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Androgen receptor (AR) 
signaling promotes RCC 
progression via increased 
endothelial cell proliferation 
and recruitment by modulating 
AKT → NF-κB → CXCL5 signaling
Zhenfeng Guan1,*, Chong Li2,3,*, Jinhai Fan1, Dalin He1 & Lei Li1

Androgen receptor (AR) signaling may promote renal cell carcinoma (RCC) progression via altered 
HIF-2α/VEGF signaling. However, it remains unclear whether AR signaling also promotes RCC 
progression by recruiting vascular endothelial cells (ECs), key players in the development of blood 
vessels. In our study, AR increased EC proliferation and recruitment to the tumor microenvironment 
and promoted RCC progression. Mechanistically, AR modulated cytokine CXCL5 expression by altering 
AKT → NF-κB signaling, and interruption of AKT → NF-κB → CXCL5 signaling using either specific 
inhibitors or siRNA suppressed AR-enhanced EC recruitment and AR-EC-promoted RCC progression. 
The results obtained using an in vivo mouse model and a human clinical sample survey confirmed 
the role of AR in promoting RCC progression through enhancement of EC proliferation and/or 
recruitment via altered AKT → NF-κB → CXCL5 signaling. Targeting this newly identified AR-induced 
AKT → NF-κB → CXCL5 pathway may facilitate the development of new therapies for slowing RCC 
progression.

The worldwide incidence of renal cell carcinoma (RCC) has steadily increased over the past two decades1,2. 
Approximately 20–30% of patients with RCC are diagnosed with metastatic lesions, and nearly 20% of 
post-surgery patients will relapse and develop metastatic RCC (mRCC)2,3. Microvessel formation is a key factor 
during RCC progression, especially in mRCC patients4,5. Although targeting tumor angiogenesis is a standard 
therapeutic strategy for mRCC, the mechanisms through which it occurs remain unclear.

Tumors induce and sustain the growth of new blood vessels through angiogenesis6, and blood vessels within 
a tumor are heterogeneous, highly permeable, chaotically branched, and often described as abnormal or dys-
functional7. Endothelial cells (ECs), which are the main components of blood vessels and play prominent roles in 
the initial phases of tumor angiogenesis, can be recruited from the bone marrow and circulation by angiogenic 
factors such as vascular endothelial growth factor (VEGF) and angiopoietin-18. Chemokines, key inflammatory 
factors, promote EC recruitment and RCC progression9–11. According to numerous studies, nuclear factor-κ B 
(NF-κ B) signaling plays a central role in chemokine expression and is involved in tumorigenesis and cancer cells 
inflammation12, and NF-κ B could be a key downstream component of PI3K/AKT signaling11. Clinically, targeting 
the PI3K/AKT pathway has yielded good outcomes for RCC patients. However, the detailed mechanisms of PI3K/
AKT/NF-κ B signaling during RCC EC recruitment are not yet understood.

Androgen receptor (AR) signaling is crucial during prostate cancer initiation and progression13. According 
to a recent study, AR is expressed in 30% of RCC tissues14, and He et al. also demonstrated that AR signaling 
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promotes RCC progression via modulation of HIF-2α /VEGF signaling15. Nonetheless, the potential link between 
AR signaling and blood vessel formation/development or angiogenesis remains unclear.

Here, we demonstrate that AR signaling promotes RCC progression via increased endothelial cell prolifera-
tion and recruitment by modulating AKT →  NF-κ B →  CXCL5 signaling.

Materials and Methods
Cell culture and stable cell lines. Human RCC cell lines 786-O, 769-P (AR-negative cells, AR−) and 
OS-RC-2 (AR-positive cells, AR+) were obtained from ATCC (American Type Culture Collection, USA). The 
786-O and 769-P cells were maintained in RPMI-1640, whereas the OS-RC-2 cells were maintained in Dulbecco’s 
modified Eagle’s medium (DMEM); both media (Invitrogen, Carlsbad, CA, USA) were supplemented with 10% 
fetal bovine serum (FBS) (Invitrogen, Carlsbad, CA, USA). Cells were grown in a 5% CO2 and 37 °C incubator. 
Stable clones of OS-RC-2 cells with AR knock-down and AR-over-expressing 769-P and 786-O cells were trans-
fected with siRNA or AR lentivirus as described in our previous study16.

Chemical reagents, inhibitors and antibodies. DHT (dihydrotestosterone) and Casodex 
(Bicalutamide) (Sigma-Aldrich, USA) were applied in vitro to activate or inhibit AR signaling at final concen-
trations of 10 nM and 1 μ M, respectively. siRNA was used to knock-down CXCL5, P65 and P110 in RCC sam-
ples. Anti-GAPDH (6c5), -β -actin (I-19), -AR (N-20), and - tetramethylrhodamine isothiocyanate (TRITC) IgG 
antibodies were purchased from Santa Cruz Biotechnology. Anti-CD31 and -P65 antibodies were obtained from 
Millipore. 5-Bromo-2-deoxyuridine (BrdU) and crystal violet were obtained from Fisher Scientific. Anti-mouse/
rabbit secondary antibodies for western blotting were obtained from Invitrogen.

To functionally inhibit/activate potential signaling pathways, we utilized LY29400/IGF-1 (a specific inhibitor/
activator, respectively, of the PI3K/Akt pathway) and PDTC/TNF-α  (a specific inhibitor/activator, respectively, 
of NF-κ B signaling). To determine the role of CXCL5 in EC recruitment, before analysis, we applied a CXCL5 
neutralizing antibody for 1 hr at room temperature at a final dilution of 1:300.

Cell migration, invasion and recruitment assays. Twenty-four-well (8 μ m pores) transwell plates 
(Millipore, Switzerland) were used for migration and invasion assays. For in vitro invasion assays, the upper 
chambers of the transwells were pre-coated with diluted Matrigel (Dilution ratio: 1:4. Matrigel, BD Biosciences, 
Sparks, MD). CM (conditioned medium) was obtained by co-culturing HUVECs with RCC cells. Briefly, the two 
types of cells were cultured in the same dish for 24 hr, and the supernatants were collected and filtered to remove 
cells.

Before performing invasion assays, RCC cells were treated with CM for 48 hr. First, 104 CM-treated RCC cells 
(serum-free) and serum-free medium were plated in the upper and lower chambers, respectively. After 36 hr 
of incubation, invaded cells were stained with 0.1% crystal violet and counted. The cell numbers were obtained 
by averaging the counts from 5 random fields. The migration assay was performed using the same approach 
as the invasion assay (omitting Matrigel) with an incubation time of 24 hr. The data are presented as triplicate 
repeats ±  SEM.

The ability of RCC to recruit ECs was monitored using recruitment assays. Briefly, ECs (HUVECs) were plated 
in the upper chamber (with 8 μ m pores), and RCC cells were plated in the lower chamber.

Cell proliferation assay. BrdU incorporation was used to demonstrate RCC cell/EC proliferation. Briefly, 
RCC cells/ECs were seeded into 24-well plates and allowed to reach 50–70% confluence. BrdU was added to the 
medium for 4 hr (3 μ g/ml), and the cells were fixed with 4% paraformaldehyde. Then, 0.1% Triton X-100 was used 
to destroy the cell membrane (15 min), and 2 N HCl (25 min) was used to separate the DNA into single strands. 
The cells were incubated in 10% bovine serum albumin (BSA) with an anti-BrdU antibody (1:200) overnight at 
4 °C, followed by incubation with a TRITC-labeled secondary antibody for 1 hr at RT. The fluorescence intensity 
of TRITC was monitored using a Super Micro Orifice Plate Spectrophotometer (BioTek, USA) at 547 nm.

RNA extraction and Q-PCR analysis.  Total RNA was isolated using TRIzol reagent (Invitrogen, Carlsbad, 
CA, USA), and 2 μ g of total RNA was subjected to reverse transcription using Revert Aid TM First-Strand 
cDNA Synthesis Kit (MBI Fermentas, St. Leon-Rot, Germany) according to the manufacturer’s protocol. 
Quantitative-PCR was conducted using a Bio-Rad CFX96 system with SYBR green to determine the mRNA 
expression level of genes of interest. Expression levels were normalized to the expression of GAPDH RNA.

Western blot analysis. Expression of AR and related proteins was determined by western blotting accord-
ing to a previous study16. In brief, total cellular protein lysates were prepared with RIPA buffer [50 mM Tris 
(pH 8.0), 150 mM NaCl, 0.1% SDS, 1% NP40 and 0.5% sodium deoxycholate] containing proteinase inhibitors 
[1% cocktail and 1 mM PMSF, both from Sigma, (St. Louis, MO, USA)]. A total of 30 μ g of protein was sepa-
rated by 8–10% SDS-PAGE and transferred to nitrocellulose membranes. After blocking, the membranes were 
incubated with the appropriate dilutions (1:1000) of specific primary antibodies. Next, the blots were incubated 
with HRP-conjugated secondary antibodies and visualized using Odyssey Detection System (Licor, Rockford, IL, 
USA).

Immunofluorescence staining for nuclear translocation of NF-κB. Immunofluorescence 
staining was performed as described previously17. In brief, cells on slides were washed three times with cold 
phosphate-buffered saline (PBS) (pH 7.4) and then fixed with 4% paraformaldehyde for 15 min, permeabilized in 
0.5% Triton X-100 for 10 min, and incubated in 1% BSA blocking solution for 1 hr. The fixed cells were incubated 
overnight at 4 °C with rabbit anti-human-P65 (1:250) in 1% BSA. The cells were washed and incubated with a 
mouse anti-rabbit TRITC (red) IgG antibody (Santa Cruz, USA) (diluted 1:100 in blocking buffer) for 1 h. Nuclei 
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were stained with 4′ ,6-diamidino-2-phenylindole (DAPI) for 5 min. The cells were examined using a fluorescent 
microscope equipped with narrow band-pass excitation filters to individually select for red and blue fluorescence. 
The cells were observed using Image Pro Plus System® mounted on a fluorescent microscope (Olympus, Japan). 
All experiments were performed in triplicate.

Renal capsule implantation and in vivo vascular endothelial cell recruitment assay. To demon-
strate the effect of vascular ECs on RCC tumorigenesis, RCC cells plus or minus HUVECs were implanted into 
mouse kidney capsules. In brief, 106 RCC cells (including 769-P and OS-RC-2) were co-cultured with human 
umbilical vein endothelial cells (HUVECs) for several weeks. The co-cultured RCC cells were then injected into the 
kidney capsules of 8 nude mice per group. After 4 weeks, the tumor masses were harvested, weighed, fixed with 
4% formalin, and prepared for hematoxylin and eosin (HE) staining. The mouse care and protocols were approved 
by the Institutional Animal Care and Use Committee of Xi’an Jiaotong University, and all mouse experiments 
were performed in adherence with the National Institutes of Health Guidelines on the Use of Laboratory Animals.

For HUVEC recruitment assays in vivo, 106 RCC cells (including 769-P and OS-RC-2) were injected into the 
kidney capsules of nude mice for at least 4 weeks to assess tumorigenesis. HUVECs were tagged by luciferase via a 
tail vein injection 24 hr before tumor harvest. Further immunohistochemistry (IHC) staining was used to detect 
the luciferase-tagged HUVECs within the tumor masses.

HE and IHC staining. For HE staining, tissue sections were de-waxed and rehydrated using routine meth-
ods. The sections were stained with hematoxylin for 5 min and washed in running tap water for 5 min. The sec-
tions were then stained with eosin for 30 sec, dehydrated, and mounted using routine methods. Figures show 
representative fields.

Figure 1. Activation of AR signaling in RCC plays a vital role in HUVEC proliferation and recruitment. 
(A) CM from AR+ RCC cells (786-O-AR, 769-P-AR and OS-RC-2-Sc AR) resulted in enhanced HUVEC 
proliferation compared to that from AR− RCC cells (786-O-Vec, 769-P-Vec and OS-RC-2-Si AR) (as 
demonstrated by the BrdU incorporation assay). (B) Cartoon illustrating the HUVEC recruitment assay. 
(C) The efficiency of AR overexpression (786-O and 769-P) or knock-down (OS-RC-2) assayed by western 
blotting and Q-PCR. (D) Boyden Chamber assay: addition of AR to 786-O/769-P cells or AR knock-down in 
OS-RC-2 cells enhanced or attenuated HUVEC recruitment, respectively. Left: representative figures. Right: 
quantification of the Boyden Chamber results. Bar: 100 μ m. *P <  0.05. (E) Boyden Chamber assay: addition of 
10 nM DHT significantly enhanced HUVEC recruitment by AR+ RCC cells, including 786-O-AR, 769-P-AR 
and OS-RC-2-Sc AR cells. These effects were attenuated with 1 μ M Casodex. Left: representative figures. Right: 
quantification of the Boyden Chamber data. Bar: 100 μ m. *P <  0.05.
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IHC staining was conducted using Image Pro Plus System (Olympus, Japan). A rabbit polyclonal antibody 
against AR (N-20, 1:500 diluted) and anti-CD31 (H-300, 1:300 diluted) and anti-luciferase antibodies were used. 
Slides were further analyzed. Five random fields from each slide were recorded.

Statistical analyses. ANOVA was performed to compare three or more groups. Student’s t-test was per-
formed to detect significant differences between two groups. P values < 0.05 were considered significant.

Results
AR signaling increases EC proliferation and recruitment to RCC. Early studies15,18,19 suggested that 
AR signaling promotes RCC progression by modulating HIF-VEGF signaling. Interestingly, other studies have 
also indicated that ECs, the key components that contribute to the formation/development of blood vessels, might 
also play important roles in the progression of various tumors, including RCC9,10. However, the link between AR 
signaling and ECs in RCC progression has remained unclear.

To study the potential roles of AR signaling in modulating ECs in RCC, we first utilized the BrdU incorpora-
tion assay to determine the impact of AR signaling on EC proliferation during the co-culture of RCC AR+ cells 
with HUVECs. CM from RCC AR+ cells significantly promoted HUVEC proliferation compared with CM from 
RCC AR− cells (Fig. 1A).

Because an increased number of ECs may also be recruited from the RCC tumor microenvironment (TME)20, 
we also utilized a Boyden Chamber assay to examine the effect of AR signaling on the recruitment of ECs to 
RCC. The results from a recruitment assay with co-cultured HUVECs and RCC cells (Fig. 1B) with either AR 
added or AR knock-down (Fig. 1C) demonstrated that adding AR to RCC 769-P cells (769-P-AR) and 786-O 
cells (786-O-AR) increased recruitment of HUVECs to RCC cells. AR knock-down in RCC OS-RC-2 cells 

Figure 2. Inhibition of CXCL5 expression in AR-positive RCC cells decreases HUVEC recruitment. (A) 
Functional inhibition of CXCL5 using a neutralizing antibody in 769-P-AR and OS-RC-2-Sc AR cells led to 
decreased HUVEC recruitment according to the Boyden Chamber assay. Bar: 100 μ m. (B) Quantification of 
Fig. 2A. (C) CXCL5 knock-down in 769-P-AR and OS-RC-2-Sc AR cells using siRNA attenuated HUVEC 
recruitment according to the Boyden Chamber assay. Bar: 100 μ m. (D) Quantification of Fig. 1C results.
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(OS-RC-2-Si AR) using siRNA decreased recruitment of HUVECs to RCC cells (Fig. 1D). Furthermore, addition 
of 10 nM DHT to 786-O-AR, 769-P-AR and OS-RC-2 cells resulted in greater recruitment of HUVECs to RCC, 
and these increases could be reversed/abolished by adding 1 μ M of the anti-androgen Casodex (Fig. 1E).

Taken together, the results shown in Fig. 1A–E, using either proliferation or recruitment assays, indicate that 
AR signaling increases the number of ECs recruited to RCC.

Mechanism: how does AR signaling increase recruitment of ECs to RCC? The potential molecular 
mechanism(s) by which AR signaling enhances EC recruitment to RCC is unknown. To address this, we first 
utilized a Q-PCR-based super-array analysis to search for key genes that link AR function to EC recruitment. We 
found that adding AR to 786-O and 769-P cells or that AR knock-down in OS-RC-2 cells significantly increased 
or decreased expression of several cytokines (Fig. S1A). Among these inflammation-related cytokines, we focused 
on CXCL5 because it contributes to tumor metastasis and recurrence of intrahepatic cholangiocarcinoma by 
recruiting infiltrative intratumoral neutrophils21. We then utilized the Q-PCR assay to confirm that AR altered 
CXCL5 mRNA expression in both RCC 769-P-AR and OS-RC-2 cells (Fig. S1B).

Importantly, using interruption approaches with a specific CXCL5 neutralizing antibody, we observed that 
blocking CXCL5 reduced recruitment of HUVECs to RCC 769-P-AR and OS-RC-2 cells in the presence or 
absence of DHT (Fig. 2A,B). Similar results were also obtained when we replaced the anti-CXCL5 antibody with 

Figure 3. Activated AR signaling in RCC cells leads to activation of the PI3K/AKT/NF-κB pathway. (A) 
Activation of AR in RCC cells led to the nuclear translocation of NF-κ B (P65) (immunofluorescence staining). 
White arrows: positive cells. Bar: 20 μ m. (B) Immunofluorescent staining indicated that 10 μ M PDTC effectively 
inhibited P65 nuclear translocation. White arrows: positive cells. Bar: 20 μ m. (C) Q-PCR revealed that NF-κ 
B signaling inhibition with 10 μ M PDTC decreased CXCL5 expression. *P <  0.05. (D) Quantification of the 
Boyden Chamber assay revealed that HUVEC recruitment by AR+ RCC cells was attenuated in the presence 
and/or absence of 10 μ M PDTC and 10 nM DHT. *P <  0.05. (E) AKT was activated in AR+ RCC cells (western 
blotting). (F) Immunofluorescence staining indicated that inhibition of PI3K/AKT signaling by LY (LY294002) 
in AR+ RCC cells resulted in NF-κ B pathway inhibition. White arrows: positive cells. Bar: 20 μ m. (G) Q-PCR 
revealed that inhibition of PI3K/AKT signaling by LY (LY294002) led to decreased CXCL5 expression. 
*P <  0.05; (H) Quantification of the Boyden Chamber assay revealed that HUVEC recruitment by AR+ RCC 
cells was attenuated in the presence of LY (LY294002). *P <  0.05.
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CXCL5 shRNA to suppress CXCL5 in RCC 769-P-AR and OS-RC-2 cells. Thus, CXCL5 knock-down abolished 
recruitment of HUVECs to RCC in the presence or absence of DHT (Fig. 2C,D).

Overall, the results presented in Fig. 2A–D demonstrate that AR signaling might function by altering CXCL5 
expression to enhance EC recruitment to RCC cells.

AR-modulated CXCL5 functions by activating AKT/NF-κB signaling to enhance EC recruitment 
to RCC cells. To study how AR-modulated CXCL5 expression enhances EC recruitment to RCC cells, we 
focused on NF-κ B signaling. NF-κ B is a central player controlling inflammation in tumors22. First, adding AR to 
769-P cells promoted P65 translocation into the nucleus, whereas AR knock-down in OS-RC-2 cells blocked P65 
translocation (Fig. 3A). Importantly, interruption approaches using a specific inhibitor of NF-κ B (10 μ M PDTC) 
suppressed P65 nuclear translocation (Fig. 3B) and decreased expression of CXCL5 (Fig. 3C) in AR-positive 
769-P-AR and OS-RC-2 cells. The consequences of this interruption might lead to decreased recruitment of 
HUVECs to RCC in the presence or absence of DHT (Fig. 3D). Thus, NF-κ B plays a key role in mediating 
AR-altered CXCL5 expression to enhance EC recruitment to RCC cells.

Next, to dissect the mechanism by which AR modulates NF-κ B →  CXCL5 signaling, we focused on the PI3K/
AKT pathway, as previous studies have demonstrated that PI3K/AKT signaling is aberrantly activated in many 
cancers, including RCC23–26. Adding AR to 769-P cells increased AKT phosphorylation, and AR knock-down in 
OS-RC-2 cells decreased AKT activation (Fig. 3E). As expected, a specific inhibitor of AKT (LY294002) inhibited 
P65 nuclear translocation (Fig. 3F) and decreased CXCL5 expression (Fig. 3G) in AR-positive 769-P-AR and 
OS-RC-2 cells. Blocking AR-enhanced AKT activation decreased recruitment of HUVECs to RCC in the pres-
ence or absence of DHT (Fig. 3H).

The results presented in Fig. 3A–H suggest that AR signaling may function by modulating AKT/NF-κ B/
CXCL5 signaling to enhance recruitment of ECs to RCC cells.

Figure 4. Conditioned medium (CM) from HUVECs co-cultured with RCC cells promotes RCC cell 
proliferation, migration and invasion. (A) RCC proliferation occurred following treatment with CM (BrdU 
incorporation assay). Left: representative figures. Bar: 100 μ m. Right: quantification of the fluorescence intensity. 
(B) RCC migration capacity was enhanced in the presence of CM (Boyden Chamber assay). Left: representative 
figures. Bar: 100 μ m. Right: quantification data. *P <  0.05. (C) Wound healing time was decreased in CM-
treated RCC cells vs. control cells. Bar: 100 μ m. (D) Boyden Chamber assay: the invasion capacity was enhanced 
in CM-treated RCC cells. Left: representative figures. Bar: 100 μ m. Right: quantification data. *P <  0.05.



www.nature.com/scientificreports/

7Scientific RepoRts | 6:37085 | DOI: 10.1038/srep37085

Increased ECs in RCC promote RCC cell proliferation, migration and invasion in various RCC cells.  
To study the consequences of altering the AR-mediated AKT/NF-κ B/CXCL5 pathway to enhance EC recruit-
ment to RCC, we first employed BrdU incorporation assays. CM significantly increased cell proliferation in both 
AR-positive and -negative RCC cells (Fig. 4A).

Using transwell and wound healing migration assays27, we also observed that CM significantly increased the 
migration ability of RCC 769-P and OS-RC-2 cells compared with RCC medium alone (Fig. 4B,C). Similarly, 
the Matrigel invasion assay28 also revealed that CM significantly increased RCC cell invasion abilities (Fig. 4D).

In summary, the results presented in Fig. 4A–D suggest that recruitment of ECs promotes RCC cell prolifera-
tion, migration and invasion in vitro.

Increased ECs in RCC promote RCC progression in an in vivo mouse model. To confirm  
the data obtained using in vitro cell lines, we first utilized a nude mouse model in which two cell lines 
(769-P-AR/769-P-Vec cells and OS-RC-2-Si AR/OS-RC-2-Sc AR cells) were orthotopically xenografted into the 
kidney capsules. Adding AR to the 769-P cells led to increased tumor sizes and masses compared with the control 
group (Fig. 5A–C). Similar results were also obtained in mice with orthotopically xenografted AR knock-down 
OS-RC-2 cells; these mice exhibited smaller tumor sizes and masses than the siRNA scramble control mice 
(Fig. 5A–C), suggesting that AR signaling may promote RCC progression.

To prove that recruitment of ECs to RCC promotes RCC progression, HUVECs tagged with luciferase were 
injected into the tail vein the day before mice were sacrificed. Adding AR to RCC 769-P cells caused increased 
HUVEC recruitment than did vector control cells in orthotopically xenografted mice. As expected, AR 
knock-down in RCC OS-RC-2 cells decreased HUVEC recruitment compared with scramble siRNA cells in vivo 
(Fig. 5D–E).

Figure 5. Increased ECs in RCC promotes RCC progression in an in vivo mouse model. (A) Tumor 
masses due to orthotropic injection of 769-P-AR/Vec and OS-RC-2 Sc/Si AR cells into mice. (B) HE staining: 
xenografted tissue from tumor-bearing kidneys. Bar: 100 μ m. (C) Quantification of the average weight of tumor-
bearing kidneys resulting from AR+ RCC vs. AR− RCC grafts. *P <  0.05. (D) IHC staining: luciferase-tagged 
HUVECs within the mouse tumor. Bar: 100 μ m. (E) Quantification of average luciferase immunofluorescence 
intensity revealed that the number of luciferase-tagged HUVECs was higher following grafting with AR+ RCC 
cells versus AR− RCC cells. *P <  0.05. (F) Representative figures of tumor-bearing kidneys by subcapsular 
injection of RCC cells with or without HUVECs. (G) Quantification of the average mass of mouse tumor-
bearing kidneys with RCC cells plus HUVECs versus RCC cells alone. *P <  0.05.
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Importantly, mice with orthotopically xenografted HUVECs plus RCC 769-P or HUVECs plus RCC OS-RC-2 
cells also had larger tumor sizes and masses than those with RCC cells alone (Fig. 5F,G), suggesting that ECs 
promote RCC progression.

Together, the results presented in Fig. 5A–G demonstrate that AR signaling might promote RCC progression 
in an in vivo mouse model through enhanced EC recruitment.

Nuclear AR expression is positively linked to angiogenesis in RCC patients.  Finally, to validate 
the in vitro cell line and in vivo mouse data, we performed a clinical survey of IHC staining on 72 human RCC 
samples using antibodies against AR or CD31, the key EC marker during the development of blood vessels that 
supply nutrition during tumor progression and metastasis29. AR nuclear expression was positively correlated with 
CD31 expression in these 72 human RCC samples (Fig. 6A). Furthermore, the results from this clinical sample 
survey also revealed CD31 expression to be positively correlated with RCC progression. Higher CD31 expression 
was observed in higher grade G3 RCC samples than in lower grade G2 or G1 RCC (Fig. 6B). Additionally, the 
ratio of nuclear AR to total AR was positively related to tumor grade (Fig. 6C).

Altogether, the results presented in Fig. 6A–C confirm the in vitro cell line and in vivo mouse data. AR expres-
sion is positively associated with EC expression, and our clinical survey also indicated that RCC patients with 
reduced CD31 expression have better survival rates (Fig. 6D). Thus, AR signaling may influence EC expression 
and possible blood vessel development to promote RCC progression.

Discussion
RCC is more common among men than women, with a male:female ratio of 1.6:130. In an early study, the 
incidence of RCC in male mice was found to be 60% versus 5% in female mice following carcinogen Fe-NTA 

Figure 6. Nuclear AR expression is positively associated with angiogenesis in RCC patients. (A) Rank 
correlation analysis revealed the relationship between CD31 and nuclear AR expression in RCC tissue. (B) IHC 
staining: CD31 (endothelial cell marker, arrows) expression RCC tissues of different grades. Left: representative 
IHC staining. Upper: 100X; lower: 400X. Right: Quantitative data. *P <  0.05. (C) IHC staining for total AR 
(black arrows) and nuclear AR (red arrows) expression in RCC tissue. Left: representative IHC staining. Upper: 
100X; lower: 400X. Right: Quantitative data. *P <  0.05. (D) Kaplan-Meier analysis of survival rates for patients 
with high/low CD31 expression. Patients were divided into two groups according to the mean endothelial cell 
number per 5 fields (31.8). High CD31 expression is an independent risk factor for patients with RCC.
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treatment, suggesting that gender differences might exist in RCC31. Deguchi et al.32 also observed that androgen 
treatment increased the incidence of carcinogen Fe-NTA-induced RCC in a rat model. As targeting AR sup-
presses RCC progression15, AR signaling may promote RCC initiation and progression.

Angiogenesis plays a key role in the physiopathology of RCC, and von Hippel-Lindau (VHL) alterations and 
HIF-2α /VEGF are important mediators of this process33. Several strategies have been developed to target angio-
genesis for the treatment of mRCC, including inhibition of VEGF receptors (inhibition of tyrosine kinase activity) 
or VEGF protein binding33. Several additional kinase inhibitors, including sunitinib, are used for the treatment 
of mRCC34. However, the relationship between AR signaling and angiogenesis has not been systemically studied. 
Using in vitro and in vivo models, we identified a novel mechanism by which AR signaling promotes angiogenesis.

AR expression is detected in almost 30% of RCC cases, and nearly 91% of RCC cells exhibit positive AR 
staining (mainly in the cytoplasm of renal epithelial cells)18. In our study, nuclear AR staining was associated with 
expression of CD31, suggesting that functional AR is associated with the distribution of EC required for blood 
vessel development.

PI3K/AKT signaling may play important roles in RCC proliferation and invasion, cancer stem cell mainte-
nance, and angiogenesis within the tumor23,24,35–37. Activation of the PI3K/Akt/mTOR pathway is critical in RCC 
angiogenesis, and targeting this pathway has been approved for candidate treatment approaches38. AR directly 
influences PI3K/AKT signaling in cancer39. In addition, inflammation is also highly related to tumor angiogen-
esis40. NF-κ B, the key player in inflammation, may also be involved in recruiting inflammatory immune cells to 
various tumors41 via PI3K/AKT signaling42. Indeed, we identified PI3K/Akt signaling as a downstream target of 
AR, which also led to increased CXCL5 expression through P65 translocation. The increased CXCL5 expression 
in RCC cells enhanced EC recruitment into the tumor microenvironment. CXCL5 may have specific NF-κ B 
binding sites in its promoter region43.

Angiogenesis requires endothelial cell migration, a process that is directionally regulated by chemotactic stim-
uli and further involves degradation of the extracellular matrix to enable progression of the migrating cells44. 
Angiogenesis entails communication between ECs and the surrounding environment, including cancer cells and 
inflammatory cells45. In our study, ECs communicated with RCC cells via CXCL5, which can recruit neutrophils 
and promote angiogenesis46,47. In accordance with our study, other researchers have also identified CXCL5 as an 
important mediator of tumor-derived angiogenesis, and blockade of CXCL5 may be a critical adjunct antiangio-
genic therapy against cancer48.

In summary, we provide in vitro and in vivo evidence that AR signaling positively promotes RCC progression 
by enhancing recruitment of ECs to RCC, which may occur by modulation of AKT →  NF-κ B →  CXCL5 sign-
aling. Targeting this newly identified interaction may facilitate the development of new therapies to slow RCC 
progression.

References
1. Kim, S. P. et al. Outcomes and clinicopathologic variables associated with late recurrence after nephrectomy for localized renal cell 

carcinoma. Urology. 78, 1101–1106, doi: 10.1016/j.urology.2011.05.012 (2011).
2. Rydzanicz, M., Wrzesinski, T., Bluyssen, H. A. & Wesoly, J. Genomics and epigenomics of clear cell renal cell carcinoma: recent 

developments and potential applications. Cancer Lett. 341, 111–126, doi: 10.1016/j.canlet.2013.08.006 (2013).
3. Ljungberg, B. et al. The epidemiology of renal cell carcinoma. Eur Urol. 60, 615–621, doi: 10.1016/j.eururo.2011.06.049 (2011).
4. Zhao, Y. & Adjei, A. A. Targeting Angiogenesis in Cancer Therapy: Moving Beyond Vascular Endothelial Growth Factor. Oncologist. 

20, 660–673, doi: 10.1634/theoncologist.2014-0465 (2015).
5. Vassilakopoulou, M., Psyrri, A. & Argiris, A. Targeting angiogenesis in head and neck cancer. Oral Oncol. 51, 409–415, doi: 

10.1016/j.oraloncology.2015.01.006 (2015).
6. Hanahan, D. & Weinberg, R. A. The hallmarks of cancer. Cell. 100, 57–70, doi: .org/10.1016/S0092-8674(00) (2000).
7. Chang, Y. S. et al. Mosaic blood vessels in tumors: frequency of cancer cells in contact with flowing blood. Proceedings of the National 

Academy of Sciences of the United States of America. 97, 14608–14613, doi: 10.1073/pnas.97.26.14608 (2000).
8. Asahara, T. et al. VEGF contributes to postnatal neovascularization by mobilizing bone marrow-derived endothelial progenitor 

cells. The EMBO journal. 18, 3964–3972, doi: 10.1093/emboj/18.14.3964 (1999).
9. Sharma, S. G. et al. Angiogenesis in renal cell carcinoma: correlation of microvessel density and microvessel area with other 

prognostic factors. Int Urol Nephrol. 43, 125–129, doi: 10.1007/s11255-010-9779-7 (2011).
10. Yu, P. et al. Identification and significance of mobilized endothelial progenitor cells in tumor neovascularization of renal cell 

carcinoma. Tumour Biol. 35, 9331–9341, doi: 10.1007/s13277-014-2205-5 (2014).
11. Ghosh, G., Wang, V. Y., Huang, D. B. & Fusco, A. NF-kappaB regulation: lessons from structures. Immunological reviews. 246, 36–58, 

doi: 10.1111/j.1600-065X.2012.01097.x (2012).
12. Vicari, A. P. & Caux, C. Chemokines in cancer. Cytokine & growth factor reviews. 13, 143–154, doi: org/10.1016/S1359-

6101(01)00033-8 (2002).
13. Shafi, A. A., Yen, A. E. & Weigel, N. L. Androgen receptors in hormone-dependent and castration-resistant prostate cancer. 

Pharmacol Ther. 140, 223–238, doi: 10.1016/j.pharmthera.2013.07.003 (2013).
14. Langner, C., Ratschek, M., Rehak, P., Schips, L. & Zigeuner, R. Steroid hormone receptor expression in renal cell carcinoma: an 

immunohistochemical analysis of 182 tumors. J Urol. 171, 611–614, doi: 10.1097/01.ju.0000108040.14303.c2 (2004).
15. He, D. et al. ASC-J9 suppresses renal cell carcinoma progression by targeting an androgen receptor-dependent HIF2alpha/VEGF 

signaling pathway. Cancer Res. 74, 4420–4430, doi: 10.1158/0008-5472.CAN-13-2681 (2014).
16. Li, L. et al. Increased PrLZ-mediated androgen receptor transactivation promotes prostate cancer growth at castration-resistant 

stage. Carcinogenesis. 34, 257–267, doi: 10.1093/carcin/bgs337 (2013).
17. Li, L. et al. PrLZ expression is associated with the progression of prostate cancer LNCaP cells. Mol Carcinog. 48, 432–440, doi: 

10.1002/mc.20481 (2009).
18. Zhu, G. et al. The expression and evaluation of androgen receptor in human renal cell carcinoma. Urology. 83, 510.e519–524, doi: 

org/10.1016/j.urology.2013.10.022 (2014).
19. Song, W. et al. Infiltrating neutrophils promote renal cell carcinoma progression via VEGFa/HIF2alpha and estrogen receptor beta 

signals. Oncotarget. 6, 19290–19304, doi: 10.18632/oncotarget.4478 (2015).
20. Bi, L. K. et al. Kidney cancer cells secrete IL-8 to activate Akt and promote migration of mesenchymal stem cells. Urol Oncol. 32, 

607–612, doi: 10.1016/j.urolonc.2013.10.018 (2014).



www.nature.com/scientificreports/

1 0Scientific RepoRts | 6:37085 | DOI: 10.1038/srep37085

21. Zhou, S. L. et al. CXCL5 contributes to tumor metastasis and recurrence of intrahepatic cholangiocarcinoma by recruiting 
infiltrative intratumoral neutrophils. Carcinogenesis. 35, 597–605, doi: 10.1093/carcin/bgt397 (2014).

22. Heinlein, C. A. & Chang, C. Androgen receptor in prostate cancer. Endocr Rev. 25, 276–308, doi: 10.1210/er.2002-0032 (2004).
23. Fruman, D. A. & Rommel, C. PI3K and cancer: lessons, challenges and opportunities. Nat Rev Drug Discov. 13, 140–156,  

doi: 10.1038/nrd4204 (2014).
24. Liu, P., Cheng, H., Roberts, T. M. & Zhao, J. J. Targeting the phosphoinositide 3-kinase pathway in cancer. Nat Rev Drug Discov. 8, 

627–644, doi: 10.1038/nrd2926 (2009).
25. Polivka, J., Jr. & Janku, F. Molecular targets for cancer therapy in the PI3K/AKT/mTOR pathway. Pharmacol Ther. 142, 164–175, doi: 

10.1016/j.pharmthera.2013.12.004 (2014).
26. Martini, M., De Santis, M. C., Braccini, L., Gulluni, F. & Hirsch, E. PI3K/AKT signaling pathway and cancer: an updated review. Ann 

Med. 46, 372–383, doi: 10.3109/07853890.2014.912836 (2014).
27. Li, L. et al. Infiltrating mast cells enhance prostate cancer invasion via altering LncRNA-HOTAIR/PRC2-androgen receptor (AR)-

MMP9 signals and increased stem/progenitor cell population. Oncotarget. 6, 14179–14190, doi: 10.18632/oncotarget.3651 (2015).
28. Xie, H. et al. Infiltrated pre-adipocytes increase prostate cancer metastasis via modulation of the miR-301a/androgen receptor (AR)/

TGF-beta1/Smad/MMP9 signals. Oncotarget. 6, 12326–12339, doi: 10.18632/oncotarget.3619 (2015).
29. Taskinen, M. et al. Prognostic impact of CD31-positive microvessel density in follicular lymphoma patients treated with 

immunochemotherapy. Eur J Cancer. 46, 2506–2512, doi: 10.1016/j.ejca.2010.06.014 (2010).
30. Jemal, A. et al. Cancer statistics, 2003. CA: a cancer journal for clinicians 53, 5–26, doi: 10.3322/canjclin.53.1.5 (2003).
31. Li, J. J., Li, S. A. & Cuthbertson, T. L. Nuclear retention of all steroid hormone receptor classes in the hamster renal carcinoma. 

Cancer Res. 39, 2647–2651 (1979).
32. Deguchi, J., Miyamoto, M. & Okada, S. Sex hormone-dependent renal cell carcinogenesis induced by ferric nitrilotriacetate in 

Wistar rats. Jpn J Cancer Res. 86, 1068–1071 (1995).
33. Baldewijns, M. M. et al. VHL and HIF signalling in renal cell carcinogenesis. The Journal of pathology. 221, 125–138, doi: 10.1002/

path.2689 (2010).
34. Oudard, S. & Vano, Y. The role of rechallenge with targeted therapies in metastatic renal-cell carcinoma. Current opinion in urology. 

25, 402–410, doi: 10.1097/MOU.0000000000000206 (2015).
35. Manning, B. D. & Cantley, L. C. AKT/PKB signaling: navigating downstream. Cell. 129, 1261–1274, doi: 10.1016/j.cell.2007.06.009 

(2007).
36. Chiang, G. G. & Abraham, R. T. Targeting the mTOR signaling network in cancer. Trends Mol Med. 13, 433–442, doi: 10.1016/j.

molmed.2007.08.001 (2007).
37. Muntane, J., De la Rosa, A. J., Docobo, F., Garcia-Carbonero, R. & Padillo, F. J. Targeting tyrosine kinase receptors in hepatocellular 

carcinoma. Current cancer drug targets. 13, 300–312, doi: 10.2174/15680096113139990075 (2013).
38. Posadas, E. M., Limvorasak, S., Sharma, S. & Figlin, R. A. Targeting angiogenesis in renal cell carcinoma. Expert opinion on 

pharmacotherapy. 14, 2221–2236, doi: 10.1517/14656566.2013.832202 (2013).
39. Sun, M. et al. Activation of phosphatidylinositol 3-kinase/Akt pathway by androgen through interaction of p85 alpha, androgen 

receptor, and Src. J Biol Chem. 278, 42992–43000, doi: 10.1074/jbc.M306295200 (2003).
40. Prevete, N., Liotti, F., Marone, G., Melillo, R. M. & de Paulis, A. Formyl peptide receptors at the interface of inflammation, 

angiogenesis and tumor growth. Pharmacol Res. 102, 184–191, doi: 10.1016/j.phrs.2015.09.017 (2015).
41. Vlahopoulos, S. A. et al. Dynamic aberrant NF-kappaB spurs tumorigenesis: a new model encompassing the microenvironment. 

Cytokine Growth Factor Rev. 26, 389–403, doi: 10.1016/j.cytogfr.2015.06.001 (2015).
42. Chao, X., Zao, J., Xiao-Yi, G., Li-Jun, M. & Tao, S. Blocking of PI3K/AKT induces apoptosis by its effect on NF-kappaB activity in 

gastric carcinoma cell line SGC7901. Biomed Pharmacother. 64, 600–604, doi: 10.1016/j.biopha.2010.08.008 (2010).
43. Santoni, M. et al. CXC and CC chemokines as angiogenic modulators in nonhaematological tumors. Biomed Res Int. 2014, 768758, 

doi: 10.1155/2014/768758 (2014).
44. Karkkainen, M. J., Makinen, T. & Alitalo, K. Lymphatic endothelium: a new frontier of metastasis research. Nature cell biology. 4, 

E2–E5, doi: 10.1038/ncb0102-e2 (2002).
45. Francis, M. E., Uriel, S. & Brey, E. M. Endothelial cell-matrix interactions in neovascularization. Tissue engineering. Part B, Reviews. 

14, 19–32, doi: 10.1089/teb.2007.0115 (2008).
46. Zhou, S. L. et al. CXCR2/CXCL5 axis contributes to epithelial-mesenchymal transition of HCC cells through activating PI3K/Akt/

GSK-3beta/Snail signaling. Cancer Lett. 358, 124–135, doi: 10.1016/j.canlet.2014.11.044 (2015).
47. Karagiannis, G. S., Saraon, P., Jarvi, K. A. & Diamandis, E. P. Proteomic signatures of angiogenesis in androgen-independent prostate 

cancer. The Prostate. 74, 260–272, doi: 10.1002/pros.22747 (2014).
48. Li, A. et al. Overexpression of CXCL5 is associated with poor survival in patients with pancreatic cancer. The American journal of 

pathology. 178, 1340–1349, doi: 10.1016/j.ajpath.2010.11.058 (2011).

Acknowledgements
This work was supported by the National 973 Program on Key Basic Research Project of China (NO. 
2012CB518305), National Key Research and Development Program (2016YFC0902603), National High 
Technology Research and Development Program of China (863 Program, NO SS2014AA020607) and National 
Natural Science Foundation of China grant (NO. 81072107, 81472679, 81572520).

Author Contributions
Substantial contributions included conception and design (L LI), acquisition of data (ZF GUAN), data analysis 
and interpretation (DL HE, JH FAN and C LI), and drafting the article and critically revising it for important 
intellectual content (L LI).

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Guan, Z. et al. Androgen receptor (AR) signaling promotes RCC progression via 
increased endothelial cell proliferation and recruitment by modulating AKT → NF-κB → CXCL5 signaling.  
Sci. Rep. 6, 37085; doi: 10.1038/srep37085 (2016).
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

http://www.nature.com/srep


www.nature.com/scientificreports/

1 1Scientific RepoRts | 6:37085 | DOI: 10.1038/srep37085

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://creativecommons.org/licenses/by/4.0/

	Androgen receptor (AR) signaling promotes RCC progression via increased endothelial cell proliferation and recruitment by m ...
	Materials and Methods
	Cell culture and stable cell lines. 
	Chemical reagents, inhibitors and antibodies. 
	Cell migration, invasion and recruitment assays. 
	Cell proliferation assay. 
	RNA extraction and Q-PCR analysis. 
	Western blot analysis. 
	Immunofluorescence staining for nuclear translocation of NF-κB. 
	Renal capsule implantation and in vivo vascular endothelial cell recruitment assay. 
	HE and IHC staining. 
	Statistical analyses. 

	Results
	AR signaling increases EC proliferation and recruitment to RCC. 
	Mechanism: how does AR signaling increase recruitment of ECs to RCC? 
	AR-modulated CXCL5 functions by activating AKT/NF-κB signaling to enhance EC recruitment to RCC cells. 
	Increased ECs in RCC promote RCC cell proliferation, migration and invasion in various RCC cells. 
	Increased ECs in RCC promote RCC progression in an in vivo mouse model. 
	Nuclear AR expression is positively linked to angiogenesis in RCC patients. 

	Discussion
	Acknowledgements
	Author Contributions
	Figure 1.  Activation of AR signaling in RCC plays a vital role in HUVEC proliferation and recruitment.
	Figure 2.  Inhibition of CXCL5 expression in AR-positive RCC cells decreases HUVEC recruitment.
	Figure 3.  Activated AR signaling in RCC cells leads to activation of the PI3K/AKT/NF-κB pathway.
	Figure 4.  Conditioned medium (CM) from HUVECs co-cultured with RCC cells promotes RCC cell proliferation, migration and invasion.
	Figure 5.  Increased ECs in RCC promotes RCC progression in an in vivo mouse model.
	Figure 6.  Nuclear AR expression is positively associated with angiogenesis in RCC patients.



 
    
       
          application/pdf
          
             
                Androgen receptor (AR) signaling promotes RCC progression via increased endothelial cell proliferation and recruitment by modulating AKT → NF-κB → CXCL5 signaling
            
         
          
             
                srep ,  (2016). doi:10.1038/srep37085
            
         
          
             
                Zhenfeng Guan
                Chong Li
                Jinhai Fan
                Dalin He
                Lei Li
            
         
          doi:10.1038/srep37085
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 The Author(s)
          10.1038/srep37085
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep37085
            
         
      
       
          
          
          
             
                doi:10.1038/srep37085
            
         
          
             
                srep ,  (2016). doi:10.1038/srep37085
            
         
          
          
      
       
       
          True
      
   




