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Supplementary Fig. 1. mRNA and protein expression levels of mice.

a Detection of Gm35585 expression changes in liver tissues by qRT-PCR. Values were
normalized to the control group. (mean + SD, n = 5, One-way ANOVA analysis). b Protein
expression levels of PPARa, EHHADH, and CD36. (mean + SD, n = 3, Two-way ANOVA
analysis). ¢ Cptla mRNA expression level. (mean £+ SD, n = 5, One-way ANOVA analysis). d
CPT1la protein expression level. (mean + SD, n = 3, One-way ANOVA analysis). e Protein
expression levels of PPARa, EHHADH. (mean + SD, n = 3, Two-way ANOVA analysis). f
Liver/body weight factor. (mean + SD, n = 5, One-way ANOVA analysis). g Ehhadh mRNA
expression level. (mean = SD, n = 5, One-way ANOVA analysis). h EHHADH protein
expression level. (mean = SD, n = 3, One-way ANOVA analysis).
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Supplementary Fig. 2. Serum fatty acids content and peroxidase activity in Gm35585
overexpression mice.

a Peroxidase activity. (mean + SD, n = 7, One-way ANOVA analysis). b Total fatty acids
contents. ¢ SCFAs contents. (mean = SD, n = 7, Two-way ANOVA analysis). d MCFASs contents.

(mean = SD, n = 7, Two-way ANOVA analysis). e LCFAs contents. (mean + SD, n = 7, Two-
way ANOVA analysis).
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Supplementary Fig. 3. Serum fatty acids content and peroxidase activity in EHHADH

overexpression mice.

a Peroxidase activity. (mean £ SD, n = 5, One-way ANOVA analysis). b Total fatty acids
contents. ¢ SCFAs contents. (mean = SD, n =5, Two-way ANOVA analysis). d MCFASs contents.
(mean = SD, n =5, Two-way ANOVA analysis). e LCFAs contents. (mean + SD, n = 5, Two-
way ANOVA analysis).
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Supplementary Fig. 4. Protein expression levels of PPARa and EHHADH in vitro assay.

a Protein expression levels of PPARa and EHHADH under PA, siGm35585 administration.
Values were normalized to control group. (mean £ SD, n = 3, One-way ANOVA analysis). b
Protein expression levels of EHHADH under PA, siEHHADH, pEX-3-Gm35585
administration. Values were normalized to control group. (mean + SD, n = 3, One-way ANOVA
analysis). ¢ Protein expression of PPARa and EHHADH under PA, siEHHADH and GW7647
condition. Values were normalized to control group. (mean + SD, n = 3, One-way ANOVA
analysis). d Protein expression of PPARa and EHHADH under PA, GW6471 and pEX-3-
Gm35585 administration. Values were normalized to control group. (mean = SD, n = 3, One-
way ANOVA analysis). e Virtual molecular docking of EHHADH crystal structure.
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Supplementary Fig. 5. Protein spectrum ion peak diagram of RNA pulldown and protein

expression of RXRa and RXR}.

a Protein spectrum ion peak diagram of RNA pulldown. b Protein expression of RXRa and
RXR} in vivo. Values were normalized to control group. (mean + SD, n = 3, One-way ANOVA
analysis). ¢ Protein expression of RXRa and RXR} in vitro. Values were normalized to control
group. (mean = SD, n = 3, One-way ANOVA analysis).
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Supplementary Fig. 6. The effect of RXRa silence on EHHADH.

a Under siRXRa and Gm35585 overexpression condition, mMRNA expression of Rxra and
Ehhadh. Values were normalized to control group. (mean = SD, n = 4, One-way ANOVA
analysis). b EHHADH immunofluorescence staining ahter siRXRa and pEX-3-Gm35585
administration. Scale bar, 25 um. c Protein expression of RXRa and EHHADH. Values were
normalized to control group. (mean £ SD, n = 3, One-way ANOVA analysis). d Protein
expression of RXRa and EHHADH in vitro. Values were normalized to control group. (mean
+ SD, n = 3, One-way ANOVA analysis).



