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system stability and protects against mitochondrial dysfunction in an
experimental model of Parkinson’s disease
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Background: Parkinson’s disease (PD) is the second most common neurodegenerative disease after Alzheimer’s dementia.
Mitochondrial dysfunction is involved in the pathology of PD. Coiled-coil-helix-coiled-coil-helix domain-containing 2 (CHCHD2)
was identified as associated with autosomal dominant PD. However, the mechanism of CHCHD2 in PD remains unclear.
Methods: Short hairpin RNA (ShRNA)-mediated CHCHD2 knockdown or lentivirus-mediated CHCHD2 overexpression was
performed to investigate the impact of CHCHD2 on mitochondrial morphology and function in neuronal tumor cell lines
represented with human neuroblastoma (SHSY5Y) and HeLa cells. Blue-native polyacrylamide gel electrophoresis (PAGE) and
two-dimensional sodium dodecyl sulfate-PAGE analysis were used to illustrate the role of CHCHD2 in mitochondrial contact site
and cristae organizing system (MICOS). Co-immunoprecipitation and immunoblotting were used to address the interaction
between CHCHD2 andMic10. Serotype injection of adeno-associated vector-mediated CHCHD2 and 1-methyl-4-phenyl-1,2,3,6-
tetrahydropyridine (MPTP) administration were used to examine the influence of CHCHD2 in vivo.
Results: We found that the overexpression of CHCHD2 can protect against methyl-4-phenylpyridinium (MPP+)-induced
mitochondrial dysfunction and inhibit the loss of dopaminergic neurons in the MPTP-induced mouse model. Furthermore, we
identified that CHCHD2 interacted with Mic10, and overexpression of CHCHD2 can protect against MPP+-induced MICOS
impairment, while knockdown of CHCHD2 impaired the stability of MICOS.
Conclusion: This study indicated that CHCHD2 could interact with Mic10 and maintain the stability of the MICOS complex,
which contributes to protecting mitochondrial function in PD.
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Background

Parkinson’s disease (PD) is the second most common
neurodegenerative disorder in the central nervous system.
About 2%of the population above the age of 60 is affected
by the disease worldwide.[1,2] To date, however, there are
no disease-modifying therapies that directly target the
underlying disease mechanisms or halt the progression of
the disease. Hence, elucidation of the molecular mecha-
nisms underlying the pathogenesis of PD represents the
most fundamental basis for the development of disease-
modifying therapies.[3] Several theories have been sug-
gested for the pathogenesis of PD, of which mitochondrial
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dysfunction plays a pivotal role in both sporadic and
familial forms of PD.[4,5]

Coiled-coil-helix-coiled-coil-helix domain-containing 2
(CHCHD2) is a mitochondria-localized protein encoded
by the CHCHD2 gene. This protein belongs to the coiled-
coil-helix-coiled-coil-helix domain (CHCHD) protein
family, which contains twin cysteine-x9-cysteine motifs.
These motifs are characterized primarily by four cysteine
residues spaced ten amino acids apart from one another
(cysteine-x9-cysteine motif),[6] In 2015, Funayama et al[7]

have identified that CHCHD2 mutations might be a cause
of autosomal dominant PD. Previous studies have
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suggested that CHCHD2 influences complex I and
complex IV mitochondrial biogenesis and stability,
mitochondrial cristae structure, and the regulation of
apoptosis.[8-10] However, the mechanisms of CHCHD2
underlying PD are still obscure.

Mitochondrial cristae are the main site of oxidative
phosphorylation and their structural integrity is crucial for
mitochondrial normal functions.[11] Physiologically, cris-
tae biogenesis and maintenance depend on the mitochon-
drial contact site and cristae organizing system (MICOS),
which plays a crucial role in the formation of crista
junctions (CJs) and oligomers of the F1Fo-adenosine
triphosphate (ATP) synthase and the generation of cristae
rims and tubules.[12] In Saccharomyces cerevisiae
(S. cerevisiae), the MICOS is composed of six subunits:
Mic10, Mic12, Mic19, Mic26, Mic28, and Mic60. In
mammalian systems, nine subunits (Mic60/Mitofilin,
Mic10/MINOS1, Mic19/CHCHD3, Mic25/CHCHD6,
Mic26/Apoo, Mic27/Apool, Mic19/QIL1, Mic14/
CHCHD10, and DnaJC11) have been described, and
the interactions among them are much more compli-
cated.[13-19] Mic10 and Mic60 are the two most
functionally important components of MICOS both in
S. cerevisiae and mammalian systems.[20,21] Deletion of
any component of the MICOS complex can lead to
dysfunction in the formation of CJs and a loss of
cristae.[12,22]

In the present study, we aim to address the role of
CHCHD2 in the regulation of mitochondrial function in
an experimental model of PD. And we testified that
CHCHD2 can interact with Mic10 and protect against
MICOS impairment in PD model. Taken together, our
findings suggest that CHCHD2 can protect mitochondrial
function by maintaining the MICOS complex in PD.
Methods

Ethics approval

All experimental procedures involving animals were
reviewed and approved by the Institutional Animal Ethics
Committee of The First Affiliated Hospital of Guangzhou
Medical University, Guangzhou, China (No. 202059).
Antibodies and reagents

Anti-Flag was purchased from Sigma Aldrich (F1804,
Sigma Aldrich, Saint Louis, MO, USA). Voltage-depen-
dent anion channel (VDAC) (D73D12) antibody was
purchased from Cell Signaling Technology (Danvers, MA,
USA). Antibodies against Mic60 (ab137057), Mic10
(ab84969), CHCHD3 (ab224565), translocase of the
outer membrane 20 (Tom20) (ab56783), heat shock
protein 60 (Hsp60) (ab46798), glyceraldehydes-3-phos-
phate dehydrogenase (ab181602), b-actin (ab8226), and
tyrosine hydroxylase (TH) (ab112) were from Abcam
(Cambridge, UK). The anti-mouse and anti-rabbit sec-
ondary antibodies (1:1000) were purchased from Cell
Signaling Technology. MitoTracker Deep Red was
obtained from Life Technologies (Carlsbad, CA, USA)
(M22426). 1-methyl-4-phenyl-1,2,3,6-tetrahydropyri-
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dine (MPTP) hydrochloride and methyl-4-phenylpyridi-
nium (MPP+) were purchased from Santa Cruz Biotech-
nology (Dallas, TX, USA).
Cell culture and animal husbandry

HeLa and neuronal tumor cell lines represented with
human neuroblastoma (SHSY5Y) cells were cultured
using Dulbecco’s modified Eagle’s medium supplemented
with 10% fetal bovine serum (Gibco, Waltham, MA,
USA), 1% penicillin and streptomycin (Gibco), and
maintained in a 5% CO2 incubator at 37°C. A total of
24 adult male C57BL6 mice at 7 to 8 weeks of age and 21
to 23 g in weight were used. All animals were housed with
food and water provided ad libitum under a 12:12 light-
dark cycle (from 7:00 to 19:00 as light time) with
controlled temperature (20–26°C) and humidity.
Cell line generation

A lentiviral vector containing human CHCHD2 was
constructed by Shanghai Genechem (China). Briefly,
complementary deoxyribonucleic acid encoding human
CHCHD2 was cloned into the GV341 vector using AgeI
andNheI restriction sites, and an empty vector was used as
a control. For the generation of stable knockdown cell
lines, we used pLV-Puro-U6 short hairpin ribonucleic acid
(shRNA) constructs and scramble-shRNA as a control.
For lentiviral transduction, HeLa and SHSY5Y cells were
seeded in 24-well plates at a density of 1� 105 cells per
well and transduced with lentiviral particles according to
the manufacturer’s instructions; a multiplicity of infection
of 15 was selected on the basis of the company’s
instructions. After approximately 48 h of infection, stable
cell line selection was performed by replacing culture
medium with fresh medium containing puromycin at a
concentration of 5 mg/mL. After 2 weeks of puromycin
selection, a cell line stably overexpressing human
CHCHD2 and a knockdown human CHCHD2 cell line
were obtained, and CHCHD2 expression levels were
confirmed by Western blotting or reverse transcription-
polymerase chain reaction (RT-PCR) [Supplementary
Figure 1 A-D, http://links.lww.com/CM9/A982].
Mitochondria isolation

Mitochondria were isolated with a Mitochondria Isola-
tion Kit (Abcam, ab110170). Briefly, cells were collected
by centrifugation at 1000� g. The cells were resuspended
to 5mg/mL in Reagent A, incubated for 10min on ice, and
disrupted with a Dounce Homogenizer. The homogenized
cellular extract was then centrifuged at 1000� g to obtain
a post-nuclear supernatant. Mitochondria were pelleted
by centrifugation at 12,000� g for 10min. The pellet was
resuspended in Reagent C and stored at� 80°C for
subsequent analysis.
Electron microscopy

HeLa cells of control, shRNA, and CHCHD2-shRNA
were rinsed twice with 0.1 mol/L phosphate-buffered
saline (PBS) and fixed with 2.5% glutaraldehyde in
0.1 mol/L PBS (pH 7.4) for 1 h at room temperature. Then,
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cells were subsequently stained with 1% osmium
tetroxide for 30 min, rinsed twice with Milli-Q water,
and dehydrated in a series of graded ethanol (50, 70, 90,
and 100 vol%). Aided by centrifugation, the cells were
then infiltrated with increasing concentrations of Epon
812/acetonitrile resin. The final resin-infiltrated samples
were then polymerized at 65°C for 24 h. The embedded
cells were sectioned to a thickness of approximately 50 to
100 nm onto a water bath using an ultramicrotome
(Leica EM UC6, German) equipped with a 35° diamond
knife and imaged under a Jeol transmission electron
microscope (Japan). Mitochondrial crista length was
assessed using Image J and the data were compared by
control cells.
Protein extraction and Western blotting

For protein extraction, the cells were lysed in ice-cold
radioimmunoprecipitation assay buffer (Thermo, 89901,
USA) supplemented with protease and phosphatase
inhibitor cocktail (Thermo, 78440, USA), and then
incubated on ice for 20min. Cell lysates were sonicated
and centrifuged at 12,000 � g, 4°C for 20min to obtain a
supernatant. The protein concentrations were determined
by the bicinchoninic acid method. 40 mg protein was
loaded and ran in 10% to 12% sodium dodecyl sulfate-
polyacrylamide gel electrophoresis (SDS-PAGE) and then
transferred onto a polyvinylidene fluoride (PVDF) mem-
brane using an electroblotting apparatus. The membrane
was then blocked with 5% bovine serum albumin for 1 h.
After being washed three times with tris-buffered saline
with 0.1%Tween

®

20 detergent (TBS-T, Life Tech, 85113,
USA) (200mmol/L tris, 1.5 mol/L NaCl, 0.1% Tween-20,
pH 7.5), the membranes were incubated overnight with
primary antibodies (1:1000). After being washed three
times with TBS-T, membranes were then incubated with
the appropriate horseradish peroxidase-conjugated sec-
ondary antibodies for 1 h and washed three times. Bands
were visualized by enhanced chemiluminescence (Milli-
pore) using an ImageQuant LAS 4000 system (General
Electric Healthcare).

Blue-native PAGE (BN-PAGE) and two-dimensional SDS-
PAGE analysis

Mitochondria samples were prepared in 1� NativePA-
GETM Sample Buffer (50mmol/L BisTris, 6 mol/L HCl,
50mmol/L NaCl, 10% w/v Glycerol, 0.001% Ponceau,
Life Tech, BN2003) and detergents (1% Digitonin)
according to the NativePAGETM Sample Prep Kit (Life
Tech, BN2008) protocol. The NativePAGETM 5%G-250
Sample Additive (2.5 mL per 10 mL sample) was added
prior to electrophoresis. In total, 25 mL of sample and
10 mL of NativeMarkTM Unstained Protein Standard
were loaded in a NativePAGE 3% to 12% Bis-Tris
Protein Gel (Life Tech, BN1001BOX). The inner
chamber was filled with cold cathode buffer, and the
outer/lower chamber was filled with cold anode buffer in
the dry wells at 4°C. The samples in each well were
overlaid with cold Cathode Buffer. After running at 100
V for 90min at room temperature, the proteins in the gel
were transferred to a PVDF membrane, and the proteins
were detected using the indicated antibodies. For two-
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dimensional SDS-PAGE analysis, a standard 10% SDS-
gel was prepared with a single large lane for the one-
dimensional BN-PAGE lane and one regular lane for the
molecular weight marker. The BN-PAGE gel in the plates
was removed from the electrophoresis apparatus, and the
lanes of the BN-PAGE gel containing the proteins of
interest were cut out. The BN-PAGE gel slice was placed
in a 2� SDS sample buffer, incubated for 10min at room
temperature, and then boiled briefly (not >20 s) in a
microwave. The BN-PAGE gel slice was incubated in a
hot SDS sample buffer for another 15min at room
temperature and then loaded in the large well over the
stacking gel of the SDS-PAGE gel, avoiding air bubbles.
The slice was overlaid with SDS sample buffer, and
electrophoresis was performed according to the standard
protocols.[23]
Immunofluorescence and immunohistochemical staining

For immunofluorescence, cells grown on 15-mm glass
coverslips or mouse brain sections were pre-incubated
with PBS 0.1% Triton X-100 for 10min and then blocked
with 5% bovine serum albumin (BSA) for 1 h. The
primary antibodies used for immunofluorescence were
rabbit anti-Mic60 (1:500), rabbit anti-TH (1:500), and
mouse anti-Flag (1:200) antibody was used to label
CHCHD2. To determine the localization of CHCHD2
and Mic60 in the HeLa cells, double immunofluorescence
staining was performed. Colocalization of CHCHD2-flag
and Mic60 was observed by merged images and 4’,6-
diamidino-2-phenylindole was used for nuclei staining,
and images were captured using a confocal microscope
(Olympus IX71, Tokyo, Japan).

For immunohistochemical staining, brain sections were
incubated with 3% H2O2 in PBS for 15min and rinsed
with PBS three times. After blocking in PBS containing 5%
BSA and 0.3% Triton X-100 for 1 h, brain sections were
incubated with anti-TH antibody (1:500) overnight at
4°C, followed by incubation at room temperature with the
appropriate secondary antibodies (ZSGB BIO, China).
The sections were developed with 3,3’-diaminobenzidine
and examined via light microscopy.
Co-immunoprecipitation (Co-IP) assays

Co-IP assays were performed in whole-cell lysates of HeLa
cells. Cells were resuspended in lysis buffer (150mmol/L
NaCl, 50mmol/L Tris-HCl, pH 7.6, 1% NP-40, 0.1%
SDS) supplemented with protease and phosphatase
inhibitors. Samples were pre-cleared by incubation with
protein A agarose beads (Life Technologies). Beads were
removed by centrifugation, and the samples were
incubated overnight at 4°C with mouse anti-Flag
(1:200), rabbit anti-Mic60 (1:200), rabbit anti-Mic10
(1:200), or rabbit anti-CHCHD3 (1:200) antibodies. A
total of 50mL of ProteinA agarose beadswere added to the
samples, and the total sample volume of the protein
mixturewas added up to 500mLwith IP buffer (25mmol/L
Tris, 150mmol/L NaCl; pH 7.2). The mixture was then
incubated on a rotator for 2 h. The beads were washed and
resuspended in a loading buffer containing dithiothreitol
(Life Technologies), and finally, the proteins were released
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from the beads by incubation at 95°C for 5min. After
centrifugation, the samples were analyzed by immunoblot-
ting (IB).

ATP measurement

The ATP concentration of SH-SY5Y cells was determined
using a luminescent ATP detection assay (ab113849,
Abcam) according to the manufacturer’s protocol.

Mitochondrial morphology assessment

To observe mitochondrial morphology, cells were plated
in glass-bottom confocal dishes. Cells were pre-incubated
with 100 nmol/L MitoTracker Deep Red for 15min, and
images were taken from each group under confocal
microscopy (Leica Biosystems, Newcastle, UK).

Mitochondrial cristae morphology assessment

HeLa cells with control shRNA or CHCHD2-shRNA
were rinsed twice with 0.1 mol/L PBS and fixed with 2.5%
glutaraldehyde in 0.1 mol/L PBS (pH 7.4) for 1 h at room
temperature. Then, cells were subsequently stained with
1% osmium tetroxide for 30min, rinsed twice with Milli-
Q water, and dehydrated in a series of graded ethanol (50,
70, 90, and 100 vol%). Aided by centrifugation, the cells
were then infiltrated with increasing concentrations of
Epon 812/acetonitrile resin. The final resin-infiltrated
samples were then polymerized at 65°C for 24 h. The
embedded cells were sectioned to a thickness of approxi-
mately 50 to 100 nm onto a water bath using an
ultramicrotome (Leica EM UC6) equipped with a 35°
diamond knife and imaged under a Jeol transmission
electron microscope.

Adeno-associated vector (AAV) serotype injection and MPTP
administration

AAV9 was designed by Shanghai Genechem. Deeply
anesthetized mice were stereotactically injected unilater-
ally into the right substantia nigra with a microinjector
(Stoelting, Kiel, WI, USA) at a rate of 0.2 mL/min with
either 1.5 mL of empty AAV9 or 1.5 mL of AAV9
expressing human CHCHD2 both at a concentration of
5.16� 1012 genomic particles (gp)/mL. The following coor-
dinates from Bregma were used for injection: anteriopos-
terior �3.1mm; mediolateral –1.4 mm; dorsoventral
�4.4 mm. Twelve mice were injected with AAV9-
CHCHD2, and 12 mice were injected with an empty
AAV9 vector. One month after AAV injection, six mice
from both groups were intraperitoneally injected four
times in 1 day with MPTP (20mg/kg) at 2 h intervals.
Control mice were injected with an equivalent volume of
saline. All mice were sacrificed 7 days after the last
injection.

Statistical analysis

Statistical analyses were performed by using SPSS (version
20, IBM,Armonk,NY,USA)software.Datawerepresented
as the mean± standard deviation (SD). The one-way
analysis of variance Post hoc Tukey test was performed
for comparisons among multiple groups. The t test or
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Mann-Whitney U test was performed for comparisons
between two groups. A value ofP< 0.05was considered to
be statistically significant.
Results

CHCHD2 protects mitochondrial cristae stability and ATP
production

We first analyzed the effect of CHCHD2 on mitochondrial
morphology changes in HeLa cells via live cell imaging.We
found that CHCHD2-knockdown can destroy the mor-
phology of mitochondria, which shows interconnected
network-like, functionally united organelles shifting to
more fragment fission in the Sh-CHCHD2 group with the
comparison of the control group [Figure 1A1-A3, C].Next,
we examined the effect of CHCHD2 on mitochondrial
cristae morphology by transmission electron microscopy.
The results showed that the mitochondria in scrambled
control cells had well-defined cristae structures; however,
CHCHD2 depletion can lead to dramatic changes in cristae
organization which lacked any visible connection to the
inner boundary membrane [Figure 1B1-B3, D]. As
mitochondria play a prominent role in energy metabolism,
the ATP level was assessed in Hela cells by using a
Luminescent ATP Detection Assay Kit. There was no
difference in ATP level between Sh-vector and control
group,whileATP productionwas significantly decreased in
the Sh-CHCHD2 group (Figure 1E).
CHCHD2 interacts with Mic10 subunit of MICOS complex

Co-localization analysis showed that Flag-tagged
CHCHD2 co-localized with Mic60 of MICOS complex
in HeLa cells and in nigral dopaminergic neurons by
immunofluorescence microscopy [Figure 2A]. Further-
more, Co-IP assays identified that CHCHD2-flag inter-
acted with Mic60, Mic10, and CHCHD3, respectively
[Figure 2B]. However, results from reciprocal Co-IP
showed that only Mic10 could coimmunoprecipitate with
CHCHD2-flag [Figure 2C, Supplementary Figure 2, http://
links.lww.com/CM9/A982]. To further clarify the role of
CHCHD2 in MICOS, mitochondria were isolated from
HeLa cells stably expressing Flag-tagged CHCHD2. Then,
the mitochondria were lysed in 1% digitonin and
subjected to BN-PAGE followed by IB analysis. As
expected, Mic60, Mic10, and CHCHD3 were found to
be localized at ∼700 kDa, which is in accordance with the
molecular weight of the MICOS complex, whereas
CHCHD2-flag was not detected in the corresponding
band [Figure 2D]. However, Western blotting analysis of
2D gels containing 700 kDa complex showed that
CHCHD2-flag, along with Mic60, Mic10, and CHCHD3
were detected in this 700 kDa complex [Figure 2E]. Taken
together, these results indicate that CHCHD2 may
interact with MICOS instead of contributing to one
subunit of the MICOS complex.

CHCHD2 protects mitochondrial morphology and its function
in MPP+-induced cell model

We then analyzed the effect of CHCHD2 on MPP+-
induced mitochondrial morphology changes in HeLa cells
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Figure 1: Loss of CHCHD2 impairs the morphology and function of mitochondria and mitochondrial crista. (A1-A3) Representative Images taken by live cell Imaging showed alteration In
mitochondrial morphology in control, Sh-Vector, and Sh-CHCHD2 groups. (B1-B3) Mitochondrial crista in control, Sh-Vector, and Sh-CHCHD2 groups were analyzed by transmission
electron microscope. (C, D) Quantitation of the number of cells with normal mitochondrial morphology and mitochondrial crista in control, Sh-Vector and Sh-CHCHD2 groups (n= 100 cells;
mean± SD;

∗
P< 0.05, †P> 0.05). (E) ATP production in different groups were measured in Hela cells (mean± SD;

∗
P< 0.05, †P> 0.05). ATP: Adenosine triphosphate; CHCHD2: Coiled-

coil-helix-coiled-coil-helix domain-containing 2; SD: Standard deviation.
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via live cell imaging. The results demonstrated that there
was no obvious alteration in mitochondrial morphology
between the flag-vector group and the CHCHD2-flag
group, while MPP+ could damage the mitochondrial
network and lead to a reduced branching in the vector
group but had little effect on mitochondrial morphology
changes in the CHCHD2-flag group [Figure 3A]. We
further evaluated changes in mitochondrial proteins,
including Tom20, and mitochondrial matrix protein
Hsp60, in SHSY5Y cells for elaborating mitochondrial
function. As shown in Figure 3B-D, compared to Flag-
vector without MPP+ group, both Tom20 and Hsp60
showed a significant decrease after MPP+ treatment
(P< 0.05), indicating the mitochondrial dysfunction in
theMPP+-induced cell model. However, overexpression of
CHCHD2 can restore the loss of Tom20 and Hsp60
compared with the corresponding controls. In addition,
the ATP level was assessed in SHSY5Y cells. There was no
difference in ATP level between the flag-vector and
CHCHD2-flag groups. After 24 h of MPP+ treatment
for the Flag-vector group, the ATP level was significantly
reduced compared to the non-MPP Flag-vector group
(P< 0.05). Whereas, the overexpression of CHCHD2 can
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rescue MPP+-induced loss of ATP [Figure 3E]. These
results indicate that CHCHD2 can prevent MPP+-induced
mitochondrial dysfunction.
CHCHD2 maintained MICOS stability and protected against
MPP+-induced MICOS impairment

For further exploring the role of CHCHD2 in the stability
of the MICOS complex, we studied the Mic60, Mic10,
and CHCHD3 as MICOS markers for IB by using blue
native electrophoresis in CHCHD2 knockdown cells and
corresponding controls. In control cells, the MICOS
complex migrated at a molecular weight of approxi-
mately 700 kDa, which indicated that the MICOS
complex was complete [Figure 4A]. However, in the
absence of CHCHD2, the MICOS complex separated
into two parts with the molecular weights approximately
550 and 850 kDa [Figure 4B], which suggests that loss of
CHCHD2 results in the destruction of the MICOS
complex. Next, we evaluated the role of CHCHD2 on the
MICOS complex in the MPP+-induced PD model in SH-
SY5Y cells. CHCHD2 overexpression or the control
group was treated with 500 mmol/L MPP+ for 24 h, and
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Figure 2: The interaction of CHCHD2 with MICOS complex. (A) Immunofluorescent staining for CHCHD2-Flag (Green) and Mic60 (Red) In HeLa cells (First line) and in the nigral
dopaminergic neurons. DNA was visualized with DAPI (blue). (B) Co-IP assays to detect the interaction between CHCHD2-Flag and subunits of the MICOS. Co-IP was performed using an
anti-Flag antibody, followed by IB analysis with anti-Mic60, anti-CHCHD3, and anti-Mic10. (C) The reciprocal Co-IP of Mic10 and CHCHD2-flag. (D) Mitochondria of HeLa cells stably
expressing CHCHD2-flag were solubilized indigitonin buffer, separated by BN-PAGE, and analyzed by Western blotting using Mic60, CHCHD3, Flag, and Mic10 antibodies. (E) Two-
dimensional analysis of the gel by SDS-PAGE and analysis by Western blotting with Mic60, CHCHD3, and Mic10 antibodies. CHCHD2 was detected with an anti-flag antibody. BN-PAGE:
Blue native polyacrylamide gel electrophoresis; CHCHD2: Coiled-coil-helix-coiled-coil-helix domain-containing 2; Co-IP: Co-immunoprecipitation; DAPI: 4’,6-diamidino-2-phenylindole; IB:
Immunoblot; IP: Immunoprecipitation; MICOS: Mitochondrial contact site and cristae organizing system; SDS-PAGE: Sodium dodecyl sulfate-polyacrylamide gel electrophoresis.
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the mitochondria were isolated for BN-PAGE analysis.
As shown in Figure 4C and 4D, MPP+ resulted in a loss of
the MICOS complex, while CHCHD2 overexpression
could partially reverse the loss of the MICOS. These
results indicate that CHCHD2 is essential for the stability
of the MICOS complex and can protect against MPP+-
induced MICOS impairment.
CHCHD2 protects dopaminergic neurons in MPTP-induced
mouse model

To explore the effects of CHCHD2 on dopaminergic
neurodegeneration in MPTP-induced mouse model,
adeno-associated viral vectors (GV411/AAV9) expressing
Flag-tagged human CHCHD2 and vector were delivered
to the substantia nigra pars compacta (SNpc) of mice by
unilateral stereotactic injection [Supplementary Figure 1E,
http://links.lww.com/CM9/A982]. Exposure to MPTP
resulted in a significant loss of TH-positive neurons in
the SNpc [P< 0.05; Figure 5A and 5B; Supplementary
Figure 3, http://links.lww.com/CM9/A982]. However,
mice in CHCHD2 overexpressing group significantly
reverse the loss of TH when compared to the Flag-Vector
plus MPTP group [P< 0.05; Figure 5A and 5B;
Supplementary Figure 3, http://links.lww.com/CM9/
A982]. These results demonstrate that CHCHD2 can
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protect against MPTP-induced dopaminergic neuronal
degeneration.
Discussion

In the present study, we identified that CHCHD2 could
interact with the MICOS complex. Depletion of
CHCHD2 results in the destruction of the MICOS and
mitochondrial morphology, function, and crista structure.
We also showed the evidence that CHCHD2 can protect
against the MICOS damage and mitochondrial dysfunc-
tion in a PD cell model and prevent dopaminergic neuron
loss in an MPTP-induced animal model.

CHCHD2 belongs to the CHCH domain family, which is
known to be primarily in the intermembrane space (IMS) of
mitochondria.[24] CHCHD2 is encoded by CHCHD2 and
was imported into the IMS viaMia40-mediated pathway.[25]

SilencingCHCHD2resultedinthedestabili-zationofOxPhos
complexes and a marked loss of OxPhos enzymatic
activity.[8,26]CHCHD2wasalsoreportedto inhibitapoptosis
by interacting with Bcl-xL to regulate Bax activation.[9] A
recent study showed that CHCHD2 canmaintainmitochon-
drial crista integrity and bind to cytochrome C along with
mitochondrial morphology and cristae structure 1 (MICS1)
to modulate cell death signaling.[10] These findings provide
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Figure 3: Overexpression of CHCHD2 attenuates MPP+-induced mitochondrial dysfunction and mitochondrial protein loss. (A) Representative images taken by live cell imaging showed
obvious alteration in mitochondrial morphology in Flag-Vector and CHCHD2-flag group with or without MPP+ treatment (500 mmol/L, 24 h). (B) The expression of outer mitochondrial
membrane protein (Tom20) and mitochondrial matrix protein (Hsp 60) was measured by Western blotting. (C, D) Densitometry analysis of Tom20 and Hsp60 on IBs (mean± SD; P< 0.05,
†P> 0.05). (E) ATP production in different groups was measured in SHSY5Y cells (mean± SD;

∗
P< 0.05, †P> 0.05). ATP: Adenosine triphosphate; CHCHD2: Coiled-coil-helix-coiled-coil-

helix domain-containing 2; Hsp60: Heat shock protein 60; IBs: Immunoblots; MPP: Methyl-4-phenylpyridinium; SD: Standard deviation; Tom20: Translocase of the outer membrane 20.
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clues to explore the mechanisms of CHCHD2 in mitochon-
dria. However, the location and regulatory mechanisms of
CHCHD2 in mitochondria are still obscure.

The MICOS complex is embedded in the inner membrane
with domains facing the IMS that mediates the formation
Figure 4: CHCHD2 maintains MICOS stability and protects against MPP+-induced MICOS decre
scrambled vector (Sh-Control) cells. Blots were probed with anti-MIC60, anti-CHCHD3, and an
MICOS of SHSY5Y cells in which CHCHD2 was overexpressed (CHCHD2-flag) or control vector (
as protein-loading control. (D) Densitometric analysis was carried out by using National Institut
coiled-coil-helix domain-containing 2; GAPDH: Glyceraldehydes-3-phosphate dehydrogenas
phenylpyridinium; SD: Standard deviation.
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of heterologous structures localized to the inner boundary
membrane.[27,28] To date, six conserved MICOS subunits
are found in yeast (Mic60, Mic10, Mic19, Mic27, Mic26,
Mic12), and the MICOS in mammals consisting of many
more subunits seemsmore complicated.[12,29] Disrupted in
schizophrenia 1 and CHCHD10 were recently added to
ase. (A, B) Blue-native gel analysis of mitochondria of CHCHD2 knockdown (Sh-CHCHD2) or
ti-Mic10 to examine the MICOS complex. (C) Blue-native gel analysis of the mitochondrial
Flag-Vector) with (+) or without (�) M PP+ treatment (500mM, 24 h). GAPDH was assayed
es of Health (NIH) ImageJ. (mean± SD;

∗
P< 0.05, †P> 0.05). CHCHD2: Coiled-coil-helix-

e; MICOS: Mitochondrial contact site and cristae organizing system; MPP: Methyl-4-
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Figure 5: Effect of CHCHD2 on MPTP-induced dopaminergic neuronal loss in the substantia nigra. (A) Mice with CHCHD2 overexpression were more resistant than control mice to MPTP-
induced dopaminergic cell loss. Representative images of TH-positive neurons in the SNpc of CHCHD2-Flag mice and Flag-vector mice at 7 days after saline or MPTP (20 mg/kg, i.p.)
administration. (B) Quantification of the number of TH-positive neurons in substantia nigra pars compacta (SNPc) in different groups. (n= 6, mean± SD;

∗
P< 0.05). CHCHD2: Coiled-coil-

helix-coiled-coil-helix domain-containing 2; MPTP: 1-methyl-4-phenyl-1,2,3,6-tetrahydropyridine; SD: Standard deviation; SNpc: Substantia nigra pars compacta; TH: Tyrosine
hydroxylase.

Chinese Medical Journal 2022;135(13) www.cmj.org
the growing list of subunits of the MICOS.[30,31] Among
the subunits of MICOS, Mic10 and Mic60 are the two
core components.[21,32] The MICOS complex makes
contact sites between the mitochondrial inner and outer
membranes to anchor cristae and bends membranes to
form CJs. The MICOS is also important for the proper
import of proteins into the mitochondria and for lipid
transfer to and from mitochondrial membranes.[27,33]

To address the relationship between CHCHD2 and the
MICOS, we firstly explored the interactions of CHCHD2
with subunits of MICOS (Mic60, Mic10, CHCHD3). We
found that CHCHD2-flag can interact withMic60,Mic10,
and CHCHD3. However, reciprocal Co-IP showed that
onlyMic10 can coimmunoprecipitate with CHCHD2-flag.
InBN-PAGEanalysis,MIC60,MIC10,andCHCHD3were
found tobe localizedat∼700kDa,whichwas inaccordance
with themolecularweightofMICOS.However,CHCHD2-
Flag was not detected in the corresponding band.
Interestingly,Western blotting analyses of 2D gels contain-
ing 700 kDa complex showed that CHCHD2-Flag, along
with Mic60, Mic10, and CHCHD3 can be detected in the
700kDacomplex.These results indicate thatCHCHD2can
interact with theMICOS and the binding site may locate at
the Mic10 subcomplex of the MICOS. Next, we explored
the role of CHCHD2 in the stability ofMICOS.Our results
showed that loss of CHCHD2 impaired the stability of
M+ICOS. CHCHD2 overexpression can protect against
MPP+-induced MICOS impairment. Our findings
highlighted the role of CHCHD2 in MICOS. Meng
et al[10] found that loss of CHCHD2 inDrosophila affected
mitochondrial crista structure and the introduction of
human CHCHD2 rescued the PD-associated phenotypes.
These findings suggested the protective role of CHCHD2 in
PD, which was in accordance with our results. Recently,
1595
Zhou et al[34] showed that CHCHD2 interacted with
CHCHD10 and localized at the rim of the mitochondria
in the proximity with MICOS complex by using super-
resolution microscopy, and CHCHD2 knockdown can
disrupt the MICOS. These findings indicate the role of
CHCHD2 in the stability of the MICOS. However,
Huang et al[35] showed that CHCHD2 and CHCHD10
localized at the mitochondrial cristae and are dispensable
for MICOS complex assembly and cristae structure. As
there are different opinions on the role of CHCHD2 in
MICOS, our results showed evidence that CHCHD2 can
interact with Mic10, the core subunit of the MICOS, and
is essential for MICOS stability. Further studies are still
required to fully understand the regulation of CHCHD2
in the MICOS.

In conclusion, this work indicated that CHCHD2 could
interact with Mic10 and maintain the stability of the
MICOS complex, which contributes to protecting mito-
chondrial function in theMPP+-induced PD cell model and
MPTP-induced PD mouse model.
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