis B envelope antigen (HBeAg) [38]. Patients infected with
genotypes C and F have a higher prevalence of HCC than those infected with genotypes B and D [39].
Subgenotypes in HBV genotype C may be associated with the increase of HCC occurrence in patients
with HBeAg-positivity [40]. Patients infected with HBV genotype C progress rapidly to cirrhosis and
HCC than patients infected with genotype B in Asia [41–44]. Moreover, more patients infected with HBV
genotype D developed to cirrhosis and HCC than patients infected with HBV genotype A [24,45–47].
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Table 1. The features and geographical distribution of each genotype HBV.

Genotype Serotypes [48] Geographical Distribution
(Subgenotype) Major Clinical Specificity Major Biological Finding References

A
adw Asia, Africa (A1) Sexual transmission (MSM), Chronic

infection
BCP double mutation 1762T/1764A, 1888A,

1802–1803CG, 1858C [28,31,32,49,50]

adw Northwest Europe, North
America (A2) Sexual transmission (MSM) BCP double mutation 1762T/1764A,

1802–1803CG [29,30,50]

B
adw, ayw Tohoku, Hokkaido,

Okinawa in Japan (Bj)
High rate of spontaneous HBeAg

seroconversion Precore stop codon mutations [49–51]

adw, ayw Asia (Ba) Higher risk of developing HCC Recombination with genotype C,
1802–1803TT, 1858T [33,49,50]

C ayw, ayr, adr Asia, Japan Mother-to-infant transmission, Rapid
progression to cirrhosis and HCC

1802–1803TT, 1858C (genotype C1), 1858T
(genotype C2) [29,30,39,41–44,50]

D ayw Western Europe,
Mediterranean

Histological inflammation, Early
HBeAg seroconversion

BCP double mutation 1762T/1764A,
1802–1803CG, 1858T, T1764G1766 core

promoter double mutants
[36,50,52]

E ayw West Africa High viral loads, high frequency of
HBeAg-positivity 1802–1803CG, 1858T [25,50]

F adw Alaska, Mexico, South
America HCC occurrence 1802–1803TT, 1858C [39]

G adw France, Germany, USA Chronic infection, MSM
A 36-nucleotide insert, 3′ of position 1905,
two translational stop codons at positions

2 and 28 of the precore/core region
[50]

H adw Central America HCV coinfection and obesity are
common cofactors. 1858C [26,27,50]

I adw Vietnam (Few clinical features) A recombinant of genotypes A/C/G [17]

J Japan Isolated from a single Japanese man
with HCC

A recombinant of genotype C and gibbon
HBV in the S region [18]

Abbreviations: HBV, hepatitis B virus; MSM, men who have sex with men; BCP, basal core promoter; HBeAg, hepatitis B envelope antigen; HCC, hepatocellular carcinoma; USA, United
States of America.
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2.3. Major Biological Features Related to Differences in Genotype

Independent from the HBeAg status, 1762T/1764A was significantly more frequent in genotypes
A and C compared with D and B [24,49]. The BCP 1762T/1764A mutations are not selected in the
subgenotype Bj/B1 and B6 strains because of the 1896A and precore stop codon mutations [51]. The BCP
double mutation 1762T/1764A occurs in approximately 25% of cases [53] without differences between
subgenotypes A1, A2, and genotype D. The mutation G1896A, which leads to a stop codon that
truncates HBeAg during translation, does not develop in the genotypes/subgenotypes in which 1858C
occurs frequently [54,55] and with which 1858C is positively associated, namely, A, C2, F2, and H [50].
G1896A is frequent in genotypes/subgenotypes with 1858T, C1, D, E, and F [50,56]. More than 40% of
genotype D cases had G1896A [57]. Overall, the frequency of G1896A is 100% in genotype G, 50%
in genotype B, 40% in genotype D, and 23% in genotype C [56]. Thus, the estimated annual rate of
HBeAg to anti-HBeAg seroconversion can differ between genotypes [58,59].

1762T/1764A and 1896A were more frequent in genotype D isolates from HBeAg-negative
individuals compared with HBeAg-positive individuals [24]. Even though the precore region of
genotypes D and E cannot be differentiated and both have 1858T, they do not develop G1896A at the
same frequency. The high frequency of HBeAg-negativity in genotype D is a result of G1896A [60,61],
which has statistically positive and negative correlations with genotypes D and E, respectively [50].
This was confirmed by a comparison of the frequencies of G1896A [53], where G1896A occurred in
47.2% of genotype D sequences compared with 34.2% of genotype E sequences (p < 0.0001). T1764G1766
core promoter double mutants are restricted to hepatitis B virus strains with A1757 and are common in
genotype D [52].

Genotype G is unique in that all sequences have a premature stop codon at position 2 of the
precore precursor protein and therefore HBeAg is not expressed [15]. Genotype I is a recombinant of
genotypes A/C/G, which clusters close to genotype C when the complete genome is analyzed and with
genotype A when the polymerase is analyzed [62].

3. Transmission and Protection

3.1. Transmission

HBV infection occurs through various forms of human contact. In addition to vertical transmission
from mother to newborn, close domestic contact, needle sharing, sexual contact, and occupational
(healthcare) exposure are included as horizontal transmission [63]. HBV is transmitted generally via
the permucosal or percutaneous contact to body fluids containing HBV. The major risk factor related
to HBV sexual transmission is unprotected sex with a partner infected with HBV (heterosexual or
homosexual). In this situation, 26.1% of sexual partners showed evidence of past and/or current HBV
infection [64]. When a non-HBV immune individual is exposed to blood from a patient positive for
HBeAg or someone who has HBV DNA >106 IU/mL, the risk of HBV transmission is estimated at
19–30% [65]. The blood (serum) is the most serious source of HBV infection [66]. HBV transmission
can be occurred by the unintentional inoculation of small volumes of blood or other body fluids during
medical techniques [39]. Now, blood transfusion and organ transplantation are extremely uncommon
ways for HBV transmission.

HBV is efficiently infected by sexual transmission [63]. The main risk factors are unprotected
sex with a partner infected with HBV, including unvaccinated MSM, heterosexual individuals with
multiple sexual partners, and sex workers [39].

However, as shown by the 40% transmission rate to nonimmune partners of patients with
acute hepatitis B or chronic HBV infection, heterosexual transmission is still important [67,68].
The seroprevalence rates of HBV-related biomarkers are positively associated with the number of
current and lifetime heterosexual partners [69,70].
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3.2. Protection

For the prevention of HBV infection, both HB vaccines and hepatitis B immunoglobulin (HBIG)
have been approved [71,72]. HBIG which is prepared from human plasma containing a high
concentration of anti-HBs (e.g., 20,000 IU per dose [73]) makes available short-period (3–6 months)
protection from HBV infection. Generally, HBIG is used for post-exposure prophylaxis along with
HB vaccination for individuals who have never been vaccinated or who have not responded to HB
immunization. The suggested dosage of HBIG is 0.06 mL/kg [74].

The features and effects of HB vaccination are shown below. For pre-exposure prophylaxis,
HB vaccination is suggested for all unvaccinated children and teenagers, all unvaccinated adults at
high risk of HBV infection (particularly MSM, adults with various sexual partners, and drug users),
and all adults who desire protection from HBV infection [72]. In 1992, the World Health Organization
(WHO) recommended that all countries should introduce universal HB vaccination into their routine
immunization programs [75]. Vaccination has demonstrated highly successful in reducing the disease
burden, the development of carrier states, and hepatitis B-related morbidity and mortality [76].

Unimmune individuals or those known not to have received a full HB vaccine series should receive
both HBIG and HB vaccines as soon as we can (preferably ≤24 h) after exposure to blood or body fluids
which contain HBsAg [77]. HB vaccine should be administered at the same time as HBIG but at an
isolated injection site. The HB vaccine series should be completed, using the age-appropriate vaccine
dosage and program [77]. Serologic testing of anti-HBs, HBsAg, and alanine transaminase (ALT) levels
should be tested immediately after exposure and rechecked within 3–6 months. Both passive-active
postexposure prophylaxis (simultaneous administration of HBIG and HB vaccine at separate sites)
and active postexposure prophylaxis (administration of HB vaccination alone) are highly effective
at preventing HBV infection [71]. Individuals with certification that they received a complete HB
vaccine series and who have never experienced post-vaccination serologic testing should receive a
single vaccine booster dose. These individuals should be treated in relation to the guidelines for the
management of individuals with occupational exposure to blood or body fluids that contain HBV [78].

4. The Features and Effects of HB Vaccination

4.1. The Features of HB Vaccines

HB vaccines contain HBsAg that are produced by a recombinant yeast strain [79]. Epidemiologic
studies have not found any evidence of an association between HB vaccination and sudden infant
death syndrome or other causes of death during the first year of life [80,81]. Therefore, HB vaccination
can be considered safe.

HB vaccination is available for younger children, adolescents, and healthy adults [77] and is the
most effective way of preventing HBV infection [5]. The introduction of universal HB vaccination for
newborns was reported to be a very reasonable and cost-effective strategy [82,83]. The WHO has now
included HB vaccination in the Expanded Program on Immunization [84] and recommends that all
infants receive a HB vaccine as soon as possible after birth, preferably within 24 h. In 2017, more than
180 WHO member states immunized infants against HBV as part of their routine vaccination schedule,
and 84% of children received HB vaccines [1]. Because available data show that current HBV-A2
vaccines are highly effective at preventing infections and clinical disease caused by all known HBV
genotypes, recombinant HB vaccines containing HBsAg generated from HBV genotype A2 have been
used worldwide [85]. However, the remaining problem is vaccination lag. Africa is the least-vaccinated
area against hepatitis B. Only one in ten infants in Africa are vaccinated at birth, suggesting that new
vertical infection is still present in African countries [86].

4.2. The Effects of HB Vaccination

According to the data in China, compared with the eastern (6.6%) and central (5.2%) regions,
the prevalence of HBV infection was the highest in western China (8.9%), which is considered a
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high prevalence area [87]. This conclusion is consistent with an epidemiological survey in 2007 [88].
Based on a report released in 2012, the immunization coverage of suitable birth dose varied widely
from 94% in Beijing to only 25% in Tibet, and the three doses of HB vaccine varied from 100% in Beijing
to only 79% in Tibet [87]. These results show that plans including a timely birth dose of HB vaccine
and immunization coverage of three doses of HB vaccine should be strictly followed.

It is widely recognized that an anti-HB surface antibody (HBs) level ≥10 mIU/mL is protective
against HBV infection [63]. HB vaccine-induced immune memory can be kept last for more than
20 years [89–91]. In youths and healthy adults (aged younger than 40 years), about 30–55% of recipients
achieve protective antibody responses (i.e., anti-HBs ≥10 mIU/mL) after the first vaccination, 75% after
the second vaccination, and over 90% after the third vaccination. Consequently, HB vaccination induces
protective antibody responses (anti-HBs ≥10 mIU/mL) in most recipients.

Approximately 5–10% of healthy individuals, a series of HB vaccination fails to produce protective
anti-HBs levels (>10 mIU/mL) [92]. Increasing age, smoking status, male gender, and obesity are the
risk factors for poor or no response to HB vaccines [92]. Specific human leukocyte antigen (HLA) types
have been reported to be associated with anti-HBs response to HB vaccination [93]. The HLAs are
coded by the major histocompatibility complex (MHC) group of genes located on chromosome six in
the human genome. In efforts to overcome the low and non-responsiveness to HB vaccination, several
approaches have been proposed. An additional dose, an additional three-dose series, an increased
vaccine dose, changing the route of administration, new adjuvants, and granulocyte-macrophage
colony-stimulating factor (GM-CSF) have all been proposed to be prominent factors for improving
the seroprotection rate [94]. Komatsu described that the most common strategy for low responders
and non-responders is to give an additional vaccine or a series of vaccines [94]. The best injection site
was confirmed as the deltoid muscle, except for infants [95]. Regarding low- and non-responders to
the initial three-dose series, 39–91% and 61–100% showed good responses after one additional dose
(4th dose) or an additional three-dose series, respectively [96,97]. An additional three high-dose series
vaccine could further improve the seroprotection rate [98].

Regardless of specific patient considerations when an HB vaccination schedule is selected,
a complete vaccine series should be administered [74]. Recommendations on the HB vaccine dosage
and schedule differ depending on the product used and the recipient’s age [77]. Details on HB
vaccination are described in guidelines “Guidelines for the Prevention, Care and Treatment of
Persons with Chronic Hepatitis B Infection” and “Recommendations of the Advisory Committee on
Immunization Practices (ACIP) Part II: immunization of adults” [39,72]. The requirement for booster
vaccination is discussed in a later section (The requirement for booster vaccination).

5. Induction of Cross-Genotype Protection by HB Vaccination

Genotype A HBV is dominant in North America, northwestern Europe, India, and Africa and
HBV genotype A2-type recombinant HB vaccines are effective at preventing non-genotype A2 HBV
infections [85]. In contrast, genotype B and genotype C HBV strains are predominant in East Asian
countries [99]. Some of these countries, including Japan and Korea, have used recombinant HB
vaccines produced from genotype C for immunoprophylaxis against specific HBVs prevalent in their
communities [100]. In Japan, the spread of genotype A HBV strains introduced from foreign countries
and the subsequent increase of hepatitis caused by genotype A HBV is of increasing concern [101].

Since the 1980s, the effect of cross-immunity by HB vaccines of different genotypes has been studied.
Epidemiological studies report that vertical transmission and/or incident infection with non-genotype A2
HBV was efficiently prevented in countries with universal childhood vaccination programs using
the genotype A2 HBV vaccine [85]. Furthermore, a single mouse monoclonal antibody protected
chimpanzees from infection by both adr (genotype C HBV) and ayw (genotype D HBV) strains [102].
Next, we present our data on the neutralizing capacity of HB vaccines against different genotypes
of HBV.
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5.1. Prevention of Genotype A Strain Infection and Vaccine Escape Mutant Infection by Genotype C-Derived
HB Vaccines In Vitro and In Vivo

Previously, we isolated human monoclonal antibodies (mAbs) against HBV from healthy volunteers
who had been immunized with a genotype C type recombinant HBV vaccine (Biimugen), using a
cell-microarray system [103–105]. Among these mAbs, HB0116 and HB0478, which recognized the
first N-terminal peptide loop within the “a” determinant, had HBV-neutralizing activity [106]. We also
showed that HB0116 and HB0478, produced by immunization with the genotype C type vaccine,
neutralized the infectivity of genotype C and genotype A HBV [107]. In vitro experiments showed that
HB0478 at doses above 55 mIU completely protected against genotype C and genotype A infection,
whereas HB0478 at a lower dose of 5.5 mIU protected against genotype C infection only (Figure 1).
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Figure 1. HBV infection protection test using chimeric mice. (a) HBV infection protection test using
anti-HBs derived from genotype C HBV in chimeric mice. Chimeric mice were inoculated with these
culture supernatants to obtain monoclonal and intact infectious virions. After establishing viremia in
these mice, the sera were collected and used as inocula after titration in another experimental chimeric
mouse. Five weeks after injection, serum HBV DNA was measured by quantitative PCR. (b) Protection
rate against HBV infection in chimeric mice. Antibodies derived from genotype C HBV prevented
genotype A infection. HB0478 antibody prevented infection by a vaccine escape mutant. When the
titer of anti-HBs is high, it is thought that anti-HBs derived from any genotype HBV can prevent
HBV infection. Abbreviations: HBV, hepatitis B virus; anti-HBs, hepatitis B surface antibody; PCR,
polymerase chain reaction; HB, hepatitis B.
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The analysis of nine HBV DNA positive blood donors in the United States revealed that
5 individuals immunized with genotype A2-type vaccine were not protected against infections by
non-genotype A2 HBV [108]. However, the serum anti-HBs levels of these individuals (3–96 mIU/mL)
were relatively low. Remarkably, the infections remained at a subclinical level in these vaccinated
individuals, who subsequently resolved the HBV infection, suggesting that genotype A2 vaccination did
not prevent non-genotype A2 infection but did inhibit the development of clinical manifestations [108].
Thus, HBV-specific antibodies induced by genotype C vaccines might protect against clinical hepatitis
caused by infection with non-genotype C genotypes, even with lower anti-HBs concentrations.
In conclusion, our study demonstrated that active immunization with a genotype C-based vaccine
might confer prophylaxis against genotype A and against escape mutants such as G145R (as described
later) when the anti-HBs responses are sufficient [107].

5.2. Prevention of Genotype C HBV Infection with a Genotype A-Derived Vaccine, and Genotype A HBV
Infection with a Genotype C-Derived Vaccine In Vitro

In an in vitro infection model, anti-HBs-positive sera from individuals inoculated with genotype A-
or C-based HB vaccines harbored polyclonal anti-HBs that bound to non-vaccinated genotype HBV.
However, because titers of anti-HBs specific to the HBsAg of the non-vaccinated genotype were low
(<30 mIU/mL), high anti-HBs titers (≥50 mIU/mL) would be required to prevent non-vaccinated
genotype HBV infection [109].

To examine whether vaccine-acquired polyclonal anti-HBs effectively bind to the HBsAg
of non-vaccine genotypes, we established genotype A-antigen and genotype C-antigen ELISAs,
which were considered accurate for measuring the reactivity to single genotype-derived HBsAgs [109].
The results showed that vaccine-acquired polyclonal anti-HBs with high titers could prevent infection
by vaccine and nonvaccine genotypes HBV equally [109]. This was consistent with previous
epidemiological studies showing that single genotype-derived HBsAg vaccination effectively decreased
multiple genotype HBV infections [84,110–112]. This result is also in accordance with our previous
in vitro study, which showed that monoclonal anti-HBs prevented HBV infection of non-vaccine
genotype at high titers [107]. These findings indicate that neutralizing capacity related to common
major epitopes such as the “a” determinant and C(K/R)TC motif (121–124 amino acids [aa]) is critical
for preventing HBV infection of multiple genotypes [113,114].

Taken together, these findings indicate that high titers of anti-HBs are required to prevent
infection with nonvaccine genotype HBV [109]. In conclusion, single genotype HBsAg vaccination
with genotype A-derived and genotype C-derived vaccines induce polyclonal anti-HBs that bind
appropriately to non-vaccine HBsAg. The vaccine-acquired polyclonal anti-HBs sufficiently neutralized
non-vaccine genotype HBV at a high anti-HBs titer; however, the neutralization was unsatisfactory at a
low anti-HBs titer. Therefore, it is recommended to maintain high anti-HBs titers to prevent infection
by non-vaccine genotype HBV as well as vaccine genotype HBV [109].

6. Vaccine Escape Mutants

6.1. The HBsAg “a” Determinant

All HBV genotypes and serotypes share the common “a” determinant, which spans 124–149 aa
within the major hydrophilic region and which forms two major loops and one minor loop (A-loop)
with cysteine-disulfide bonds that extend from the outer surface of the virus. A second hydrophilic loop
(139 to 147 or 149 aa) is the major target for neutralizing (protective) anti-HBs produced following natural
infection or vaccination [113] and this provides protection against all HBV genotypes and subtypes
and is responsible for the broad immunity afforded by HBV vaccination (Figure 2). Thus, alterations
of residues within this region of the surface antigen can induce conformational changes that allow
the replication of mutated HBVs in vaccinated individuals (vaccine escape mutants). In addition,
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such mutated HBVs can be undetectable by existing diagnostic assays, posing a potential threat to the
safety of blood supplies [113,115].
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Figure 2. Sequence of the S-region “a” determinant. Neutralizing (protective) antibodies induced by
vaccination target the conformational epitope of the “a” determinant, which is located in the S-region
and retains many amino acids including Cys but with some mutations. The second hydrophilic loop
(139 to 147 or 149 aa) is the major target for neutralizing anti-HBs produced following natural infection
or vaccination. Abbreviations: Cys, cysteine; aa, amino acid; anti-HBs, hepatitis B surface antibody.

HBV strains with amino acid substitutions in HBsAg often escape from HB vaccine-induced
antibody and HBIG treatment during the vertical transmission of HBV [116–118]. The most frequently
reported substitution is residue 145 (glycine to arginine, G145R), located in the second loop of the “a”
determinant of HBsAg.

6.2. S-Gene Mutants

Representative S-gene mutants are shown in Table 2. An important mutation in the surface
antigen region was first recognized in Italy 30 years ago [119,120]. This virus has a G587A mutation,
resulting in a G145R substitution of the “a” determinant of the surface antigen. Because the G145R
substitution changes the projecting second loop of the “a” determinant, neutralizing antibodies induced
by vaccination no longer recognize the mutated epitope [121]. Under the immune pressure of HB
immunization, especially when HBIG is combined, HBV with mutations in the “a” determinant can be
selected [120].
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Table 2. Major studies on vaccine escape mutant infection in children.

Publication Country/
Region Reference

VEM/HBV
Infection

(%)

Status of
HBV

Infection
Immunization Site of Amino Acid Substitution

1984 * Taiwan Hsu et al. [122] 8/103 (8%) Persistence Before vaccine
T126A (1), M133L (1), F134L (1),
C138S (1), T140R (1), T140I (1),

T143M (1), D144A (1)

1989 * Taiwan Hsu et al. [122] 10/51 (20%) Persistence HBIG+vaccine T126A (2), P127T (1), Q129H (1),
S143W (2), G145R (3), W156L (1)

1994 * Taiwan Hsu et al. [122] 9/32 (28%) Persistence HBIG+vaccine

T125A (1), P120Q + P127T (1),
T126A + T143M (1),
T126S + D144H (1),

D144H + G145R (1), T140P (1),
N146S (1), T148I (1),
C147R + C149R (1)

1999 * Taiwan Hsu et al. [123] 3/13 (23%) Persistence HBIG+vaccine T131I (1), G145R (2)

2004 * Taiwan Hsu et al. [124] 7/31 (23%) Persistence HBIG+vaccine
T126A (2), M133T (1),

F134L + T148A (1), G145R (1),
G145A (1), W156C (1)

1997 Taiwan Hsu et al. [125] 1/7 (14%)
Acute or

fulminant
hepatitis

Vaccine T126A + G145R (1)

1997 Taiwan Hsu et al. [125] 5/15 (33%) Persistence HBIG+vaccine T126A (2), Q129R (1), G145R (2)

2012 Taiwan Chen et al. [126] 8/25 (32%) Persistence HBIG+vaccine K122R (1), I126T (1), G145R (6)

2013 Taiwan Wen WH et al. [127] 3/10 (30%) Persistence HBIG+vaccine Q129H + T140S (1),
P142L + G145R (1), G145R (1)

1992 Japan Fujii et al. [128] 1/2 (50%) Persistence HBIG+vaccine G145R (1)

1995 Japan Hino et al. [129] 2/2 (100%) Persistence HBIG+vaccine G145R (2)

1996 Japan Miyake et al. [130] 8/46 (17%) Persistence HBIG+vaccine I/T126S (3), T140S (3), G145R (1),
G145K (1)

1997 Japan Matsumoto et al.
[131] 1/2 (50%) Acute

hepatitis HBIG+vaccine P120Q + G145R (1)

2016 Japan Komatsu et al. [132] 5/25 (20%) Persistence HBIG+vaccine I/T126S (1), G130N (1), G145R (2),
G145K (1)

1995 Singapore Oon et al. [133] 16/41 (39%) Persistence HBIG+vaccine

I/T126A (1), Q129H (1), M133L (1),
D144A (1), G145R (10),

G145R + D144A (1),
G145R + P142S (1)

1997 England,
Wales Ngui et al. [134] 2/17 (12%) Persistence HBIG+vaccine P120Q + Y134F + D144A (1),

I126N (1)

1998 China He et al. [135] 4/24 (17%) Persistence HBIG+vaccine I/T126S (1), Q129H (1), Q129L (1),
G145R (1)

2005 * China Yan et al. [136] 8/131 (6%) Persistence HBIG+vaccine I126S (1), I126S + T131N + M133T (1),
T131P (1), M133T (1), G145A (1)

2006 * China Yan et al. [136] 10/101 (10%) Persistence HBIG+vaccine I126S (2), P127T (2), T131P (3)

2007 * China Yan et al. [136] 11/113 (10%) Persistence HBIG+vaccine I126S (2), I126S + T131N + M133T (1),
G145A (1)

2008 * China Yan et al. [136] 9/136 (7%) Persistence HBIG+vaccine I126S (1), D144E (1), G145A (3)

2009 * China Yan et al. [136] 19/206 (9%) Persistence HBIG+vaccine

I126S (3), I126N (1), P127T (2),
Q129H (2), M133I + D144A (1),
D144A (1), D144N + G145R (1),

G145A (1)

2010 * China Yan et al. [136] 7/75 (9%) Persistence HBIG+vaccine I126S (1), I126N + P127T(1),
D144E (1), G145R (1)

2011 * China Yan et al. [136] 13/102 (13%) Persistence HBIG+vaccine T126A (1), I126S (1), P127T (2),
Q129H (1), D144A (1), G145A (1),

2012 * China Yan et al. [136] 8/78 (10%) Persistence HBIG+vaccine T131N (1), F134L (1), G145R (1),
G145A (1)

2013 * China Yan et al. [136] 12/135 (9%) Persistence HBIG+vaccine I126S + G130E (1), G145A (6),

2004 Pacific
islands Basuni et al. [137] 0/22 (0%) Persistence Vaccine -

2016 Indonesia Purwono et al. [138] 6/61 (12%) Persistence Vaccine
P120S + A159V (1), M133L (1),
M133T + C147S (1), T140I (2),

S155F (1)

* Surveillance; Abbreviations: VEM, vaccine escape mutant; HBIG, hepatitis B immunoglobulin.
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The major vaccine escape mutants reported in Taiwan [122–127], Japan [128–132], Singapore [133],
England, Wales [134], China [135,136], Pacific Islands [137] and Indonesia [138] are shown in Table 2.
In addition to the prototype G145R, other S-gene mutations (alone or in combination) that might
escape neutralizing anti-HBs have been identified worldwide (Table 2) [123,125]. HBV infection with
S-gene mutation has been reported in the presence of protective levels of anti-HBs in infants born from
HBV-infected mothers who received HBIG plus HB vaccine, in liver transplant patients who received
HBIG for prophylaxis, and in HBsAg-negative HBV carriers. Globally, the emergence of G145R is a
rare event more generally associated with the use of HBIG rather than HB vaccination [124,139].

In 2010, a survey conducted in Taiwan reported vaccine escape mutants were not increased in
a population of children and adolescents who were fully covered by universal infant immunization
over 20 years [124]. However, a recent study in China reported that HBV mutants capable of infecting
people emerged 13 years after the implementation of a successful universal vaccination program [140].
However, a more careful analysis of the data from that study showed that following vaccination,
both the HBsAg carrier rate and prevalence of variants indeed decreased, even though the variant
prevalence decreased at a lower rate (71% versus 33%) [141,142].

In Taiwan, the baseline prevalence of a mutant was 7.8% (8/103) in HBsAg carrier children,
and was maintained at around 20% (19.6% [10/51] to 28.1% [9/32]) among HBsAg carrier children in
the first 15 years of the universal mass vaccination program [120]. In the last 10 years, there has been
no steady increase in vaccine escape HBV mutants in Taiwanese carrier children who failed in the
mass vaccination program, and there is no evidence of the spread of this virus, likely because of the
weakness of the mutant virus [143]. Despite the increased percentage of surface gene mutants after
mass hepatitis B vaccination, the actual number of children infected with this mutant is small and is
not increasing [120]. Studies in Italy also reported the same conclusions [144]. Therefore, the presence
of vaccine escape mutants does not seem to threaten the ongoing hepatitis B control strategies in
Taiwan and Italy, and perhaps, worldwide. Therefore, the currently available hepatitis B vaccines can
be continued.

7. The Requirement for Booster Vaccination

HB vaccine-induced anti-HBs declines rapidly in the first year and then more slowly [5]. Over time,
the anti-HBs often becomes undetectable. However, vaccine-induced immunologic memory is
conserved for at least 12–18 years despite the decline of anti-HBs [145–147].

According to the 2015 CDC guidelines, the periodic detecting of anti-HBs levels after routine HB
vaccination is not necessary and booster doses of HB vaccine are not currently recommended [77].
Actually, a booster vaccination is not needed for at least 20 years in Taiwan: surveillance did not
reveal any increase in acute hepatitis B [148] or chronic HBV infection [8] in adolescents vaccinated
20 years ago. For prevalent areas where the primary goal of HB immunization is to prevent HBV
infection in infancy [83], even if immunity conferred by the vaccine given in early childhood disappears,
when unprotected vaccinated individuals contract HBV infection in adulthood, the risk of becoming
an HBsAg carrier is low [149].

On the other hand, the American Red Cross reported that immune memory induced by HB
vaccines might be deficient. Although HB vaccination prevented the occurrence of clinical liver injury
(hepatitis), subclinical infections cannot be prevented perfectly [108]. Stramer et al. reported that most
individuals with low anti-HBs titers (5 out of 6 cases) and who were HBV-DNA positive 7–16 years after
vaccination, were exclusively or generally infected with non-vaccine genotype HBV [108]. These cases
may be examples of vaccine recipients who were infected with non-vaccine genotype HBV due to the
time-dependent reduction in polyclonal anti-HBs. Our in vitro, in vivo, and alignment data among
HBV genotypes (Figure 2) might show possibly escape from HBV vaccination in individuals with low
anti-HBs titers.

Therefore, to maintain anti-HBs titers, booster vaccination has been recommended, particularly
for cohorts with a high risk of HBV infection such as immunocompromised patients and health
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care providers [150–153]. When the serum anti-HBs level is not enough to prevent HBV infection
(anti-HBs <10 mIU/mL), a booster vaccination should be performed. Because HB vaccines are highly
immunogenic, postvaccination serologic testing is not necessary. However, the testing might be
introduced for the following individuals; infants whose mothers were infected with HBV, individuals
with occupational risk of exposure to blood (e.g., health care workers, policemen, and firemen),
sexually active individuals such as MSM, or immunosuppressed patients (receiving hemodialysis,
organ transplantation, and blood transfusion) [63,154].

To be sure, although the HB vaccine is appropriately effective at preventing the development of
hepatitis (clinical disease), it cannot prevent 100% of HBV infections, leading to anti-HBc-positivity [108].
In addition, considering the induction of cross-genotype protection by HB vaccination described
above, booster vaccination might be useful for preventing infection of non-vaccine genotype HBV in
individuals with low anti-HBs titers.

8. Discussion

HB vaccination is clearly very successful at preventing and controlling hepatitis B and HBV-related
diseases globally. Anti-HBs responses gradually decrease after a single course of vaccination.
Immunocompromised hosts, such as hemodialysis patients and HIV-infected patients, are known
low responders to HB vaccines [94]. However, there are no standard guidelines for the necessity,
timing, or method of booster vaccination under various situations. Cases of hepatitis B in fully
vaccinated individuals are rare. Breakthrough infections caused by S-gene mutants are occasionally
reported but currently, they do not pose a serious threat to the established vaccination programs.
However, the emergence of drug-resistant mutants with alterations in the “a” determinant of the
S-protein is of concern.

Our data revealed that human monoclonal anti-HBs from individuals who inoculated
genotype C-based HB vaccine can induce cross-protection against HBV genotype A infection [107].
Meanwhile, according to an in vitro infection model, anti-HBs-positive sera from individuals who
inoculated genotype A or C-based HB vaccine have polyclonal anti-HBs that sufficiently bound
to non-vaccinated genotype HBV [109]. However, because anti-HBs specific to the HBsAg with
non-vaccinated genotype were relatively small amounts, enough anti-HBs titers would be required to
prevent non-vaccinated genotype HBV infection.

Additionally, S-gene mutant HBV may escape from HB vaccination with S-protein alone. To prevent
the infection and spread of HBV with an S-mutation, the effectiveness of third-generation HB vaccines
containing pre-S-proteins in addition to S-protein should be determined. Several countries have not yet
introduced universal vaccination programs. The promotion of universal vaccination in these countries
is mandatory for the global eradication of HBV infection.

The significance of the co-administration of HBIG with HB vaccine to prevent the mother-to-infant
transmission of HBV needs to be fully evaluated. Although the administration of HBIG prevented
the intrauterine transmission of HBV and reduced overt infantile hepatitis [126,155], appropriate
randomized control trials should be performed in the future.

Clinically, according to the 2015 CDC guidelines, the booster doses of HB vaccine are not recommended.
Conversely, the American Red Cross and Xu et al. [156] suggests that HB-vaccine-induced immune
memory might be restricted. Because transient infection can occur in individuals whose levels of
anti-HBs do not exceed >10 mIU/mL, careful follow-up studies are needed to prevent individuals
from acute clinical hepatitis and chronic infection. In our opinion, serologic testing after HB
vaccination, especially anti-HBs, should be performed for individuals at high risk for HBV infection.
The requirement for booster doses to reserve vaccine-induced immunity should be assessed regularly,
particularly for infants whose mothers were with HBV infection, individuals with occupational
risk (e.g., health care workers, policemen, and firemen), sexually active individuals, or individuals
under immunosuppression.



Vaccines 2020, 8, 456 13 of 21

Author Contributions: Conceptualization, T.I. and Y.T.; Writing—Original Draft Preparation, T.I.; Writing—Review
and Editing, Y.T. All authors have read and agreed to the published version of the manuscript.

Funding: This work was supported by a grant-in-aid from the Research Program on Hepatitis from the Japan
Agency for Medical Research and Development (AMED JP20fk0310101) and the Ministry of Education, Culture,
Sports, Science, and Technology (19H03640).

Conflicts of Interest: Takako Inoue is currently supported by a research grant from Gilead Sciences and MSD.K.K.
Yasuhito Tanaka is currently conducting research sponsored by Chugai Pharmaceutical Co., Ltd., Fujirebio, Inc.
and Gilead Sciences. Lecture fees are as follows: Fujirebio, Inc. and Gilead Sciences.

References

1. World Health Organization. World Health Organization Factsheets for Chronic Hepatitis B (Last Updated
27 July 2020). Available online: https://www.who.int/en/news-room/fact-sheets/detail/hepatitis-b (accessed
on 1 August 2020).

2. Lai, C.L.; Wong, D.; Ip, P.; Kopaniszen, M.; Seto, W.K.; Fung, J.; Huang, F.Y.; Lee, B.; Cullaro, G.;
Chong, C.K.; et al. Reduction of covalently closed circular DNA with long-term nucleos (t) ide analogue
treatment in chronic hepatitis B. J. Hepatol. 2017, 66, 275–281. [CrossRef] [PubMed]

3. Lai, C.L.; Yuen, M.F. The natural history and treatment of chronic hepatitis B: A critical evaluation of standard
treatment criteria and end points. Ann. Intern. Med. 2007, 147, 58–61. [CrossRef] [PubMed]

4. Kao, J.H.; Chen, D.S. Global control of hepatitis B virus infection. Lancet Infect. Dis. 2002, 2, 395–403.
[CrossRef]

5. Chen, D.S. Hepatitis B vaccination: The key towards elimination and eradication of hepatitis B. J. Hepatol.
2009, 50, 805–816. [CrossRef] [PubMed]

6. Szmuness, W.; Stevens, C.E.; Harley, E.J.; Zang, E.A.; Oleszko, W.R.; William, D.C.; Sadovsky, R.;
Morrison, J.M.; Kellner, A. Hepatitis B vaccine: Demonstration of efficacy in a controlled clinical trial
in a high-risk population in the United States. N. Engl. J. Med. 1980, 303, 833–841. [CrossRef]

7. Casey, R.M.; Dumolard, L.; Danovaro-Holliday, M.C.; Gacic-Dobo, M.; Diallo, M.S.; Hampton, L.M.;
Wallace, A.S. Global Routine Vaccination Coverage, 2015. Morb. Mortal. Wkly. Rep. 2016, 65, 1270–1273.
[CrossRef]

8. Ni, Y.H.; Huang, L.M.; Chang, M.H.; Yen, C.J.; Lu, C.Y.; You, S.L.; Kao, J.H.; Lin, Y.C.; Chen, H.L.;
Hsu, H.Y.; et al. Two decades of universal hepatitis B vaccination in taiwan: Impact and implication for
future strategies. Gastroenterology 2007, 132, 1287–1293. [CrossRef]

9. Kuo, A.; Gish, R. Chronic hepatitis B infection. Clin. Liver Dis. 2012, 16, 347–369. [CrossRef]
10. Kurbanov, F.; Tanaka, Y.; Mizokami, M. Geographical and genetic diversity of the human hepatitis B virus.

Hepatol. Res. 2010, 40, 14–30. [CrossRef]
11. Okamoto, H.; Tsuda, F.; Sakugawa, H.; Sastrosoewignjo, R.I.; Imai, M.; Miyakawa, Y.; Mayumi, M. Typing

hepatitis B virus by homology in nucleotide sequence: Comparison of surface antigen subtypes. J. Gen. Virol.
1988, 69, 2575–2583. [CrossRef]

12. Orito, E.; Mizokami, M.; Ina, Y.; Moriyama, E.N.; Kameshima, N.; Yamamoto, M.; Gojobori, T.
Host-independent evolution and a genetic classification of the hepadnavirus family based on nucleotide
sequences. Proc. Natl. Acad. Sci. USA 1989, 86, 7059–7062. [CrossRef] [PubMed]

13. Norder, H.; Hammas, B.; Löfdahl, S.; Couroucé, A.M.; Magnius, L.O. Comparison of the amino acid sequences
of nine different serotypes of hepatitis B surface antigen and genomic classification of the corresponding
hepatitis B virus strains. J. Gen. Virol. 1992, 73, 1201–1208. [CrossRef] [PubMed]

14. Naumann, H.; Schaefer, S.; Yoshida, C.F.; Gaspar, A.M.; Repp, R.; Gerlich, W.H. Identification of a new
hepatitis B virus (HBV) genotype from Brazil that expresses HBV surface antigen subtype adw4. J. Gen. Virol.
1993, 74, 1627–1632. [CrossRef] [PubMed]

15. Stuyver, L.; De Gendt, S.; Van Geyt, C.; Zoulim, F.; Fried, M.; Schinazi, R.F.; Rossau, R. A new genotype of
hepatitis B virus: Complete genome and phylogenetic relatedness. J. Gen. Virol. 2000, 81, 67–74. [CrossRef]
[PubMed]

16. Arauz-Ruiz, P.; Norder, H.; Robertson, B.H.; Magnius, L.O. Genotype H: A new Amerindian genotype of
hepatitis B virus revealed in Central America. J. Gen. Virol. 2002, 83, 2059–2073. [CrossRef]

17. Kramvis, A. Genotypes and genetic variability of hepatitis B virus. Intervirology 2014, 57, 141–150. [CrossRef]

https://www.who.int/en/news-room/fact-sheets/detail/hepatitis-b
http://dx.doi.org/10.1016/j.jhep.2016.08.022
http://www.ncbi.nlm.nih.gov/pubmed/27639844
http://dx.doi.org/10.7326/0003-4819-147-1-200707030-00010
http://www.ncbi.nlm.nih.gov/pubmed/17606962
http://dx.doi.org/10.1016/S1473-3099(02)00315-8
http://dx.doi.org/10.1016/j.jhep.2009.01.002
http://www.ncbi.nlm.nih.gov/pubmed/19231008
http://dx.doi.org/10.1056/NEJM198010093031501
http://dx.doi.org/10.15585/mmwr.mm6545a5
http://dx.doi.org/10.1053/j.gastro.2007.02.055
http://dx.doi.org/10.1016/j.cld.2012.03.003
http://dx.doi.org/10.1111/j.1872-034X.2009.00601.x
http://dx.doi.org/10.1099/0022-1317-69-10-2575
http://dx.doi.org/10.1073/pnas.86.18.7059
http://www.ncbi.nlm.nih.gov/pubmed/2780562
http://dx.doi.org/10.1099/0022-1317-73-5-1201
http://www.ncbi.nlm.nih.gov/pubmed/1588323
http://dx.doi.org/10.1099/0022-1317-74-8-1627
http://www.ncbi.nlm.nih.gov/pubmed/8345355
http://dx.doi.org/10.1099/0022-1317-81-1-67
http://www.ncbi.nlm.nih.gov/pubmed/10640543
http://dx.doi.org/10.1099/0022-1317-83-8-2059
http://dx.doi.org/10.1159/000360947


Vaccines 2020, 8, 456 14 of 21

18. Tatematsu, K.; Tanaka, Y.; Kurbanov, F.; Sugauchi, F.; Mano, S.; Maeshiro, T.; Nakayoshi, T.; Wakuta, M.;
Miyakawa, Y.; Mizokami, M. A genetic variant of hepatitis B virus divergent from known human and ape
genotypes isolated from a Japanese patient and provisionally assigned to new genotype J. J. Virol. 2009,
83, 10538–10547. [CrossRef]

19. Yan, H.; Zhong, G.; Xu, G.; He, W.; Jing, Z.; Gao, Z.; Huang, Y.; Qi, Y.; Peng, B.; Wang, H.; et al. Sodium
taurocholate cotransporting polypeptide is a functional receptor for human hepatitis B and D virus. eLife
2012, 1, e00049. [CrossRef]

20. Shokrgozar, M.A.; Shokri, F. Subtype specificity of anti-HBs antibodies produced by human B-cell lines
isolated from normal individuals vaccinated with recombinant hepatitis B vaccine. Vaccine 2002, 20, 2215–2220.
[CrossRef]

21. Inoue, T.; Tanaka, Y. Hepatitis B Virus and Its Sexually Transmitted Infection—An Update. Microb. Cell 2016,
3, 420–437. [CrossRef]

22. Thedja, M.D.; Muljono, D.H.; Ie, S.I.; Sidarta, E.; Turyadi; Verhoef, J.; Marzuki, S. Genogeography and
Immune Epitope Characteristics of Hepatitis B Virus Genotype C Reveals Two Distinct Types: Asian and
Papua-Pacific. PLoS ONE 2015, 10, e0132533. [CrossRef] [PubMed]

23. Al-Sadeq, D.W.; Taleb, S.A. Hepatitis B Virus Molecular Epidemiology, Host-Virus Interaction, Coinfection,
and Laboratory Diagnosis in the MENA Region: An Update. Pathogens 2019, 8, 63. [CrossRef] [PubMed]

24. Tanaka, Y.; Hasegawa, I.; Kato, T.; Orito, E.; Hirashima, N.; Acharya, S.K.; Gish, R.G.; Kramvis, A.; Kew, M.C.;
Yoshihara, N.; et al. A case-control study for differences among hepatitis B virus infections of genotypes A
(subtypes Aa and Ae) and D. Hepatology 2004, 40, 747–755. [CrossRef] [PubMed]

25. Kramvis, A. Molecular characteristics and clinical relevance of African genotypes and subgenotypes of
hepatitis B virus. S. Afr. Med. J. 2018, 108, 17–21. [PubMed]

26. Panduro, A.; Maldonado-Gonzalez, M.; Fierro, N.A.; Roman, S. Distribution of HBV genotypes F and H in
Mexico and Central America. Antivir. Ther. 2013, 18, 475–484. [CrossRef]

27. Te, H.S.; Jensen, D.M. Epidemiology of hepatitis B and C viruses: A global overview. Clin. Liver Dis. 2010,
14, 1–21. [CrossRef]

28. Fujisaki, S.; Yokomaku, Y.; Shiino, T.; Koibuchi, T.; Hattori, J.; Ibe, S.; Iwatani, Y.; Iwamoto, A.; Shirasaka, T.;
Hamaguchi, M.; et al. Outbreak of infections by hepatitis B virus genotype A and transmission of genetic
drug resistance in patients coinfected with HIV-1 in Japan. J. Clin. Microbiol. 2011, 49, 1017–1024. [CrossRef]

29. Sagnelli, C.; Ciccozzi, M.; Pisaturo, M.; Lo Presti, A.; Cella, E.; Coppola, N.; Sagnelli, E. The impact of viral
molecular diversity on the clinical presentation and outcome of acute hepatitis B in Italy. New Microbiol.
2015, 38, 137–147.

30. Araujo, N.M.; Waizbort, R.; Kay, A. Hepatitis B virus infection from an evolutionary point of view: How viral,
host, and environmental factors shape genotypes and subgenotypes. Infect. Genet. Evol. 2011, 11, 1199–1207.
[CrossRef]

31. Ito, K.; Yotsuyanagi, H.; Yatsuhashi, H.; Karino, Y.; Takikawa, Y.; Saito, T.; Arase, Y.; Imazeki, F.; Kurosaki, M.;
Umemura, T.; et al. Risk factors for long-term persistence of serum hepatitis B surface antigen following
acute hepatitis B virus infection in Japanese adults. Hepatology 2014, 59, 89–97. [CrossRef]

32. Ito, K.; Yotsuyanagi, H.; Sugiyama, M.; Yatsuhashi, H.; Karino, Y.; Takikawa, Y.; Saito, T.; Arase, Y.; Imazeki, F.;
Kurosaki, M.; et al. Geographic distribution and characteristics of genotype A hepatitis B virus infection
in acute and chronic hepatitis B patients in Japan. J. Gastroenterol. Hepatol. 2016, 31, 180–189. [CrossRef]
[PubMed]

33. Sakamoto, T.; Tanaka, Y.; Simonetti, J.; Osiowy, C.; Borresen, M.L.; Koch, A.; Kurbanov, F.; Sugiyama, M.;
Minuk, G.Y.; McMahon, B.J.; et al. Classification of hepatitis B virus genotype B into 2 major types based on
characterization of a novel subgenotype in Arctic indigenous populations. J. Infect. Dis. 2007, 196, 1487–1492.
[CrossRef] [PubMed]

34. Kao, J.H.; Chen, P.J.; Lai, M.Y.; Chen, D.S. Hepatitis B genotypes correlate with clinical outcomes in patients
with chronic hepatitis B. Gastroenterology 2000, 118, 554–559. [CrossRef]

35. Fung, S.K.; Lok, A.S. Hepatitis B virus genotypes: Do they play a role in the outcome of HBV infection?
Hepatology 2004, 40, 790–792. [CrossRef]

36. Croagh, C.M.; Desmond, P.V.; Bell, S.J. Genotypes and viral variants in chronic hepatitis B: A review of
epidemiology and clinical relevance. World J. Hepatol. 2015, 7, 289–303. [CrossRef]

http://dx.doi.org/10.1128/JVI.00462-09
http://dx.doi.org/10.7554/eLife.00049
http://dx.doi.org/10.1016/S0264-410X(02)00116-0
http://dx.doi.org/10.15698/mic2016.09.527
http://dx.doi.org/10.1371/journal.pone.0132533
http://www.ncbi.nlm.nih.gov/pubmed/26162099
http://dx.doi.org/10.3390/pathogens8020063
http://www.ncbi.nlm.nih.gov/pubmed/31083509
http://dx.doi.org/10.1002/hep.20365
http://www.ncbi.nlm.nih.gov/pubmed/15349915
http://www.ncbi.nlm.nih.gov/pubmed/30182908
http://dx.doi.org/10.3851/IMP2605
http://dx.doi.org/10.1016/j.cld.2009.11.009
http://dx.doi.org/10.1128/JCM.02149-10
http://dx.doi.org/10.1016/j.meegid.2011.04.017
http://dx.doi.org/10.1002/hep.26635
http://dx.doi.org/10.1111/jgh.13030
http://www.ncbi.nlm.nih.gov/pubmed/26110395
http://dx.doi.org/10.1086/523111
http://www.ncbi.nlm.nih.gov/pubmed/18008228
http://dx.doi.org/10.1016/S0016-5085(00)70261-7
http://dx.doi.org/10.1002/hep.20455
http://dx.doi.org/10.4254/wjh.v7.i3.289


Vaccines 2020, 8, 456 15 of 21

37. Marciano, S.; Galdame, O.A.; Gadano, A.C. HBV genotype F: Natural history and treatment. Antivir. Ther.
2013, 18, 485–488. [CrossRef]

38. Shen, S.; Liang, X.; Hamed, K.; Tanaka, Y.; Omagari, K.; Fan, R.; Xie, Q.; Tan, D.; Zhou, B.; Jia, J.D.; et al.
Effect of hepatitis B virus subgenotype on antiviral response in nucleoside-treated hepatitis B envelope
antigen-positive patients. Hepatol Res. 2018, 48, 134–143. [CrossRef]

39. World Health Organization. Guidelines for the Prevention, Care and Treatment of Persons with Chronic Hepatitis B
Infection; World Health Organization: Geneva, Switzerland, 2015. Available online: https://www.who.int/
hiv/pub/hepatitis/hepatitis-b-guidelines/en/ (accessed on 1 July 2020).

40. Tanaka, Y.; Mukaide, M.; Orito, E.; Yuen, M.F.; Ito, K.; Kurbanov, F.; Sugauchi, F.; Asahina, Y.; Izumi, N.;
Kato, M.; et al. Specific mutations in enhancer II/core promoter of hepatitis B virus subgenotypes C1/C2
increase the risk of hepatocellular carcinoma. J. Hepatol. 2006, 45, 646–653. [CrossRef]

41. Chu, C.M.; Liaw, Y.F. Genotype C hepatitis B virus infection is associated with a higher risk of reactivation of
hepatitis B and progression to cirrhosis than genotype B: A longitudinal study of hepatitis B e antigen-positive
patients with normal aminotransferase levels at baseline. J. Hepatol. 2005, 43, 411–417.

42. Chan, H.L.; Wong, G.L.; Tse, C.H.; Chim, A.M.; Yiu, K.K.; Chan, H.Y.; Sung, J.J.; Wong, V.W. Hepatitis B virus
genotype C is associated with more severe liver fibrosis than genotype B. Clin. Gastroenterol. Hepatol. 2009,
7, 1361–1366. [CrossRef]

43. Lee, M.H.; Yang, H.I.; Liu, J.; Batrla-Utermann, R.; Jen, C.L.; Iloeje, U.H.; Lu, S.N.; You, S.L.; Wang, L.Y.;
Chen, C.J. Prediction models of long-term cirrhosis and hepatocellular carcinoma risk in chronic hepatitis B
patients: Risk scores integrating host and virus profiles. Hepatology 2013, 58, 546–554. [CrossRef]

44. Inoue, J.; Akahane, T.; Nakayama, H.; Kimura, O.; Kobayashi, T.; Kisara, N.; Sato, T.; Morosawa, T.; Izuma, M.;
Kakazu, E.; et al. Comparison of hepatitis B virus genotypes B and C among chronically hepatitis B
virus-infected patients who received nucleos (t) ide analogs: A multicenter retrospective study. Hepatol. Res.
2019, 49, 1263–1274. [CrossRef]

45. Fattovich, G.; Bortolotti, F.; Donato, F. Natural history of chronic hepatitis B: Special emphasis on disease
progression and prognostic factors. J. Hepatol. 2008, 48, 335–352. [CrossRef]

46. McMahon, B.J. Natural history of chronic hepatitis B. Clin. Liver Dis. 2010, 14, 381–396. [CrossRef] [PubMed]
47. Kramvis, A.; Kew, M.; Francois, G. Hepatitis B virus genotypes. Vaccine 2005, 23, 2409–2423. [CrossRef]

[PubMed]
48. Lin, C.L.; Kao, J.H. Hepatitis B virus genotypes and variants. Cold Spring Harb. Perspect. Med. 2015, 5, a021436.

[CrossRef] [PubMed]
49. Orito, E.; Mizokami, M.; Sakugawa, H.; Michitaka, K.; Ishikawa, K.; Ichida, T.; Okanoue, T.; Yotsuyanagi, H.;

Iino, S. A case-control study for clinical and molecular biological differences between hepatitis B viruses
of genotypes B and C. Japan HBV Genotype Research Group. Hepatology 2001, 33, 218–223. [CrossRef]
[PubMed]

50. Kramvis, A.; Arakawa, K.; Yu, M.C.; Nogueira, R.; Stram, D.O.; Kew, M.C. Relationship of serological subtype,
basic core promoter and precore mutations to genotypes/subgenotypes of hepatitis B virus. J. Med. Virol.
2008, 80, 27–46. [CrossRef]

51. Sugauchi, F.; Orito, E.; Ichida, T.; Kato, H.; Sakugawa, H.; Kakumu, S.; Ishida, T.; Chutaputti, A.; Lai, C.L.;
Gish, R.G.; et al. Epidemiologic and virologic characteristics of hepatitis B virus genotype B having the
recombination with genotype C. Gastroenterology 2003, 124, 925–932. [CrossRef]

52. Sendi, H.; Mehrab-Mohseni, M.; Zali, M.R.; Norder, H.; Magnius, L.O. T1764G1766 core promoter double
mutants are restricted to Hepatitis B virus strains with an A1757 and are common in genotype D. J. Gen. Virol.
2005, 86, 2451–2458. [CrossRef]

53. Bell, T.G.; Yousif, M.; Kramvis, A. Bioinformatic curation and alignment of genotyped hepatitis B virus (HBV)
sequence data from the GenBank public database. Springerplus 2016, 5, 1896. [CrossRef] [PubMed]

54. Li, J.S.; Tong, S.P.; Wen, Y.M.; Vitvitski, L.; Zhang, Q.; Trépo, C. Hepatitis B virus genotype A rarely circulates
as an HBe-minus mutant: Possible contribution of a single nucleotide in the precore region. J. Virol. 1993,
67, 5402–5410. [CrossRef] [PubMed]

55. Lok, A.S.; Akarca, U.; Greene, S. Mutations in the pre-core region of hepatitis B virus serve to enhance the
stability of the secondary structure of the pre-genome encapsidation signal. Proc. Natl. Acad. Sci. USA 1994,
91, 4077–4081. [CrossRef] [PubMed]

http://dx.doi.org/10.3851/IMP2604
http://dx.doi.org/10.1111/hepr.12907
https://www.who.int/hiv/pub/hepatitis/hepatitis-b-guidelines/en/
https://www.who.int/hiv/pub/hepatitis/hepatitis-b-guidelines/en/
http://dx.doi.org/10.1016/j.jhep.2006.06.018
http://dx.doi.org/10.1016/j.cgh.2009.08.004
http://dx.doi.org/10.1002/hep.26385
http://dx.doi.org/10.1111/hepr.13398
http://dx.doi.org/10.1016/j.jhep.2007.11.011
http://dx.doi.org/10.1016/j.cld.2010.05.007
http://www.ncbi.nlm.nih.gov/pubmed/20638020
http://dx.doi.org/10.1016/j.vaccine.2004.10.045
http://www.ncbi.nlm.nih.gov/pubmed/15752827
http://dx.doi.org/10.1101/cshperspect.a021436
http://www.ncbi.nlm.nih.gov/pubmed/25934462
http://dx.doi.org/10.1053/jhep.2001.20532
http://www.ncbi.nlm.nih.gov/pubmed/11124839
http://dx.doi.org/10.1002/jmv.21049
http://dx.doi.org/10.1053/gast.2003.50140
http://dx.doi.org/10.1099/vir.0.81023-0
http://dx.doi.org/10.1186/s40064-016-3312-0
http://www.ncbi.nlm.nih.gov/pubmed/27843753
http://dx.doi.org/10.1128/JVI.67.9.5402-5410.1993
http://www.ncbi.nlm.nih.gov/pubmed/8350403
http://dx.doi.org/10.1073/pnas.91.9.4077
http://www.ncbi.nlm.nih.gov/pubmed/8171038


Vaccines 2020, 8, 456 16 of 21

56. Revill, P.; Yuen, L.; Walsh, R.; Perrault, M.; Locarnini, S.; Kramvis, A. Bioinformatic analysis of
the hepadnavirus e-antigen and its precursor identifies remarkable sequence conservation in all
orthohepadnaviruses. J. Med. Virol. 2010, 82, 104–115. [CrossRef] [PubMed]

57. Kramvis, A.; Kostaki, E.G.; Hatzakis, A.; Paraskevis, D. Immunomodulatory Function of HBeAg Related to
Short-Sighted Evolution, Transmissibility, and Clinical Manifestation of Hepatitis B Virus. Front. Microbiol.
2018, 9, 2521. [CrossRef] [PubMed]

58. Kao, J.H.; Chen, P.J.; Lai, M.Y.; Chen, D.S. Hepatitis B virus genotypes and spontaneous hepatitis B e antigen
seroconversion in Taiwanese hepatitis B carriers. J. Med. Virol. 2004, 72, 363–369. [CrossRef]

59. Shimakawa, Y.; Lemoine, M.; Njai, H.F.; Bottomley, C.; Ndow, G.; Goldin, R.D.; Jatta, A.; Jeng-Barry, A.;
Wegmuller, R.; Moore, S.E.; et al. Natural history of chronic HBV infection in West Africa: A longitudinal
population-based study from The Gambia. Gut 2016, 65, 2007–2016. [CrossRef]

60. Mahgoub, S.; Candotti, D.; El Ekiaby, M.; Allain, J.P. Hepatitis B virus (HBV) infection and recombination
between HBV genotypes D and E in asymptomatic blood donors from Khartoum, Sudan. J. Clin. Microbiol.
2011, 49, 298–306. [CrossRef]

61. Yousif, M.; Mudawi, H.; Bakhiet, S.; Glebe, D.; Kramvis, A. Molecular characterization of hepatitis B virus
in liver disease patients and asymptomatic carriers of the virus in Sudan. BMC Infect. Dis. 2013, 13, 328.
[CrossRef]

62. Yu, H.; Yuan, Q.; Ge, S.X.; Wang, H.Y.; Zhang, Y.L.; Chen, Q.R.; Zhang, J.; Chen, P.J.; Xia, N.S. Molecular
and phylogenetic analyses suggest an additional hepatitis B virus genotype “I”. PLoS ONE 2010, 5, e9297.
[CrossRef]

63. Shepard, C.W.; Simard, E.P.; Finelli, L.; Fiore, A.E.; Bell, B.P. Hepatitis B virus infection: Epidemiology and
vaccination. Epidemiol. Rev. 2006, 28, 112–125. [CrossRef] [PubMed]

64. Tufon, K.A.; Meriki, H.D.; Kwenti, T.E.; Tony, N.J.; Malika, E.; Bolimo, A.F.; Kouanou, Y.S.; Nkuo-Akenji, T.;
Anong, D.N. HBV Transmission Risk Assessment in Healthcare Workers, Household and Sexual Contacts of
HBV Infected Patients in the Southwest Region of Cameroon. Oman Med. J. 2019, 34, 313–321. [CrossRef]
[PubMed]

65. Coppola, N.; De Pascalis, S.; Onorato, L.; Calò, F.; Sagnelli, C.; Sagnelli, E. Hepatitis B virus and hepatitis C
virus infection in healthcare workers. World J. Hepatol. 2016, 8, 273–281. [CrossRef] [PubMed]

66. Lin, C.L.; Liao, L.Y.; Liu, C.J.; Yu, M.W.; Chen, P.J.; Lai, M.Y.; Chen, D.S.; Kao, J.H. Hepatitis B viral factors in
HBeAg-negative carriers with persistently normal serum alanine aminotransferase levels. Hepatology 2007,
45, 1193–1198. [CrossRef] [PubMed]

67. Yao, G.B. Importance of perinatal versus horizontal transmission of hepatitis B virus infection in China. Gut
1996, 38 (Suppl. 2), S39–S42. [CrossRef] [PubMed]

68. Van Damme, P.; Cramm, M.; Van der Auwera, J.C.; Vranckx, R.; Meheus, A. Horizontal transmission of
hepatitis B virus. Lancet 1995, 345, 27–29. [CrossRef]

69. Alter, M.J.; Ahtone, J.; Weisfuse, I.; Starko, K.; Vacalis, T.D.; Maynard, J.E. Hepatitis B virus transmission
between heterosexuals. J. Am. Med. Assoc. 1986, 256, 1307–1310. [CrossRef]

70. Alter, M.J.; Coleman, P.J.; Alexander, W.J.; Kramer, E.; Miller, J.K.; Mandel, E.; Hadler, S.C.; Margolis, H.S.
Importance of heterosexual activity in the transmission of hepatitis B and non-A, non-B hepatitis. J. Am.
Med. Assoc. 1989, 262, 1201–1205. [CrossRef]

71. Mast, E.E.; Margolis, H.S.; Fiore, A.E.; Brink, E.W.; Goldstein, S.T.; Wang, S.A.; Moyer, L.A.; Bell, B.P.;
Alter, M.J. A comprehensive immunization strategy to eliminate transmission of hepatitis B virus infection in
the United States: Recommendations of the Advisory Committee on Immunization Practices (ACIP) part 1:
Immunization of infants, children, and adolescents. MMWR Recomm. Rep. 2005, 54, 1–31.

72. Mast, E.E.; Weinbaum, C.M.; Fiore, A.E.; Alter, M.J.; Bell, B.P.; Finelli, L.; Rodewald, L.E.; Douglas, J.M., Jr.;
Janssen, R.S.; Ward, J.W. A comprehensive immunization strategy to eliminate transmission of hepatitis
B virus infection in the United States: Recommendations of the Advisory Committee on Immunization
Practices (ACIP) Part II: Immunization of adults. MMWR Recomm. Rep. 2006, 55, 1–33.

73. SAOL® Therapeutics; Hepagam B®. Dosing with High Levels of Anti-HBs. Available online: https:
//hepagamb.com/dosing.php (accessed on 1 August 2020).

74. Miller, K.E.; Ruiz, D.E.; Graves, J.C. Update on the prevention and treatment of sexually transmitted diseases.
Am. Fam. Physician 2003, 67, 1915–1922. [PubMed]

http://dx.doi.org/10.1002/jmv.21645
http://www.ncbi.nlm.nih.gov/pubmed/19950245
http://dx.doi.org/10.3389/fmicb.2018.02521
http://www.ncbi.nlm.nih.gov/pubmed/30405578
http://dx.doi.org/10.1002/jmv.10534
http://dx.doi.org/10.1136/gutjnl-2015-309892
http://dx.doi.org/10.1128/JCM.00867-10
http://dx.doi.org/10.1186/1471-2334-13-328
http://dx.doi.org/10.1371/journal.pone.0009297
http://dx.doi.org/10.1093/epirev/mxj009
http://www.ncbi.nlm.nih.gov/pubmed/16754644
http://dx.doi.org/10.5001/omj.2019.62
http://www.ncbi.nlm.nih.gov/pubmed/31360320
http://dx.doi.org/10.4254/wjh.v8.i5.273
http://www.ncbi.nlm.nih.gov/pubmed/26925201
http://dx.doi.org/10.1002/hep.21585
http://www.ncbi.nlm.nih.gov/pubmed/17464993
http://dx.doi.org/10.1136/gut.38.Suppl_2.S39
http://www.ncbi.nlm.nih.gov/pubmed/8786052
http://dx.doi.org/10.1016/S0140-6736(95)91155-3
http://dx.doi.org/10.1001/jama.1986.03380100081024
http://dx.doi.org/10.1001/jama.1989.03430090063034
https://hepagamb.com/dosing.php
https://hepagamb.com/dosing.php
http://www.ncbi.nlm.nih.gov/pubmed/12751653


Vaccines 2020, 8, 456 17 of 21

75. Kane, M. Global programme for control of hepatitis B infection. Vaccine 1995, 13 (Suppl. 1), S47–S49.
[CrossRef]

76. Zanetti, A.R.; Van Damme, P.; Shouval, D. The global impact of vaccination against hepatitis B: A historical
overview. Vaccine 2008, 26, 6266–6273. [CrossRef] [PubMed]

77. Workowski, K.A.; Bolan, G.A. Sexually transmitted diseases treatment guidelines, 2015. MMWR Recomm. Rep.
2015, 64, 1–137.

78. Schillie, S.; Murphy, T.V.; Sawyer, M.; Ly, K.; Hughes, E.; Jiles, R.; de Perio, M.A.; Reilly, M.; Byrd, K.; Ward, J.W.
CDC guidance for evaluating health-care personnel for hepatitis B virus protection and for administering
postexposure management. MMWR Recomm. Rep. 2013, 62, 1–19.

79. Valenzuela, P.; Medina, A.; Rutter, W.J.; Ammerer, G.; Hall, B.D. Synthesis and assembly of hepatitis B virus
surface antigen particles in yeast. Nature 1982, 298, 347–350. [CrossRef]

80. Niu, M.T.; Salive, M.E.; Ellenberg, S.S. Neonatal deaths after hepatitis B vaccine: The vaccine adverse event
reporting system, 1991–1998. Arch. Pediatr. Adolesc. Med. 1999, 153, 1279–1282. [CrossRef]

81. Eriksen, E.M.; Perlman, J.A.; Miller, A.; Marcy, S.M.; Lee, H.; Vadheim, C.; Zangwill, K.M.; Chen, R.T.;
DeStefano, F.; Lewis, E.; et al. Lack of association between hepatitis B birth immunization and neonatal death:
A population-based study from the vaccine safety datalink project. Pediatr. Infect. Dis. J. 2004, 23, 656–662.
[CrossRef]

82. Arevalo, J.A.; Washington, A.E. Cost-effectiveness of prenatal screening and immunization for hepatitis B
virus. J. Am. Med. Assoc. 1988, 259, 365–369. [CrossRef]

83. Chen, D.S.; Hsu, N.H.; Sung, J.L.; Hsu, T.C.; Hsu, S.T.; Kuo, Y.T.; Lo, K.J.; Shih, Y.T. A mass vaccination
program in Taiwan against hepatitis B virus infection in infants of hepatitis B surface antigen-carrier mothers.
J. Am. Med. Assoc. 1987, 257, 2597–2603. [CrossRef]

84. Locarnini, S.; Hatzakis, A.; Chen, D.S.; Lok, A. Strategies to control hepatitis B: Public policy, epidemiology,
vaccine and drugs. J. Hepatol. 2015, 62, S76–S86. [CrossRef] [PubMed]

85. Cassidy, A.; Mossman, S.; Olivieri, A.; De Ridder, M.; Leroux-Roels, G. Hepatitis B vaccine effectiveness in
the face of global HBV genotype diversity. Expert Rev. Vaccines 2011, 10, 1709–1715. [CrossRef] [PubMed]

86. Graber-Stiehl, I. The silent epidemic killing more people than HIV, malaria or TB. Nature 2018, 564, 24–26.
[CrossRef] [PubMed]

87. Wang, H.; Men, P.; Xiao, Y.; Gao, P.; Lv, M.; Yuan, Q.; Chen, W.; Bai, S.; Wu, J. Hepatitis B infection in
the general population of China: A systematic review and meta-analysis. BMC Infect. Dis. 2019, 19, 811.
[CrossRef] [PubMed]

88. Liang, X.; Bi, S.; Yang, W.; Wang, L.; Cui, G.; Cui, F.; Zhang, Y.; Liu, J.; Gong, X.; Chen, Y.; et al. Epidemiological
serosurvey of hepatitis B in China–declining HBV prevalence due to hepatitis B vaccination. Vaccine 2009,
27, 6550–6557. [CrossRef]

89. Spradling, P.R.; Xing, J.; Williams, R.; Masunu-Faleafaga, Y.; Dulski, T.; Mahamud, A.; Drobeniuc, J.;
Teshale, E.H. Immunity to hepatitis B virus (HBV) infection two decades after implementation of universal
infant HBV vaccination: Association of detectable residual antibodies and response to a single HBV challenge
dose. Clin. Vaccine Immunol. 2013, 20, 559–561. [CrossRef]

90. Mendy, M.; Peterson, I.; Hossin, S.; Peto, T.; Jobarteh, M.L.; Jeng-Barry, A.; Sidibeh, M.; Jatta, A.; Moore, S.E.;
Hall, A.J.; et al. Observational study of vaccine efficacy 24 years after the start of hepatitis B vaccination in
two Gambian villages: No need for a booster dose. PLoS ONE 2013, 8, e58029. [CrossRef]

91. Poovorawan, Y.; Chongsrisawat, V.; Theamboonlers, A.; Leroux-Roels, G.; Crasta, P.D.; Hardt, K. Persistence
and immune memory to hepatitis B vaccine 20 years after primary vaccination of Thai infants, born to HBsAg
and HBeAg positive mothers. Hum. Vaccines Immunother. 2012, 8, 896–904. [CrossRef]

92. Coates, T.; Wilson, R.; Patrick, G.; André, F.; Watson, V. Hepatitis B vaccines: Assessment of the seroprotective
efficacy of two recombinant DNA vaccines. Clin. Ther. 2001, 23, 392–403. [CrossRef]

93. Li, Z.K.; Nie, J.J.; Li, J.; Zhuang, H. The effect of HLA on immunological response to hepatitis B vaccine in
healthy people: A meta-analysis. Vaccine 2013, 31, 4355–4361. [CrossRef]

94. Komatsu, H. Hepatitis B virus: Where do we stand and what is the next step for eradication?
World J. Gastroenterol. 2014, 20, 8998–9016.

95. Leads from the MMWR. Suboptimal response to hepatitis B vaccine given by injection into the buttock. J. Am.
Med. Assoc. 1985, 253, 1705–1707. [CrossRef]

http://dx.doi.org/10.1016/0264-410X(95)93547-M
http://dx.doi.org/10.1016/j.vaccine.2008.09.056
http://www.ncbi.nlm.nih.gov/pubmed/18848855
http://dx.doi.org/10.1038/298347a0
http://dx.doi.org/10.1001/archpedi.153.12.1279
http://dx.doi.org/10.1097/01.inf.0000130953.08946.d0
http://dx.doi.org/10.1001/jama.1988.03720030025027
http://dx.doi.org/10.1001/jama.1987.03390190075023
http://dx.doi.org/10.1016/j.jhep.2015.01.018
http://www.ncbi.nlm.nih.gov/pubmed/25920093
http://dx.doi.org/10.1586/erv.11.151
http://www.ncbi.nlm.nih.gov/pubmed/22085174
http://dx.doi.org/10.1038/d41586-018-07592-7
http://www.ncbi.nlm.nih.gov/pubmed/30518904
http://dx.doi.org/10.1186/s12879-019-4428-y
http://www.ncbi.nlm.nih.gov/pubmed/31533643
http://dx.doi.org/10.1016/j.vaccine.2009.08.048
http://dx.doi.org/10.1128/CVI.00694-12
http://dx.doi.org/10.1371/journal.pone.0058029
http://dx.doi.org/10.4161/hv.19989
http://dx.doi.org/10.1016/S0149-2918(01)80044-8
http://dx.doi.org/10.1016/j.vaccine.2013.06.108
http://dx.doi.org/10.1001/jama.253.12.1705


Vaccines 2020, 8, 456 18 of 21

96. Clemens, R.; Sänger, R.; Kruppenbacher, J.; Höbel, W.; Stanbury, W.; Bock, H.L.; Jilg, W. Booster immunization
of low- and non-responders after a standard three dose hepatitis B vaccine schedule–results of a post-marketing
surveillance. Vaccine 1997, 15, 349–352. [CrossRef]

97. Craven, D.E.; Awdeh, Z.L.; Kunches, L.M.; Yunis, E.J.; Dienstag, J.L.; Werner, B.G.; Polk, B.F.; Syndman, D.R.;
Platt, R.; Crumpacker, C.S.; et al. Nonresponsiveness to hepatitis B vaccine in health care workers. Results of
revaccination and genetic typings. Ann. Intern. Med. 1986, 105, 356–360. [CrossRef] [PubMed]

98. Lin, C.S.; Xie, S.B.; Liu, J.; Zhao, Z.X.; Chong, Y.T.; Gao, Z.L. Effect of revaccination using different schemes
among adults with low or undetectable anti-HBs titers after hepatitis B virus vaccination. Clin. Vaccine Immunol.
2010, 17, 1548–1551. [CrossRef]

99. Miyakawa, Y.; Mizokami, M. Classifying hepatitis B virus genotypes. Intervirology 2003, 46, 329–338.
[CrossRef]

100. Avazova, D.; Kurbanov, F.; Tanaka, Y.; Sugiyama, M.; Radchenko, I.; Ruziev, D.; Musabaev, E.; Mizokami, M.
Hepatitis B virus transmission pattern and vaccination efficiency in Uzbekistan. J. Med. Virol. 2008,
80, 217–224. [CrossRef]

101. Matsuura, K.; Tanaka, Y.; Hige, S.; Yamada, G.; Murawaki, Y.; Komatsu, M.; Kuramitsu, T.; Kawata, S.;
Tanaka, E.; Izumi, N.; et al. Distribution of hepatitis B virus genotypes among patients with chronic infection
in Japan shifting toward an increase of genotype A. J. Clin. Microbiol. 2009, 47, 1476–1483. [CrossRef]

102. Iwarson, S.; Tabor, E.; Thomas, H.C.; Goodall, A.; Waters, J.; Snoy, P.; Shih, J.W.; Gerety, R.J. Neutralization of
hepatitis B virus infectivity by a murine monoclonal antibody: An experimental study in the chimpanzee.
J. Med. Virol. 1985, 16, 89–96. [CrossRef]

103. Jin, A.; Ozawa, T.; Tajiri, K.; Obata, T.; Kondo, S.; Kinoshita, K.; Kadowaki, S.; Takahashi, K.; Sugiyama, T.;
Kishi, H.; et al. A rapid and efficient single-cell manipulation method for screening antigen-specific
antibody-secreting cells from human peripheral blood. Nat. Med. 2009, 15, 1088–1092. [CrossRef]

104. Tajiri, K.; Kishi, H.; Tokimitsu, Y.; Kondo, S.; Ozawa, T.; Kinoshita, K.; Jin, A.; Kadowaki, S.; Sugiyama, T.;
Muraguchi, A. Cell-microarray analysis of antigen-specific B-cells: Single cell analysis of antigen receptor
expression and specificity. Cytom. Part A J. Int. Soc. Anal. Cytol. 2007, 71, 961–967. [CrossRef] [PubMed]

105. Tokimitsu, Y.; Kishi, H.; Kondo, S.; Honda, R.; Tajiri, K.; Motoki, K.; Ozawa, T.; Kadowaki, S.; Obata, T.;
Fujiki, S.; et al. Single lymphocyte analysis with a microwell array chip. Cytom. Part A J. Int. Soc. Anal. Cytol.
2007, 71, 1003–1010. [CrossRef] [PubMed]

106. Tajiri, K.; Ozawa, T.; Jin, A.; Tokimitsu, Y.; Minemura, M.; Kishi, H.; Sugiyama, T.; Muraguchi, A. Analysis
of the epitope and neutralizing capacity of human monoclonal antibodies induced by hepatitis B vaccine.
Antivir. Res. 2010, 87, 40–49. [CrossRef] [PubMed]

107. Hamada-Tsutsumi, S.; Iio, E.; Watanabe, T.; Murakami, S.; Isogawa, M.; Iijima, S.; Inoue, T.; Matsunami, K.;
Tajiri, K.; Ozawa, T.; et al. Validation of cross-genotype neutralization by hepatitis B virus-specific monoclonal
antibodies by in vitro and in vivo infection. PLoS ONE 2015, 10, e0118062. [CrossRef] [PubMed]

108. Stramer, S.L.; Wend, U.; Candotti, D.; Foster, G.A.; Hollinger, F.B.; Dodd, R.Y.; Allain, J.P.; Gerlich, W. Nucleic
acid testing to detect HBV infection in blood donors. N. Engl. J. Med. 2011, 364, 236–247. [CrossRef]
[PubMed]

109. Kato, M.; Hamada-Tsutsumi, S.; Okuse, C.; Sakai, A.; Matsumoto, N.; Sato, M.; Sato, T.; Arito, M.;
Omoteyama, K.; Suematsu, N.; et al. Effects of vaccine-acquired polyclonal anti-HBs antibodies on the
prevention of HBV infection of non-vaccine genotypes. J. Gastroenterol. 2017, 52, 1051–1063. [CrossRef]
[PubMed]

110. Chen, H.L.; Chang, M.H.; Ni, Y.H.; Hsu, H.Y.; Lee, P.I.; Lee, C.Y.; Chen, D.S. Seroepidemiology of hepatitis B
virus infection in children: Ten years of mass vaccination in Taiwan. J. Am. Med. Assoc. 1996, 276, 906–908.
[CrossRef]

111. Chongsrisawat, V.; Yoocharoen, P.; Theamboonlers, A.; Tharmaphornpilas, P.; Warinsathien, P.;
Sinlaparatsamee, S.; Paupunwatana, S.; Chaiear, K.; Khwanjaipanich, S.; Poovorawan, Y. Hepatitis B
seroprevalence in Thailand: 12 years after hepatitis B vaccine integration into the national expanded
programme on immunization. Trop. Med. Int. Health 2006, 11, 1496–1502. [CrossRef]

112. Wichajarn, K.; Kosalaraksa, P.; Wiangnon, S. Incidence of hepatocellular carcinoma in children in Khon Kaen
before and after national hepatitis B vaccine program. Asian Pac. J. Cancer Prev. 2008, 9, 507–509.

113. Romanò, L.; Paladini, S.; Galli, C.; Raimondo, G.; Pollicino, T.; Zanetti, A.R. Hepatitis B vaccination.
Hum. Vaccines Immunother. 2015, 11, 53–57. [CrossRef]

http://dx.doi.org/10.1016/S0264-410X(96)00205-8
http://dx.doi.org/10.7326/0003-4819-105-3-356
http://www.ncbi.nlm.nih.gov/pubmed/2943202
http://dx.doi.org/10.1128/CVI.00064-10
http://dx.doi.org/10.1159/000074988
http://dx.doi.org/10.1002/jmv.21035
http://dx.doi.org/10.1128/JCM.02081-08
http://dx.doi.org/10.1002/jmv.1890160112
http://dx.doi.org/10.1038/nm.1966
http://dx.doi.org/10.1002/cyto.a.20471
http://www.ncbi.nlm.nih.gov/pubmed/17910063
http://dx.doi.org/10.1002/cyto.a.20478
http://www.ncbi.nlm.nih.gov/pubmed/17972305
http://dx.doi.org/10.1016/j.antiviral.2010.04.006
http://www.ncbi.nlm.nih.gov/pubmed/20412816
http://dx.doi.org/10.1371/journal.pone.0118062
http://www.ncbi.nlm.nih.gov/pubmed/25693196
http://dx.doi.org/10.1056/NEJMoa1007644
http://www.ncbi.nlm.nih.gov/pubmed/21247314
http://dx.doi.org/10.1007/s00535-017-1316-3
http://www.ncbi.nlm.nih.gov/pubmed/28197802
http://dx.doi.org/10.1001/jama.1996.03540110060032
http://dx.doi.org/10.1111/j.1365-3156.2006.01709.x
http://dx.doi.org/10.4161/hv.34306


Vaccines 2020, 8, 456 19 of 21

114. Qiu, X.; Schroeder, P.; Bridon, D. Identification and characterization of a C(K/R)TC motif as a common
epitope present in all subtypes of hepatitis B surface antigen. J. Immunol. 1996, 156, 3350–3356. [PubMed]

115. Carman, W.F.; Korula, J.; Wallace, L.; MacPhee, R.; Mimms, L.; Decker, R. Fulminant reactivation of
hepatitis B due to envelope protein mutant that escaped detection by monoclonal HBsAg ELISA. Lancet 1995,
345, 1406–1407. [CrossRef]

116. Wu, C.; Deng, W.; Deng, L.; Cao, L.; Qin, B.; Li, S.; Wang, Y.; Pei, R.; Yang, D.; Lu, M.; et al. Amino acid
substitutions at positions 122 and 145 of hepatitis B virus surface antigen (HBsAg) determine the antigenicity
and immunogenicity of HBsAg and influence in vivo HBsAg clearance. J. Virol. 2012, 86, 4658–4669.
[CrossRef] [PubMed]

117. Komatsu, H.; Inui, A.; Sogo, T.; Konishi, Y.; Tateno, A.; Fujisawa, T. Hepatitis B surface gene 145 mutant as a
minor population in hepatitis B virus carriers. BMC Res. Notes 2012, 5, 22. [CrossRef] [PubMed]

118. Lee, P.I.; Chang, L.Y.; Lee, C.Y.; Huang, L.M.; Chang, M.H. Detection of hepatitis B surface gene mutation in
carrier children with or without immunoprophylaxis at birth. J. Infect. Dis. 1997, 176, 427–430. [CrossRef]

119. Zanetti, A.R.; Tanzi, E.; Manzillo, G.; Maio, G.; Sbreglia, C.; Caporaso, N.; Thomas, H.; Zuckerman, A.J.
Hepatitis B variant in Europe. Lancet 1988, 2, 1132–1133. [CrossRef]

120. Carman, W.F.; Zanetti, A.R.; Karayiannis, P.; Waters, J.; Manzillo, G.; Tanzi, E.; Zuckerman, A.J.; Thomas, H.C.
Vaccine-induced escape mutant of hepatitis B virus. Lancet 1990, 336, 325–329. [CrossRef]

121. Ogata, N.; Zanetti, A.R.; Yu, M.; Miller, R.H.; Purcell, R.H. Infectivity and pathogenicity in chimpanzees of a
surface gene mutant of hepatitis B virus that emerged in a vaccinated infant. J. Infect. Dis. 1997, 175, 511–523.
[CrossRef]

122. Hsu, H.Y.; Chang, M.H.; Liaw, S.H.; Ni, Y.H.; Chen, H.L. Changes of hepatitis B surface antigen variants in
carrier children before and after universal vaccination in Taiwan. Hepatology 1999, 30, 1312–1317. [CrossRef]

123. Hsu, H.Y.; Chang, M.H.; Ni, Y.H.; Chen, H.L. Survey of hepatitis B surface variant infection in children
15 years after a nationwide vaccination programme in Taiwan. Gut 2004, 53, 1499–1503. [CrossRef]

124. Hsu, H.Y.; Chang, M.H.; Ni, Y.H.; Chiang, C.L.; Chen, H.L.; Wu, J.F.; Chen, P.J. No increase in prevalence of
hepatitis B surface antigen mutant in a population of children and adolescents who were fully covered by
universal infant immunization. J. Infect. Dis. 2010, 201, 1192–1200. [CrossRef] [PubMed]

125. Hsu, H.Y.; Chang, M.H.; Ni, Y.H.; Lin, H.H.; Wang, S.M.; Chen, D.S. Surface gene mutants of hepatitis B virus
in infants who develop acute or chronic infections despite immunoprophylaxis. Hepatology 1997, 26, 786–791.
[CrossRef] [PubMed]

126. Chen, H.L.; Lin, L.H.; Hu, F.C.; Lee, J.T.; Lin, W.T.; Yang, Y.J.; Huang, F.C.; Wu, S.F.; Chen, S.C.; Wen, W.H.; et al.
Effects of maternal screening and universal immunization to prevent mother-to-infant transmission of HBV.
Gastroenterology 2012, 142, 773–781.e2. [CrossRef] [PubMed]

127. Wen, W.H.; Chang, M.H.; Zhao, L.L.; Ni, Y.H.; Hsu, H.Y.; Wu, J.F.; Chen, P.J.; Chen, D.S.; Chen, H.L.
Mother-to-infant transmission of hepatitis B virus infection: Significance of maternal viral load and strategies
for intervention. J. Hepatol. 2013, 59, 24–30. [CrossRef]

128. Fujii, H.; Moriyama, K.; Sakamoto, N.; Kondo, T.; Yasuda, K.; Hiraizumi, Y.; Yamazaki, M.; Sakaki, Y.;
Okochi, K.; Nakajima, E. Gly145 to Arg substitution in HBs antigen of immune escape mutant of hepatitis B
virus. Biochem. Biophys. Res. Commun. 1992, 184, 1152–1157. [CrossRef]

129. Hino, K.; Okuda, M.; Hashimoto, O.; Ishiko, H.; Okazaki, M.; Fujii, K.; Hanada, H.; Okita, K.
Glycine-to-arginine substitution at codon 145 of HBsAg in two infants born to hepatitis B e antigen-positive
carrier. Dig. Dis. Sci. 1995, 40, 566–570. [CrossRef]

130. Miyake, Y.; Oda, T.; Li, R.; Sugiyama, K. A comparison of amino acid sequences of hepatitis B virus S
gene in 46 children presenting various clinical features for immunoprophylaxis. Tohoku J. Exp. Med. 1996,
180, 233–247. [CrossRef]

131. Matsumoto, T.; Nakata, K.; Hamasaki, K.; Daikokoku, M.; Nakao, K.; Yamashita, Y.; Shirahama, S.; Kato, Y.
Efficacy of immunization of high-risk infants against hepatitis B virus evaluated by polymerase chain reaction.
J. Med. Virol. 1997, 53, 255–260. [CrossRef]

132. Komatsu, H.; Inui, A.; Umetsu, S.; Tsunoda, T.; Sogo, T.; Konishi, Y.; Fujisawa, T. Evaluation of the G145R
Mutant of the Hepatitis B Virus as a Minor Strain in Mother-to-Child Transmission. PLoS ONE 2016,
11, e0165674. [CrossRef]

133. Oon, C.J.; Lim, G.K.; Ye, Z.; Goh, K.T.; Tan, K.L.; Yo, S.L.; Hopes, E.; Harrison, T.J.; Zuckerman, A.J. Molecular
epidemiology of hepatitis B virus vaccine variants in Singapore. Vaccine 1995, 13, 699–702. [CrossRef]

http://www.ncbi.nlm.nih.gov/pubmed/8617960
http://dx.doi.org/10.1016/S0140-6736(95)92599-6
http://dx.doi.org/10.1128/JVI.06353-11
http://www.ncbi.nlm.nih.gov/pubmed/22301154
http://dx.doi.org/10.1186/1756-0500-5-22
http://www.ncbi.nlm.nih.gov/pubmed/22233650
http://dx.doi.org/10.1086/514060
http://dx.doi.org/10.1016/S0140-6736(88)90541-7
http://dx.doi.org/10.1016/0140-6736(90)91874-A
http://dx.doi.org/10.1093/infdis/175.3.511
http://dx.doi.org/10.1002/hep.510300511
http://dx.doi.org/10.1136/gut.2003.034223
http://dx.doi.org/10.1086/651378
http://www.ncbi.nlm.nih.gov/pubmed/20210630
http://dx.doi.org/10.1002/hep.510260336
http://www.ncbi.nlm.nih.gov/pubmed/9303514
http://dx.doi.org/10.1053/j.gastro.2011.12.035
http://www.ncbi.nlm.nih.gov/pubmed/22198276
http://dx.doi.org/10.1016/j.jhep.2013.02.015
http://dx.doi.org/10.1016/S0006-291X(05)80003-8
http://dx.doi.org/10.1007/BF02064370
http://dx.doi.org/10.1620/tjem.180.233
http://dx.doi.org/10.1002/(SICI)1096-9071(199711)53:3&lt;255::AID-JMV13&gt;3.0.CO;2-G
http://dx.doi.org/10.1371/journal.pone.0165674
http://dx.doi.org/10.1016/0264-410X(94)00080-7


Vaccines 2020, 8, 456 20 of 21

134. Ngui, S.L.; O’Connell, S.; Eglin, R.P.; Heptonstall, J.; Teo, C.G. Low detection rate and maternal provenance
of hepatitis B virus S gene mutants in cases of failed postnatal immunoprophylaxis in England and Wales.
J. Infect. Dis. 1997, 176, 1360–1365. [CrossRef] [PubMed]

135. He, J.W.; Lu, Q.; Zhu, Q.R.; Duan, S.C.; Wen, Y.M. Mutations in the ‘a’ determinant of hepatitis B surface
antigen among Chinese infants receiving active postexposure hepatitis B immunization. Vaccine 1998,
16, 170–173. [CrossRef]

136. Yan, B.; Lv, J.; Feng, Y.; Liu, J.; Ji, F.; Xu, A.; Zhang, L. Temporal trend of hepatitis B surface mutations in
the post-immunization period: 9 years of surveillance (2005–2013) in eastern China. Sci. Rep. 2017, 7, 1–8.
[CrossRef] [PubMed]

137. Basuni, A.A.; Butterworth, L.; Cooksley, G.; Locarnini, S.; Carman, W.F. Prevalence of HBsAg mutants
and impact of hepatitis B infant immunisation in four Pacific Island countries. Vaccine 2004, 22, 2791–2799.
[CrossRef] [PubMed]

138. Purwono, P.B.; Amin, M.; Bramanthi, R.; Resi, E.M.; Wahyuni, R.M.; Yano, Y.; Hotta, H.; Hayashi, Y.;
Utsumi, T.; Lusida, M.I. Hepatitis B Virus Infection in Indonesia 15 Years After Adoption of a Universal
Infant Vaccination Program: Possible Impacts of Low Birth Dose Coverage and a Vaccine-Escape Mutant.
Am. J. Trop. Med. Hyg. 2016, 95, 674–679. [CrossRef]

139. Nainan, O.V.; Khristova, M.L.; Byun, K.; Xia, G.; Taylor, P.E.; Stevens, C.E.; Margolis, H.S. Genetic variation of
hepatitis B surface antigen coding region among infants with chronic hepatitis B virus infection. J. Med. Virol.
2002, 68, 319–327. [CrossRef]

140. Bian, T.; Yan, H.; Shen, L.; Wang, F.; Zhang, S.; Cao, Y.; Zhang, S.; Zhang, Y.; Bi, S. Change in hepatitis B virus
large surface antigen variant prevalence 13 years after implementation of a universal vaccination program
in China. J. Virol. 2013, 87, 12196–12206. [CrossRef]

141. Jilg, W.; Norder, H.; Kane, M.; Van Damme, P.; Vorsters, A. Reduced prevalence of HBsAg variants following
a successful immunization program in China. J. Virol. 2014, 88, 4605–4606. [CrossRef]

142. Locarnini, S.; Shouval, D. Commonly found variations/mutations in the HBsAg of hepatitis B virus in the
context of effective immunization programs: Questionable clinical and public health significance. J. Virol.
2014, 88, 6532. [CrossRef]

143. Kalinina, T.; Iwanski, A.; Will, H.; Sterneck, M. Deficiency in virion secretion and decreased stability of the
hepatitis B virus immune escape mutant G145R. Hepatology 2003, 38, 1274–1281. [CrossRef]

144. Mele, A.; Tancredi, F.; Romanò, L.; Giuseppone, A.; Colucci, M.; Sangiuolo, A.; Lecce, R.; Adamo, B.;
Tosti, M.E.; Taliani, G.; et al. Effectiveness of hepatitis B vaccination in babies born to hepatitis B surface
antigen-positive mothers in Italy. J. Infect. Dis. 2001, 184, 905–908. [CrossRef] [PubMed]

145. West, D.J.; Calandra, G.B. Vaccine induced immunologic memory for hepatitis B surface antigen: Implications
for policy on booster vaccination. Vaccine 1996, 14, 1019–1027. [CrossRef]

146. Lu, C.Y.; Ni, Y.H.; Chiang, B.L.; Chen, P.J.; Chang, M.H.; Chang, L.Y.; Su, I.J.; Kuo, H.S.; Huang, L.M.;
Chen, D.S.; et al. Humoral and cellular immune responses to a hepatitis B vaccine booster 15–18 years after
neonatal immunization. J. Infect. Dis. 2008, 197, 1419–1426. [CrossRef]

147. Wu, T.W.; Lin, H.H.; Wang, L.Y. Chronic hepatitis B infection in adolescents who received primary infantile
vaccination. Hepatology 2013, 57, 37–45. [CrossRef] [PubMed]

148. Chen, D.S. Long-term protection of hepatitis B vaccine: Lessons from Alaskan experience after 15 years.
Ann. Intern. Med. 2005, 142, 384–385. [CrossRef]

149. Edmunds, W.J.; Medley, G.F.; Nokes, D.J.; Hall, A.J.; Whittle, H.C. The influence of age on the development
of the hepatitis B carrier state. Proc. Biol. Sci. 1993, 253, 197–201. [PubMed]

150. European Consensus Group on Hepatitis B Immunity. Are booster immunisations needed for lifelong
hepatitis B immunity? Lancet 2000, 355, 561–565. [CrossRef]

151. Chaves, S.S.; Fischer, G.; Groeger, J.; Patel, P.R.; Thompson, N.D.; Teshale, E.H.; Stevenson, K.; Yano, V.M.;
Armstrong, G.L.; Samandari, T.; et al. Persistence of long-term immunity to hepatitis B among adolescents
immunized at birth. Vaccine 2012, 30, 1644–1649. [CrossRef]

152. Tajiri, K.; Shimizu, Y. Unsolved problems and future perspectives of hepatitis B virus vaccination.
World J. Gastroenterol. 2015, 21, 7074–7083. [CrossRef]

153. Hahné, S.; van Houdt, R.; Koedijk, F.; van Ballegooijen, M.; Cremer, J.; Bruisten, S.; Coutinho, R.; Boot, H.
Selective hepatitis B virus vaccination has reduced hepatitis B virus transmission in the Netherlands.
PLoS ONE 2013, 8, e67866. [CrossRef]

http://dx.doi.org/10.1086/514133
http://www.ncbi.nlm.nih.gov/pubmed/9359739
http://dx.doi.org/10.1016/S0264-410X(97)00182-5
http://dx.doi.org/10.1038/s41598-017-07085-z
http://www.ncbi.nlm.nih.gov/pubmed/28751727
http://dx.doi.org/10.1016/j.vaccine.2004.01.046
http://www.ncbi.nlm.nih.gov/pubmed/15246613
http://dx.doi.org/10.4269/ajtmh.15-0121
http://dx.doi.org/10.1002/jmv.10206
http://dx.doi.org/10.1128/JVI.02127-13
http://dx.doi.org/10.1128/JVI.03654-13
http://dx.doi.org/10.1128/JVI.00234-14
http://dx.doi.org/10.1053/jhep.2003.50484
http://dx.doi.org/10.1086/323396
http://www.ncbi.nlm.nih.gov/pubmed/11509998
http://dx.doi.org/10.1016/0264-410X(96)00062-X
http://dx.doi.org/10.1086/587695
http://dx.doi.org/10.1002/hep.25988
http://www.ncbi.nlm.nih.gov/pubmed/22858989
http://dx.doi.org/10.7326/0003-4819-142-5-200503010-00014
http://www.ncbi.nlm.nih.gov/pubmed/8397416
http://dx.doi.org/10.1016/S0140-6736(99)07239-6
http://dx.doi.org/10.1016/j.vaccine.2011.12.106
http://dx.doi.org/10.3748/wjg.v21.i23.7074
http://dx.doi.org/10.1371/journal.pone.0067866


Vaccines 2020, 8, 456 21 of 21

154. Liao, X.; Liang, Z. Strategy vaccination against Hepatitis B in China. Hum. Vaccines Immunother. 2015,
11, 1534–1539. [CrossRef] [PubMed]

155. Shi, Z.; Li, X.; Ma, L.; Yang, Y. Hepatitis B immunoglobulin injection in pregnancy to interrupt hepatitis
B virus mother-to-child transmission-a meta-analysis. Int. J. Infect. Dis. 2010, 14, e622–e634. [CrossRef]
[PubMed]

156. Xu, L.; Wei, Y.; Chen, T.; Lu, J.; Zhu, C.L.; Ni, Z.; Huang, F.; Du, J.; Sun, Z.; Qu, C. Occult HBV infection
in anti-HBs-positive young adults after neonatal HB vaccination. Vaccine 2010, 28, 5986–5992. [CrossRef]
[PubMed]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.4161/21645515.2014.980206
http://www.ncbi.nlm.nih.gov/pubmed/25881006
http://dx.doi.org/10.1016/j.ijid.2009.09.008
http://www.ncbi.nlm.nih.gov/pubmed/20106694
http://dx.doi.org/10.1016/j.vaccine.2010.06.106
http://www.ncbi.nlm.nih.gov/pubmed/20637763
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	HBV Serotypes and Genotypes 
	Geographical Characteristics of HBV Genotype Distribution 
	Clinical Features Related to Differences in Genotype 
	Major Biological Features Related to Differences in Genotype 

	Transmission and Protection 
	Transmission 
	Protection 

	The Features and Effects of HB Vaccination 
	The Features of HB Vaccines 
	The Effects of HB Vaccination 

	Induction of Cross-Genotype Protection by HB Vaccination 
	Prevention of Genotype A Strain Infection and Vaccine Escape Mutant Infection by Genotype C-Derived HB Vaccines In Vitro and In Vivo 
	Prevention of Genotype C HBV Infection with a Genotype A-Derived Vaccine, and Genotype A HBV Infection with a Genotype C-Derived Vaccine In Vitro 

	Vaccine Escape Mutants 
	The HBsAg “a” Determinant 
	S-Gene Mutants 

	The Requirement for Booster Vaccination 
	Discussion 
	References

