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Supplementary table S1: Primer sequences 
Primer Sequence 5’-3’ 

PP9 AGAGTTTGATCCTGGCTCAG 

PP10 AAGGAGGTGATCCAGCCGCA 

PP11 AAGTGCCATTCCGCCTGA 

PP12 ATATGCATGCATGGTCGTTATCAATTCG 

PP13 CGAATTGATAACGACCATGCGTATACCTCCTCATTAAAGTTAAACAAAATTATG 

PP14 ATGGTCGTTATCAATTCGCTGCGTCGTCGTGC 

PP15 AGGCCGCCTAGGCCGCGGCCGCGCGTTATTATTTTTTGTGCTGGGCTTTCAGTTC 

PP16 GTTTAACTTTAAGAAGGAGATATACGATGGTCGTTATCAATTCGCTGCG 

PP17 ATATGGTACCGAGCTCTTTACAGCTAGCTCAGTCCTA 

PP18 ATATGAATTCCTTAGCGCGTATTATGAAC 

 

Supplementary table S2: Plasmid characteristics 
Plasmid Characteristics (origin, resistance, genes) 

pPPro1 colE1, Kanamycin, GabR 

pPPro2 pHmI519, Kanamycin, sfGFP 

pPPro3 pHmI519, Kanamycin, GabR, sfGFP 

pPPro4 p15A, Kanamycin, GABAT 

pPPro5 p15A, Kanamycin, GABAT 

pPPro6 pSC101, Ampicillin, GabP 

 


