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Abstract
The discovery of hepatitis C has been a landmark in public health as it brought 
the opportunity to save millions of lives through the diagnosis, prevention and 
cure of the disease. The combined work of three researchers, Alter H, Houghton 
M and Rice C, which set the basis for the diagnosis, treatment and prevention of 
hepatitis C apart from laying the ground work for a new approach to study 
infections in general and developing new antiviral agents. This is a story of a 
transfusion-associated infection. A series of clinical studies demonstrated the 
existence of an infectious agent associated with hepatitis. That was followed by 
the identification of what was later known to be the hepatitis C virus (HCV) and 
the development of diagnostic tests. It all preceded the full molecular identi-
fication and demonstration of a causal effect. Finally it ended up with the 
development and discovery of a new class of therapeutic drugs, the direct acting 
antivirals, which are now used not only to cure the disease but most probably, to 
eliminate the problem. This work started with Dr Alter H who demonstrated that 
a new virus was responsible for the majority of post-transfusion hepatitis 
followed by Houghton M who cloned the virus and developed the blood test to 
identify those cases that carried the virus. Finally, the work of Rice C 
demonstrated that a cloned HCV produced after applying molecular biology 
techniques could cause long-standing infection and cause the same disease as the 
one observed in humans.
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Core Tip: The discovery of hepatitis C has been a landmark in public health as it brought the opportunity to 
save millions of lives through the diagnosis, prevention and cure of a disease that was perhaps noticed 
5000 years ago. It was through the combined work of three researchers, Alter H, Houghton M and Rice C, 
which set the basis for the diagnosis, treatment and prevention of hepatitis C apart from laying the ground 
work for a new approach to study infections in general and developing new antiviral agents.
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INTRODUCTION
“The methodological studies of transfusion-associated hepatitis by Harvey J. Alter demonstrated that an unknown 
virus was a common cause of chronic hepatitis. Michael Houghton used an untested strategy to isolate the genome 
of the new virus that was named Hepatitis C virus. Charles M. Rice provided the final evidence showing that 
Hepatitis C virus alone could cause hepatitis.” Nobel Prize assembly, 2020[1].

THE DISCOVERY OF HEPATITIS C VIRUS WAS A LANDMARK IN PUBLIC HEALTH 
The prolonged campaign to discover and treat the various causes of viral hepatitis is a major medical 
success story as it brought about the opportunity to save thousands of lives through the diagnosis, 
prevention and cure of the disease, sparing lives that would be lost to chronic hepatitis C and its 
complications. It was through the combined work of three researchers starting with Dr Alter H working 
at National Institutes of Health (NIH) who demonstrated that a new virus was responsible for the 
majority of post-transfusion hepatitis. That was followed by Houghton M who cloned the virus and 
developed the blood test to identify those cases that carried the virus. And finally, Rice C demonstrated 
that a cloned hepatitis C virus (HCV), produced after applying molecular biology techniques (a virion), 
could cause long-standing infection and cause the same disease as the one observed in humans[2]. These 
scientific breakthroughs enabled the World Health Organization (WHO) to set the, once unthinkable, 
goal for HCV elimination by 2030[3]. The implications of this work are not limited to hepatitis C as the 
new diagnostic techniques and methods of drug development may be applicable to other viral 
pathogens. Furthermore, the complete new approach to treatment based on the study and new 
knowledge of the HCV genetics and lifecycle together with the molecular biology approach attacking 
many targets directly (in the HCV lifecycle) i.e., protease inhibitors, polymerase inhibitors and NS5A 
inhibitors[4-6], the former being the most successful prodrug developed and currently used in the WHO 
policy for world elimination of hepatitis C aimed at either[6,7], virion processing, RNA replication and 
virion assembly in the liver cell[6,8].

For those of us who grew up in the hepatology field when non-A non-B hepatitis (what a strange 
name!) was a common topic of discussion in the clinic and the laboratory, the award of the Nobel prize 
for the discovery of HCV in 2020 marked a fitting end to a long saga. This is the second Nobel prize 
awarded to investigators in viral hepatitis recognizing the major advances in this field of clinical and 
laboratory research [the first Nobel prize was awarded to Blumberg B in 1976 for the discovery of 
hepatitis B virus (HBV)][9]. Initially viral hepatitis was regarded as an epidemic disease which was a 
major problem in congregated settings such as residential schools and military establishments. It 
became a major issue in time of war when epidemics reduced the effectiveness of armies in the field. 
Much important early research was funded by the military. Only later did it become apparent that 
chronic viral hepatitis could lead to cirrhosis and hepatocellular carcinoma (HCC). Many millions of 
people were infected making it one of the leading causes of morbidity and mortality in some parts of the 
world. In the early 2000’s it was estimated that chronic viral hepatitis was responsible for over one 
million deaths annually[10]. The development of vaccines for hepatitis B and effective anti-viral therapy 
for hepatitis B and C have been dramatically effective and offer the prospect of banishing these diseases 
to the sidelines of human history.
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BRIEF HISTORY OF HEPATITIS
The hepatitis problem was perhaps noticed 5000 years ago when epidemics of jaundice were attributed 
to a devil called “Ahhazu” by the Sumerians[11] and many years later were described by Hippocrates in 
the 5th century BC in his book “Epidemics”. They were particular noted in armies during time of war, 
hence the term “campaign jaundice”. The cause of jaundice was not understood and up till the out-
break of the second world war many clinicians accepted Virchow’s theory that a mucous plug at the 
mouth of the common bile duct caused “catarrhal jaundice”[12]. The large number of hepatitis cases and 
the impact it had on battle readiness acted as a major stimulus to understanding hepatitis. Most of the 
subsequent advances in knowledge were described in the British and American literature. Up until D-
day in 1944 the British army was mainly engaged in fighting in the Mediterranean theatre. Hepatitis, 
with malaria and venereal disease were the three most important medical conditions afflicting the 
troops there[13]. On the other side of the Atlantic ocean, 28585 United States servicemen developed 
jaundice after receiving the yellow fever vaccine[14]. Clinical, epidemiological and transmission studies 
established that there were two distinct forms of hepatitis, characterized as infectious or serum hepatitis. 
Infectious hepatitis was transmitted by the fecal-oral route whereas serum hepatitis was transmitted by 
injection or blood products[15].

Stokes and Neff of the United States Army Medical Corps had been using concentrated gamma 
globulin to prevent or attenuate measles infection. Despite several thousand treatments they recorded 
no cases of hepatitis[16]. They reasoned that there may be neutralizing antibodies in gamma globulin 
prepared from large pools of adult plasma and suggested that gamma globulin could be useful in the 
treatment of viral hepatitis. The hypothesis was tested when there was a large epidemic of hepatitis in a 
summer camp for boys and girls in September 1944. There was sufficient gamma globulin to treat 45 
children, who were compared to 246 controls. Hepatitis was subsequently documented in 16% (7/45) 
treated compared to (70%) 172/246 controls. None of those treated developed clinical jaundice thus 
demonstrating that gamma globulin could prevent or attenuate infectious hepatitis[17]. Many of the 
subsequent transmission studies on viral hepatitis of questionable procedures were performed in the 
Willowbrook State School in New York for children with mental disorders which had a major problem 
with endemic infectious hepatitis[15]. The investigators clearly demonstrated two types of hepatitis, 
with different incubation periods and no cross-immunity, subsequently proven to be hepatitis A and 
hepatitis B. The ethics of that program have since been questioned[18].

The problem of hepatitis continued up until modern times when many cases of un-explained jaundice 
continued to puzzle clinicians until some 51 years ago when Holland, Schmidt, Purcell, Walsh and Alter 
began to study what was called “Transfusion-associated hepatitis” in 1969[19]. It would take some 20 
years more until the infectious agent, HCV, was discovered[20]. Those of us who grew up in the 
hepatology field when non-A non-B hepatitis was a common topic for discussion in clinical meetings 
and on the wards remember the cases of unexplained post-transfusion hepatitis. In addition there were 
many cases of “nosocomial” hepatitis[21] and cryptogenic hepatitis and a lack of diagnostic tests. The 
journey to unravel this problem took another 39 years, 14 years from the identification of non-A non-B 
hepatitis to the discovery of the HCV and 25 years from the discovery of HCV in 1989 to the approval of 
one of the most prescribed direct acting antiviral agents (DAA) Sofosbuvir in 2013 for the treatment of 
hepatitis C[22]. In all, those 39 years don’t seem too bad now when we look at the progress made from 
those early clinical and epidemiologic studies by Alter and others up to the incredibly creative and 
imaginative pharmacological approach to therapy involving the design of DAA that inhibit HCV 
infection by blocking viral assembly and replication at the present time[22].

Currently, it is estimated, that there are more than 71 million people around the world infected with 
HCV. Complications of end-stage liver disease due to hepatitis C make it one of the world’s most 
important causes of death with 400000 cases a year[23]. It is well-known that HCV can cause chronic 
hepatitis C, a silent but progressive condition which may progress to cirrhosis and HCC over decades. 
Hepatitis C is transmitted by the parenteral route. As blood products for transfusion have become 
increasingly safe due to effective viral testing, the main route of transmission in most countries is 
through intravenous drug use. Eradication of hepatitis C requires effective harm reduction strategies for 
intravenous drug use in addition to antiviral therapy[7,20].

Interest in this problem (now known as hepatitis C) was renewed almost 70 years ago when there was 
a high incidence of chronic hepatitis after blood transfusions or use of blood products. At that time it 
was impossible to know who of the donors carried the disease. In 1960, Alter[24] started his search for 
the “source” of post-transfusion hepatitis having previously worked with Blumberg B with whom he 
had observed a “precipitin line … that stained intensely red” in a reaction between blood from a patient 
with hemophilia and blood from an Australian aborigine which they called initially the “Australia 
antigen”. That was later identified as the surface protein of the HBV (HBsAg). Blumberg continued his 
research on the Australia antigen to establish the link with HBV for which he won the Nobel prize in 
Medicine in 1976[11]. In his studies, Alter[19] found that even if hepatitis B contaminated blood was 
excluded from use most post-transfusional hepatitis remained. He tested the blood supplies for the 
presence of suspected known viruses and followed up patients who developed hepatitis after receiving 
a blood transfusion and found that an incredible high number of cases could not be explained. Alter[19] 
and other researchers suspected there was another infectious agent. In 1978, Alter[24] demonstrated that 
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plasma from those patients with post-transfusion hepatitis could infect chimpanzees who developed 
clinical and laboratory signs of hepatitis suggesting that the cause of that liver inflammation was 
infectious. Further studies by Alter[24] showed that the causative agent had characteristics of a virus. 
The next goal was the search for the virus which took lots of effort and time i.e., years! Nevertheless 
Alter[19] had learnt from Blumberg to work with tenacity and perseverance to carry on with his work. 
Robert Purcell and Steve Feinstone at the NIH[19] and Alfred Prince in New York noted that most cases 
of post-transfusion hepatitis were HBsAg negative and hepatitis A virus negative[11]. At that time they 
started calling it non-A non-B hepatitis (NANBH)[11]. Another important step was the observation that 
infectivity titers in chimps studied by Purcell were almost identical to the genomic titers in a patient 
with severe acute NANBH studied by Alter[19]. Alter[19] worked with the assumption that genetic 
material would be present in pools of DNA sequences isolated from those animals infected with 
hepatitis, and on the other hand that serum from humans with this form of hepatitis would have 
specific antibodies against that virus that would bind to some proteins or viral particles and could then 
be used to identify those samples with the virus. Together with Purcell he attempted every serological 
approach known at the time to identify the virus without success.

In 1989, Houghton[25] at Chiron Laboratories in California (now part of Novartis) tried a combination 
of molecular biology and immunology methods. They extracted nucleic acid from plasma and cloned it 
in an expression vector (GT11) creating a phage expression library. This technique enabled them to 
identify the first epitope characteristic of the HCV envelope in 1989[11]. They later named it HCV. 
Houghton rapidly came up with the idea of developing immunoassays to detect antibodies to protein 
products of those clones establishing a blood test for HCV which he evaluated using Alter’s blood 
samples’ collection at NIH[26]. They correctly identified all samples which were thought to be infected 
with the virus as well as all negative controls. This was a major milestone for medicine and public 
health. It allowed blood banks to screen all blood supplies resulting in an immediate and dramatic drop 
in the incidence of post-transfusion hepatitis.

At this point there was another crucial question, that is whether this virus could reproduce infection 
if inoculated into an experimental model, hence probing that the now called HCV was the causative 
agent of the formerly known NANBH. Rice C a researcher at the University of Washington who had 
been working with molecular virology of Flavivirus[22] focused on dissecting HCV gene expression 
using blood from infected chimpanzees to introduce DNA fragments into bacteria to express individual 
protein fragments. Those products were then screened with the antiviral antibodies until they could 
isolate one positive clone. The positive clone encoded a sequence that was very similar to sequences of 
the virus family of flaviviruses. Next, Rice started investigating what was needed for the molecularly 
cloned HCV to be reproduced in vitro. In 1996, he and his group identified the conserved 3’-terminal 
region of the HCV genomic RNA which was previously unknown[27], and was crucial for recovery of 
infectious HCV cDNA clones. However, initially they could not produce infection when injected into 
the liver of animals speculating that there could be some inactivating random mutations in the genome 
produced during the replication of the virus[28]. That meant that some individual clones may be 
defective. He sequenced many clones and compared them with each other and found that some of these 
clones contained potentially inactivating mutations which he thought could be removed with genetic 
engineering[29]. He later combined that repaired viral genome with the 3’-end of the genomic RNA 
hoping he would obtain a functional virus. When he injected this genome into the liver of chimpanzees 
clinical signs of hepatitis ensued and there was virus present in the blood producing now the evidence 
that the clone of the HCV could produce the disease associated with hepatitis infection[22,30]. That was 
a very important advance because the development of HCV replicons provided a live HCV system in 
the laboratory where viral replication, pathogenesis and evolution in culture could be studied in a 
viable in vitro replication system[22]. Later on newer constructs were obtained with higher replicative 
ability in vitro[22]. This was another milestone. Within 1 year of the cloning of HCV the nucleotide 
sequence of the entire viral genome was determined and the agent was characterized as a single-
stranded positive-sense RNA virus of about 9600 nucleotides in length[2,31]. The advent of functional 
replicons also enabled the assay development for antiviral drug development which made the search for 
effective anti-viral drugs much easier[22]. Another collaborator of Rice, Ralf Bartenschlager, a molecular 
biologist who had previously worked with HBV, successfully replicated HCV genomic RNA in a human 
hepatoma cell line Huh7[32]. Confirmatory reports from various groups worldwide all corroborated 
that replicons were robust in vitro replication (subgenomic HCV replication system) systems that set the 
basis for production of infectious virus particles in cell cultures[22,32]. That improved the HCV RNA 
replicon system model was used in collaboration with Michael Sofia to design the new DAA[22]. One of 
those developed, DAA PSI-7797 (Sofosbuvir), had a very effective antiviral effect with broader genotype 
coverage and fewer side effects on a shorter duration treatment[11,22]. This prodrug enters the 
hepatocyte readily where it is metabolized to produce a triphosphate derivative which is a potent viral 
replication inhibitor[20,22]. It has just recently been announced that it can cure up to 95% of patients 
infected with HCV[33]. Different prodrugs were tested in genotype-specific cell lines that have been 
used in preclinical studies to select and validate novel targets for HCV. Those included NS3-4A protease 
inhibitors, nucleoside analogue viral polymerase inhibitors, non-nucleoside inhibitors of the viral RNA 
polymerase, NS5A inhibitors, host targeted agents (HTA), cyclophilin inhibitors and a cellular miRNA 
antagonist[4]. The discovery of over 30 new DAAs and HTAs revolutionized the treatment of chronic 
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HCV[8]. The swift development of interferon-free protocols using DAA monotherapy or the combined 
administration of two or three DAAs or HTAs, administered for 8-12 and up to 24 wk, led to sustained 
virological response (SVR) rates between 90% and 100%[8,33,34].

With the widespread use of DAAs many countries are now reporting a reduction in mortality 
associated with chronic hepatitis C and it’s complications such as liver cirrhosis and HCC[3]. A strategy 
of “treatment as prevention” has been proposed with the aim of reducing the population prevalence, 
interrupting the chain of viral transmission and ultimately leading to elimination of HCV infection[11,
20], although patients with HCV infection with cirrhosis or decompensated liver disease present special 
challenges such as post-SVR complications including HCV reinfection, HCC risk, residual HCC which 
should be addressed by early detection and treatment, combination and multiple DAA therapy 
avoiding the use of protease inhibitors and risk reduction counseling[7,34]. As epidemiologists, 
infectious diseases and liver specialists analyze the natural history, epidemiology and public health 
figures, world experts have proposed a rationale towards hepatitis C elimination based on infection 
control and disease elimination and eradication[7,20].

ELIMINATION OF HEPATITIS C
Viral hepatitis is a global health burden affecting 325 million people globally of which 71 million have 
hepatitis C with 1.5 million infections occurring per year and 542316 global HCV related deaths[3,20]. In 
2016, the WHO set the Global health sector strategy for viral hepatitis proposing to eliminate viral 
hepatitis as a public health problem by 2030[3]. That is a 90% reduction in incidence and a 65% 
reduction in mortality by 2030 and a new guidance was released in June 2021[35]. These targets are 
achievable with the tools now at our disposal as demonstrated for hepatitis B in Taiwan[36] and 
hepatitis C in Egypt[37]. The main global strategies are to increase HCV testing, improve clinical 
education of providers, utilize simple models for HCV care and provide universal access to antiviral 
treatment at affordable cost. While there have been technical, geographic and policy limitations such as 
limited funding, lack of transparency and high in-country process, fragmented procurement, HCV 
diagnostics inefficiencies[3] and most recently the severe acute respiratory syndrome coronavirus 2 
pandemic to mention a few there have been many examples around the globe showing that the goals 
are feasible[35]. In Egypt the cost of hepatitis C antiviral therapy fell from $1650 to $85 United States 
dollars between 2015 and 2018. A nationwide screening and treatment program identified 1.15 million 
infected individuals. By September 2019 over 1.05 million had commenced treatment with sustained 
virological clearance rates of 98.8%[37]. In spite of those challenges mentioned above, the future of 
mankind looks promising as millions of people will have the chance of a life free of hepatitis virus.

CONCLUSION
We have summarized the contributions of several groups of medical researchers starting with Dr Alter 
H who demonstrated that a new virus was responsible for the majority of post-transfusion hepatitis 
followed by Houghton M who cloned the virus and developed the blood test to identify those cases that 
carried the virus. That was continued with the work of Rice C that demonstrated that a cloned HCV 
produced after applying molecular biology techniques could produce long-standing infection and cause 
the same disease in animals as the one observed in humans[2] (Figure 1). That is a milestone not only in 
the diagnosis, treatment and prevention of hepatitis C, but in the approach to study infections in general 
apart from contributing to the understanding of the role genetic and environmental factors play in the 
development of this infection. In all, that set the basis for the production of new antivirals which are 
central for hepatitis C control and elimination. Of note, the cloning of HCV in 1989 was a remarkable 
accomplishment that has not only saved a large number of human lives but also demonstrated the 
power of molecular biology in unearthing new infectious agents. The discovery of HCV, the first virus 
ever discovered by molecular cloning technology, with its accompanying development of new method-
ologies such as new generation sequencing and new generation diagnostic automated systems[38], is 
also a landmark in public health. The discovery of HCV provides the opportunity to save thousands of 
lives through prevention and now, cure of the disease, which would otherwise be lost to chronic 
hepatitis C and its complications.
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Figure 1 Timeline of the events leading and following the discovery of the hepatitis C virus. DAAs: Direct-acting antivirals; HCV: Hepatitis C virus; 
WHO: World Health Organization.
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