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Plant-derived lipid nanoparticles (PDNPs) are nano-sized par-
ticles isolated from various edible plants that contain bioactive 
components involved in regulating biological responses. Here, 
we isolated maca-derived lipid nanoparticles (MDNPs) from 
Lepidium meyenii Walp (maca), evaluated their therapeutic ef-
fects using two representative lethal models of sepsis, and 
determined their multimodal anti-inflammatory mechanism 
that relied on broad sequestration and neutralization of mul-
tiple pro-inflammatory cytokines and acute phase proteins 
(APPs) through formation of a protein corona. Lipidomics 
of MDNPs revealed triacylglycerols and phytoceramides as 
major constituents. In vitro studies showed that MDNPs 
were non-toxic, reduced macrophage activation, and seques-
tered lipopolysaccharide (LPS)-induced pro-inflammatory cy-
tokines, while mitigating nuclear factor kappa B (NF-κB) ac-
tivity. In a pre-established LPS-induced endotoxemia model, 
MDNP treatment significantly reduced systemic pro-inflam-
matory cytokines, reduced organ damage, and increased sur-
vival. Untargeted proteomics and bioinformatics analysis 
identified an enrichment in APPs present in MDNP protein 
coronas and corresponding inflammatory pathways modu-
lated. The efficacy of MDNPs were further tested using a lethal 
polymicrobial sepsis model, where treatment significantly 
improved survival even in the absence of antibiotics. This 
study identifies MDNPs as an effective strategy capable of 
inducing potent anti-inflammatory responses, offering signif-
icant therapeutic potential for diseases such as sepsis, while in-
forming the future design of synthetic lipid nanoparticles.

INTRODUCTION

Edible plant-derived nanoparticles (PDNPs) are nanostructured and 
membrane-enveloped vesicles secreted by plant cells that serve as 
carriers of various endogenous bioactive substances. Although previ-
ously perceived as cellular debris, PDNPs are recognized as crucial 
entities that regulate cell-cell communication and immune responses 
against pathogens.1 The evolving understanding of the biogenesis of 
PDNPs has been described in previous literature.2,3 Briefly, the pro-

cess initiates with the formation of a trans-Golgi network or early en-
dosome. Plant cells then generate the matured multivesicular endo-
some that integrates and fuses with the plasmalemma, releasing 
PDNPs through the inward budding of multivesicular endosomes.4

There are several studies pointing to the potential therapeutic bene-
fits of PDNPs, which in some cases demonstrate anti-inflammatory,5

antioxidant,6 and anti-cancer activity.7 This emerging class of natu-
rally derived nanoparticles offers highly advantageous features for 
use as nanomedicines, exhibiting negligible toxicity or immunoge-
nicity, efficient cellular uptake, and having capacity to deliver a vari-
ety of therapeutic agents through re-engineering.8

Cytokine secretions and the acute phase response (APR) are early, 
systemic immune reactions that develop within minutes to hours 
as part of the body’s early defense mechanism to injury, infection, 
or immune challenge.9,10 The APR is triggered by the release of 
pro-inflammatory cytokines, such as interleukin-6 (IL-6), tumor ne-
crosis factor alpha (TNF-α), interleukin-1 beta (IL-1β), and others, 
by macrophages, neutrophils, and various immune cells at the site 
of inflammation.11 This response triggers the production of acute 
phase proteins (APPs), which are typically undetectable under 
healthy conditions but increased 10- to 1,000-fold during inflamma-
tion.12 These proteins play roles in modulating inflammation, 
enhancing pathogen clearance, and promoting tissue repair.13 The 
APR is generally recognized as beneficial for restoring homeostasis 
disturbed by such injuries; however, APPs have been described to 
elicit a range of functions to induce pro- or anti-inflammatory re-
sponses. During severe inflammatory responses like sepsis, a dysre-
gulated APR can potentiate the inflammatory response leading to 
coagulopathy, organ failure, and even death.9,14,15
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Several groups have developed strategies to mitigate the inflamma-
tory response by sequestering pro-inflammatory cytokines.16 Multi-
ple studies highlight that the use of membrane-coated nanoparticles 
that mimic biological cell membranes to trap and neutralize these in-
flammatory cytokines.17 By acting as macrophage decoys, these 
nanoparticles can be developed to bind and neutralize endotoxins 
and pro-inflammatory cytokines.18 Similarly, neutrophil mem-
brane-coated nanoparticles are produced using neutrophils isolated 
from mouse bone marrow after lipopolysaccharide (LPS) stimula-
tion.19 The process involves membrane extraction, incubation, and 
extrusion or sonication with polymeric nanoparticle cores. These 
membrane-camouflaged nanoparticles reduce inflammation by 
binding and neutralizing endotoxins and cytokines such as IL-6 
and TNF-α.18,20 Despite these advancements, the complex synthesis 
and formulation required for these designs to sequester pro-inflam-
matory mediators presents a significant challenge to clinical transla-
tion. As a result, there is critical need to develop simpler anti-inflam-
matory strategies that can sequester multiple inflammatory 
mediators to mitigate pro-inflammatory responses to augment sepsis 
survival.

Lepidium meyenii Walp, also referred to as maca, is a biennial root 
plant indigenous to the Peruvian Andes. Maca possesses high con-
tents of fiber, amino acids, fatty acids, and other essential nutrients, 
while also containing various bioactive compounds that are 
involved in integral cellular activities within plants.21 Several 
studies have shown that maca alleviates fatigue,22 oxidative stress,23

tumor formation,24 and inflammation.25 However, studies have 
focused on the raw material or crude extract, which contains 
mixture of different active ingredients, to evaluate in disease 
models.26,27 Despite these known advantages, maca remains rela-
tively underexplored.

This investigation demonstrates the isolation, characterization, and 
therapeutic development of a PDNPs isolated from maca root, 
termed maca-derived lipid nanoparticles (MDNPs), for the treat-
ment of severe inflammation as exemplified using in vitro and 
in vivo models of LPS-induced endotoxemia and polymicrobial 
sepsis. MDNPs were isolated and characterized for physicochemical 
properties, as well as lipid composition using lipidomic analysis. 
The toxicity profile of MDNPs was then established prior to deter-
mining their uptake profile and anti-inflammatory properties. 
In vitro, MDNPs efficiently sequestered multiple pro-inflammatory 
cytokines, which led to comprehensive in vivo assessment of their 
biodistribution and therapeutic activity. Therapeutic administra-
tion of MDNPs to LPS-challenged mice led to significant reduc-
tions in plasma pro-inflammatory cytokines, reductions in inflam-
mation-induced organ damage, and improved survival. When 
nanoparticles are introduced into a biological fluid, they are rapidly 
covered by a layer of biomolecules known as the biomolecular 
corona (or protein corona).28,29 To identify the mechanism by 
which MDNPs elicited its anti-inflammatory effects, we performed 
untargeted proteomics analysis of the MDNP protein corona to un-
cover the inflammatory mediators sequestered by MDNPs and cor-

responding pathways and upstream regulators modulated. MDNPs 
were found to sequester and neutralize a variety of APPs, which 
promote the propagation of pro-inflammatory immune responses, 
in addition to pro-inflammatory cytokines. Lastly, the efficacy of 
MDNPs was assessed using a clinically relevant mouse model of 
polymicrobial sepsis and found to significantly increase survival. 
These results demonstrate the potential of MDNPs as an abundant, 
cost effective, naturally derived therapeutic agent for use as a multi-
modal intervention for a variety of inflammatory diseases due 
to their ability to sequester a broad spectrum of inflammatory 
mediators.

RESULTS

Isolation and characterization of MDNPs

MDNPs were isolated from maca juice using differential ultracen-
trifugation and density gradient sucrose gradient centrifugation 
(Figure 1).30 MDNPs accumulated at the interface of 20%/35% su-
crose gradient, and the recovery was approximately 4 mg per 30 g 
of maca powder (Figures 1B and 1C). Transmission electron micro-
scopy (TEM) revealed that MDNPs display a spherical morphology, 
and their core structure was consistent with that of solid lipid 
nanoparticles (Figure 1D). Size and zeta potential of MDNPs 
measured an average of 174.5 nm and − 9.6 mV, respectively 
(Figure 1E). We next assessed the stability of MDNPs at multiple 
temperatures in PBS. MDNPs could tolerate a freeze and thaw cycle 
and were stable at 4◦C for up to 6 days, the maximum length of 
time tested. All different temperature storage conditions kept 
MDNPs stable except for room temperature (RT), where after 
3 days the size was significantly increased (Figure 1F). The stability 
of MDNPs were also tested in cell culture medium and mouse 
plasma at RT and 37◦C. There were minimal changes in size and 
zeta potential (Figure S1). The sizes and zeta potential of 
MDNPs were also stable upon lyophilization (Figure S2). Differen-
tial scanning calorimetry (DSC) analysis determined the summit of 
melting peak of MDNPs, which was measured as 74.3◦C 
(Figure 1G).

To determine the lipid composition of MDNPs, untargeted high 
throughput lipidomics was performed. A bar graph (Figure 1H) 
and a pie/vertical slice chart (Figure 1I) shows the total lipid abun-
dance and ratio in percentage of each component in MDNPs. The 
lipidomics identified a total of eight individual lipids in four cate-
gories including sphingolipids, galactolipids, neutral lipids, and 
phospholipids (Figure S3). The most prevalent species within the 
MDNPs were the triglyceride subclass with 51 identifications 
(77.45%), followed by phytoceramide (Cer [Phyto]) (14.77%), phyto-
hexosylceramide (HexCer [Phyto]) (2.7%), free fatty acids (FFAs) 
(1.95%), digalactosyldiacylglycerol (DGDG) (0.72%), phosphatidyl-
choline (PC) (0.96%), phosphatidylinositol (PI) (0.85%), and lyso-
phosphatidylcholine (LPC) (0.13%) (Table S1).

The complete protein compositional analysis of MDNPs using ultra- 
high performance liquid chromatrography-tandem mass spectrom-
etry (UPLC-MS/MS) revealed undetectable levels of proteins that 
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could be linked to plant databases from UniProt and the Plant Pro-
teome Database. This aligns with our lipidomics results indicating 
that MDNPs are primarily composed of lipids, with minimal or no 

associated protein content. Overall, these data demonstrate the suc-
cessful isolation, purification, and characterization of MDNPs from 
bulk maca extract.

Figure 1. Isolation and characterization of MDNPs 

(A) Schematic representation of the isolation process for maca-derived lipid nanoparticles (MDNPs). Created in BioRender. Sung, J. (2025) https://BioRender.com/h22o988. 

(B) Before and after images of MDNP isolation. (C) MDNP recovery from pure maca powder. (D) A representative TEM image of MDNPs. (E) Room temperature dynamic light 

scattering (DLS) measurement of size (174.5 nm), PDI (0.231), and zeta potential (− 9.6 mV) of freshly isolated MDNPs. (F) Storage stability test of MDNPs up to 6 days under 

various storage temperatures. (G) Heat flow curve of MDNPs measured by differential scanning calorimetry showing the summit of melting peak at 74.3◦C. (H) Bar graph 

showing the abundance of lipids identified after bulk lipid extraction and component analysis by liquid chromatography coupled to high resolution mass spectrometry (LC- 

MS/MS). (I) Pie graph illustrating the whole ratio of each component, and the vertical slice magnifies less abundant lipid groups. Data is representative of mean ± SD (n = 3).
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In vitro cytotoxicity, internalization, and therapeutic effect of 

MDNPs

To analyze potential toxicity, bone marrow-derived macrophages 
(BMDMs) were treated with MDNPs (1 mg/mL) for 8 h prior 
to flow cytometry analysis to measure viability and apoptosis 
(Figure 2A). MDNP treatment did not affect the cell viability or 
induce apoptosis. Furthermore, we observed a time-dependent 
cellular uptake of Cy5.5-labeled MDNPs using BMDMs 
(Figure 2B). The quantitative measurement of mean fluorescence in-
tensity (MFI), a commonly used method in confocal microscopy 
analysis,31 can be found in Figure S4. These findings demonstrate 
that MDNPs are non-toxic and efficiently internalized by BMDMs.

BMDMs were treated with LPS followed by MDNPs to assess their abil-
ity to mitigate immune activation. The observed decrease in CD80 
(reduced but not significant), CD86, and major histocompatibility com-
plex (MHC) II expression following MDNP treatment suggests that 
MDNPs reduced macrophage activation, contributing to a decreased 
pro-inflammatory response (Figures 2C–2E). Modulation of macro-
phage polarization is one of the strategies to modulate inflammation, 
support tissue regeneration, and reestablish disrupted homeostasis.32

We also measured a reduction in CD206 as a marker of anti-inflamma-
tory M2-like macrophages, suggesting that MDNPs induced a shift in 
macrophage phenotype toward a more undifferentiated or M0-like 
state (Figure 2F). These results indicate that MDNPs can impact the 
activation status of macrophages, suggesting that they aid in shifting 
their profile toward a more balanced and neutral immune response.

To assess the anti-inflammatory effects of MDNPs, we investigated its 
prophylactic and therapeutic activity by treating MDNPs on LPS-chal-
lenged BMDMs. In the prophylactic setting, MDNPs were treated for 
8 h prior to 4 h LPS exposure (Figure 2G). However, treatment did not 
significantly attenuate the release of pro-inflammatory cytokines (IL-6 
and TNF-α) (Figures 2H and 2I), suggesting that it was unlikely that 
MDNP treatment directly modulated pro-inflammatory signaling 
pathways in macrophages responsible for cytokine secretion. In the 
therapeutic setting, BMDMs were challenged with LPS for 4 h prior 
to the treatment of MDNPs for 8 h (Figure 2J). The result shows 
that pro-inflammatory cytokines including IL-6 and TNF-α induced 
by LPS were significantly reduced, whereas IL-1β and interferon 
(IFN)-γ were only slightly reduced (Figure S5). Furthermore, addi-
tional testing was conducted on the crude extract after MDNP isolation 
to determine if it possesses any anti-inflammatory efficacy; however, 
no cytokine reduction was detected (Figure S6). These results sug-
gested that MDNPs can reduce pro-inflammatory responses, and the 
anti-inflammatory component of maca is the purified MDNPs.

Sequestration of cytokines and mitigation of NF-κB activation

IL-6 and TNF-α are well known to be involved in pathogenesis of 
chronic inflammation, autoimmune diseases, and cancer.33,34 Utiliz-
ing data from the in vitro anti-inflammatory assay, an investigation 
was conducted to confirm whether MDNPs possess the capability 
to sequester pro-inflammatory cytokines in the absence of cells. 
In a time-dependent experiment, BMDMs were treated with 
100 ng/mL LPS for 4 h, then the supernatant rich in inflammatory 
cytokines was incubated with 100 μg/mL MDNPs for up to 24 h 
(Figure 3A). ELISA analysis of these supernatants indicated a gradual 
decrease in IL-6 levels, with a maximum of 48% reduction after 8 h 
(Figure 3B). A similar trend was observed for TNF-α levels, with a 
28% reduction over the same time frame (Figure 3C). Optimization 
of MDNP concentration revealed concentration-dependent cytokine 
sequestration properties of MDNPs, and 100 μg/mL MDNPs ex-
hibited the most significant sequestration of IL-6 and TNF-α, 
whereas poly(lactic-co-glycolic acid) (PLGA) nanoparticles (as con-
trol) did not display any cytokine sequestration properties 
(Figure S7). We also confirmed the ability of MDNPs to sequester re-
combinant IL-6 to exclude the possibility of other proteins contrib-
uting to cytokine removal in vitro (Figures 3D and 3E). Lastly, to 
assess whether the cytokine-sequestering ability of MDNPs is 
dependent on its structural integrity, we solubilized MDNPs in a 
chloroform:methanol mixture and reassembled it using the thin- 
film rehydration method, with or without PEGylated lipid or 
cholesterol (Figure S8). The restructured MDNPs retained its cyto-
kine-binding activity, suggesting that its core properties are essen-
tial for function. However, the inclusion of PEGylated lipid abol-
ished cytokine sequestration, while the addition of up to 20% 
cholesterol impaired this ability, although cytokine levels remained 
significantly lower than in the LPS control. These results indicate 
that MDNPs can effectively sequester pro-inflammatory cytokines 
to mitigate inflammation, and that structural modifications can 
diminish this function, underscoring the importance of the native 
MDNP composition.

The innate immune responses that are triggered by LPS are medi-
ated by Toll-like receptor (TLR)-4 and subsequent activation of the 
transcription factors NF-κB and activator protein 1.35 Upon 
encountering various PAMPs and DAMPs, macrophages undergo 
rapid activation and secrete a diverse range of cytokines and che-
mokines including IL-6 and TNF-α.36 In this experiment, RAW- 
Blue cells, an NF-κB macrophage reporter cell line that releases 
secreted embryonic alkaline phosphatase (SEAP) after activation, 
were used to gauge MDNP-mediated effects following LPS stimu-
lation (Figure 3F). Following treatment with 100 μg/mL MDNPs 

Figure 2. In vitro cytotoxicity, cellular internalization, immunomodulation, and therapeutic effects against LPS-induced inflammation 

(A) PI/annexin V assay by flow cytometry using 1 mg/mL of MDNPs in BMDMs. Quantitative analysis of live, apoptotic, and dead cells after MDNP treatment. (B) Uptake of 

Cy5.5-labeled MDNPs by BMDMs after 4 and 8 h. Cells were stained with DAPI and FITC-phalloidin to visualize the nucleus and F-actin, respectively. (C–F) Immuno-

modulatory activity of MDNPs in LPS stimulated BMDMs using flow cytometry of CD80, CD86, MHC II, and CD206 markers. (G) A timeline for prophylactic treatment of 

MDNPs. Created in BioRender. Sung, J. (2025) https://BioRender.com/x40h804. (H and I) ELISA cytokine measurements of (H) IL-6 and (I) TNF-α. (J) A timeline for ther-

apeutic treatment. (K and L) ELISA cytokine measurements of (K) IL-6 and (L) TNF-α. Data are expressed as mean ± SD (n = 3). *p < 0.05 and **p < 0.01 versus LPS control 

group.
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for 1 h, a significant decrease in NF-κB activity was measured, con-
firming that MDNPs possess the capacity to mitigate pro-inflam-
matory cell signaling and reduce macrophage activation 
(Figure 3G). PLGA was used as a control, which was unable to 
reduce NF-κB activation.

In vivo biodistribution and anti-inflammatory effects of MDNPs

For the in vivo biodistribution study, MDNPs were labeled with 
Cy5.5 and administered intraperitoneally (i.p.) or intravenously 
(i.v.) into LPS-challenged mice (5 mg/kg LPS dose) twice at an 

MDNP dose of 2 mg/injection at 0.5 and 2 h (Figure 4A). At 4 h, 
mice were euthanized to image the biodistribution of Cy5. 
5-MDNPs in different organs including liver, spleen, heart, kidney, 
and lung with an in vivo imaging system (IVIS). Most of the 
Cy5.5-labeled MDNPs were delivered to the liver and kidney by 
both i.p. and i.v. injection, and very low amounts were detected in 
the spleen, heart, and lung (Figures 4B and 4C).

We also investigated how the route of administration (i.p. versus i.v.) 
affected the in vivo therapeutic effects in mice. Mice were challenged 

Figure 3. In vitro sequestration of pro-inflammatory cytokines from LPS-stimulated BMDMs 

(A) Schematic representation of LPS stimulation and pro-inflammatory cytokine reduction over time after MDNP treatment. Created in BioRender. Sung, J. (2025) https:// 

BioRender.com/n91r920. (B and C) ELISA cytokine measurements of (B) IL-6 and (C) TNF-α. (D) Schematic of IL-6 cytokine sequestration study. Created in BioRender. 

Sung, J. (2025) https://BioRender.com/n10c223. (E) Concentration-dependent sequestration of IL-6 protein by MDNPs. (F) Schematic of NF-κB activity assay using RAW- 

Blue 264.7 cells. Created in BioRender. Sung, J. (2025) https://BioRender.com/y73h708. (G) NF-κB activity after treatment with MDNPs in LPS stimulated cells. PLGA was 

used as a control. All data are expressed as means ± SD (n = 5). **p < 0.01, ***p < 0.001, and ****p < 0.0001 versus LPS or NT control group.
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with 5 mg/kg LPS i.p., followed by treatment with 2 mg MDNPs at 
0.5 h and 2 h post-LPS treatment. After 4 h, mice were euthanized 
to collect organs samples and plasma (Figure 4A). Plasma samples 

were processed using a MAGPIX Luminex multiplexing immuno-
assay system. This system was employed to analyze the expression 
level of a 7-plex panel of cytokines which included IL-6, TNF-α, 

Figure 4. Route of administration-dependent biodistribution and anti-inflammatory effects of MDNPs 

(A) Timeline of MDNP treatments following LPS challenge. The schematic illustrates i.p. and i.v. injections performed on C57BL/6J mice (LPS only, LPS + i.p. injection, and 

LPS + i.v. injection, n = 3 per group). Created in BioRender. Sung, J. (2025) https://BioRender.com/n92o995. Created in BioRender. Sung, J. (2025) https://BioRender.com/ 

v94b216. (B) IVIS image of biodistribution of fluorescently labeled MDNPs in mouse organs (liver, kidney, spleen, lung, and heart). (C) Fluorescence intensity measurement of 

MDNPs biodistribution. (D–K) (D) Heatmap of cytokine expression including the following: (E) IL-6, (F) TNF-α, (G) MCP-1, (H) IL-10, (I) IL-1β, (J) IFN-β, and (K) GROα 
quantification from mice plasma samples. Data are expressed as mean ± SD (n = 3). *p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001 versus PBS control group.
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MCP-1, IL-10, IL-1β, IFN-β, and growth regulated protein α 
(GROα). The heatmap demonstrates overall reduction of pro-in-
flammatory cytokines for both routes (Figure 4D). The analysis re-
vealed a significant reduction in IL-6 level following both adminis-
tration routes (Figure 4E), and a notable reduction in TNF-α, 
MCP-1, and GROα for i.p.-administered MDNPs (Figures 4F–4K). 
Administration of MDNPs by i.v. route also reduced systemic cyto-
kine levels; however it was slightly less effective. We further evalu-
ated blood biochemistry of albumin, alanine transaminase, creatine, 
aspartate transferase, globulin, total protein (TP), and blood urea ni-
trogen (BUN). Although minor reductions were observed for 
MDNP-treated mice, there was no significant alteration in levels of 
blood biochemistry parameters compared to LPS-treated controls 
(Figure S9). The non-significant reductions in blood biochemistry 
following MDNP-treatment could be due to the pre-established se-
vere inflammatory response, which could not be completely reversed 
by the endpoint of the study.

Treatment of MDNPs accelerated organ recovery and improved 

survival

Histological analysis was used to evaluate the level of inflammation in 
tissues isolated from experiments conducted in Figure 4. H&E stain-
ings of five different organs including the liver, kidney, spleen, lung, 
and heart are shown in Figure 5. LPS-treated liver showed severe im-
mune cell infiltration, tubular necrosis was detected in the kidney, 
focal necrosis, and dysregulation in white pulp of spleen was observed, 
and extensive clots in the alveoli of lung appeared, but no significance 
of heart injury was measured. On the contrary, the i.v. and i.p. admin-
istered MDNP groups displayed notable improvements in histology 
scores when compared to the LPS group (Figures 5B–5F). Based on 
the overall safety profile and reductions in pro-inflammatory cyto-
kines, MDNPs were used to further evaluate survival in vivo. Mice 
were challenged with lethal dose of 20 mg/kg LPS in sterile PBS i.p. 
Then, mice were monitored after two doses of 2 mg MDNPs 
(Figure 5G). As a result, 60% of MDNP-treated mice survived, 
whereas 0% of the LPS-treated (control) mice survived (Figure 5H).

Proteomic profiling of MDNP protein corona

The ability of MDNPs to reduce systemic cytokines and promote LPS 
mouse survival prompted an exploration of the composition and 
types of proteins sequestered by the MDNPs. Adsorbed proteins 
were characterized by forming a protein corona on MDNPs 
ex vivo by incubating with either healthy or LPS-treated mouse 
plasma (MDNP-H or MDNP-LPS, respectively) (Figure 6A). Prote-
omics analysis of these coronas identified 297 total proteins 
(Tables S2 and S3), with 270 common between the two conditions, 
1 distinctive for healthy, and 26 for LPS-treated (Figure 6B). 
Table 1 presents a list of uniquely adsorbed proteins from each 
group. Among these, CD14, LCN2 (lipocalin-2), APCS (serum am-
yloid P component), fatty acid binding protein 4, neutrophilic 
granule protein (NGP), and HSP90AA (heat shock protein 90 alpha) 
are known to play roles in inflammation and categorized as APPs 
excluding NGP. The heatmap in Figure 6C shows the differential 
expression of total 297 detected proteins. Comparing MDNP-H to 

MDNP-LPS, highlighted significant changes in protein abundance, 
with 49 proteins being significantly upregulated and 100 proteins 
downregulated (Figure 6D). Haptoglobin (Hp), which is known for 
its pro-inflammatory properties,37 was found to be the most differen-
tially abundant protein in the MDNP-LPS corona. The top 25 pro-
teins identified in the MDNP-LPS group are shown in Figure S10. 
Among these, Hp, Seprina3n, and Saa1 are well known for their 
pro-inflammatory roles in regulating inflammatory process and pro-
moting the release of inflammation cytokines. Their levels can in-
crease dramatically during inflammation.38 Figure 6E lists the canon-
ical pathways of MDNP-LPS coronas from ingenuity pathway 
analysis (IPA). APR signaling was most highly associated with 
MDNP-LPS corona. The network diagram in Figure 6F illustrates 
the complex but close interaction of APPs and these upstream pro- 
inflammatory regulators within the APR signaling pathway. The 
highlighted connections between APR shows its direct interaction 
with the APPs sequestered on MDNP-LPS coronas (Hp, Saa1, and 
SerpinA3N) and a subset of upstream regulators (IL-6, TNF, IL1B, 
angiotensinogen (AGT), and HNF1A). Importantly, IL-6, TNF, 
and IL1B play pivotal roles in either indirectly or directly activating 
these APPs. Figure 6G illustrates the result of ex vivo cytokine 
sequestration assays using MDNPs. It demonstrates that MDNPs re-
tains the ability to bind and remove pro-inflammatory cytokines, 
such as IL-6 and TNF-α, from the LPS plasma. It is also important 
to point out that protein corona formed on the surface of MDNPs 
did not activate any pro-inflammatory responses when treated on 
BMDMs, supporting that the formation of the corona effectively 
neutralizes the pro-inflammatory responses of these various media-
tors (Figure S11). Figure 6H summarizes the proposed mechanism of 
MDNPs by forming a multimodal protein corona composed of pro- 
inflammatory cytokines and APPs and neutralization. This inhibits 
the key inflammatory pathways, blocking the production of pro-in-
flammatory upstream regulators, ultimately reducing pro-inflamma-
tory cytokines, improving organ function, and increasing survival.

MDNP treatment improved survival in polymicrobial sepsis 

model

The survival benefit of MDNPs were also tested in a clinically rele-
vant severe polymicrobial cecal ligation and puncture (CLP) sepsis 
model (Figure 7A). Mice underwent the CLP procedure and were 
treated with three doses of 2 mg MDNPs, followed by monitoring 
for 5 days. To confirm that MDNPs could sequester pro-inflamma-
tory cytokines in CLP plasma, we first incubated MDNPs with 
plasma isolated at 3 h post-CLP and observed an almost complete 
reduction in IL-6 and TNF-α (Figure 7B). In the survival study, 
MDNP-treated mice showed significant improvement in survival 
(40%) compared to control group (0%) (Figure 7C). Taken together, 
the ability of MDNPs to increase the survival of septic mice in the 
absence of antibiotics highlights their translational potential for 
treating inflammatory diseases, including sepsis.

DISCUSSION

A tremendous amount of research has been implemented to enhance 
the clinical management of inflammatory diseases caused by 
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excessive stress,39 infections,40 autoimmune disorders,41 or second-
ary diseases.42 Despite many clinical trials aimed at blocking specific 
inflammatory mediators, most have been unsuccessful due to the 
complexity and multifactorial nature of inflammatory diseases. 
This highlights the need for multimodal approaches that target mul-
tiple inflammatory mediators simultaneously to improve treatment 
outcomes. The core pathophysiology of sepsis is known to involve 
the disruption of the finely tuned balance between inflammatory 
and anti-inflammatory immune responses.43 Recognition of path-

ogen- or damage-associated molecular patterns (PAMPs/DAMPs) 
by innate immune cells functions as the trigger to initiate inflamma-
tory cell signaling and subsequent cytokine release, leading to multi-
organ damage, and death. Notably, studies have shown that 
increased plasma IL-6 and TNF-α levels in sepsis patients are corre-
lated with mortality.44–46 Our MDNPs efficiently reduced systemic 
pro-inflammatory cytokines including IL-6, TNF-α, among others 
(Figures 4E, 6G, and 7B), while simultaneously neutralizing addi-
tional pro-inflammatory mediators (Figure 6D). Strategies for 

Figure 5. Representative images of organ recovery and survival effect by treatment of MDNPs during LPS-induced sepsis 

(A) Hematoxylin and eosin (H&E) staining of the liver, kidney, spleen, lung, and heart. The LPS-treated group images shows presence of neutrophil infiltration (yellow arrow) in 

the liver, tubular necrosis (white arrow) in the tubules in kidney, focal necrosis and dysregulation in white pulp of spleen, appearance of extensive clots (red arrow) in the alveoli 

in lungs, while no noticeable damage in heart. On the contrary, mice organs administered with i.p. and i.v. displayed notably reduced organ damage similar to the level of the 

non-treated control group. (B–F) Quantification of H&E staining. Levels of injury scores were calculated. Data are expressed as mean ± SD (n = 3). *p < 0.05 and **p < 0.01 

versus LPS control group. (G) Schematic of survival study of LPS-treated and LPS + MDNP-treated C57BL/6J mice (n = 10/group). Created in BioRender. Sung, J. (2025) 

https://BioRender.com/l63d302. (H) The survival analysis graph displays a significant difference between LPS-only and the MDNP-treatment group. Mice were challenged 

with 20 mg/kg LPS i.p. followed by two injections of MDNPs. Kaplan-Meier curves and a log rank test was performed to compare the survival rates. ***p < 0.001.
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reducing pro-inflammatory mediators include conventional adsorp-
tion resins like CytoSorb, or more sophisticated membrane-coated 
nanoparticles,18 telodendrimer nanotraps,47 or abiotic histone- 
capturing hydrogel nanoparticles.48 Although these approaches 
have shown success in certain cases, the complex structural compo-
sition and manufacturing processes may hinder rapid development. 
In contrast, we developed MDNPs, isolated from maca root, as a 
novel approach to mitigate broad pro-inflammatory responses 
from abundant and readily available plant material, facilitating 
convenient access and long-term storage potential (Figure 1). We 
further demonstrated their ability to reduce organ damage and 
improve survival as reflected in two representative and lethal sepsis 
models (Figures 5A, 5H, and 7C) through the formation of a multi-
modal protein corona (Figure 6).

Sepsis endotypes include hyperinflammatory (early) and immuno-
suppressive (late) states.49 A clinical study indicated that early-iden-
tified sepsis is associated clinically with higher mortality than late- 
identified sepsis.50 Thus, achieving control over the cytokine storm 
holds great potential to improve patient survival. Modes of cytokine 
sequestration have generally relied on charge-based interactions, 
where most pro-inflammatory cytokines are negatively charged, 
and anti-inflammatory cytokines are positively charged at neutral 
pH.51 Interestingly, the zeta potential of MDNPs were − 9.6 mV 
(Figure 1E), yet cytokines like IL-6 (pI 6.96) and TNF-α (pI 5.01) 
were strongly sequestered, but IL-1β (pI 4.96) and IFN-γ (pI 8.25) 
were not (Figures 2K, 2L, and S6). These differences suggest the pos-
sibility of a combination of forces driving the binding of cytokines 
to the surface of MDNPs. Our lipidomics analysis of MDNPs 
(Figures 1H and 1I) showed the presence of multiple charged or 
ionizable lipid species like Cer (Phyto), HexCer (Phyto), FFA, 
LPC, and PC (Figure S2). Therefore, it is possible that a combination 
of local charge and hydrophobic interactions are contributing to the 
apparently selective sequestering of specific pro-inflammatory cyto-
kines. Although we have not fully elaborated how MDNPs facilitate a 
selective binding interaction for certain cytokines, which is a limita-
tion of our study, our results provide the basis for future studies to 
investigate the role of specific lipid components and their ability to 
alter binding interactions. Also, while our study demonstrates prom-
ising safety and therapeutic effects with the 2 mg/dose administra-
tion, future studies that investigate the impact of MDNP dose level 
and frequency will yield valuable information regarding the potential 
therapeutic enhancements or long-term safety implications, which 

could be particularly relevant for chronic conditions requiring sus-
tained therapeutic intervention.

Upon exposure to biological fluids, nanoparticles dynamically 
adsorb biomolecules onto their surface, forming a protein corona 
that dictates how nanoparticles interact with host cells. These inter-
actions can alter both drug delivery efficiency52 and biological func-
tion.53 The analysis of MDNP protein coronas revealed significant 
differences between MDNP-H and MDNP-LPS groups, highlighting 
that unique protein fingerprints are associated with MDNPs under 
inflammatory conditions. This is consistent with the concept of the 
“personalized protein corona,” which demonstrates that unique pro-
tein fingerprints are formed on the surface of nanoparticles as a func-
tion of disease state.28,54 The ability of MDNPs to bind cytokines in 
LPS- or CLP-treated mouse plasma confirmed its ability to directly 
modulate inflammatory responses in ongoing disease settings 
(Figures 6G and 7B). An unexpected finding from our proteomics 
analysis was the identification of multiple pro-inflammatory APPs 
being upregulated in the coronas of MDNP-LPS like Hp, 
SerpinA3N, and Saa1 (Figure 6D). Hp activates immune cells, pro-
motes secretion of pro-inflammatory cytokines, and interacts with 
complement system, potentially intensifying inflammatory re-
sponses.55 SerpinA3N is involved in regulating inflammatory re-
sponses by controlling protease activity to prevent excessive tissue 
damage, but it is upregulated under inflammatory conditions.56

Saa1 plays direct role in recruiting immune cells and modulating 
pro-inflammatory cytokines.57 Supporting that MDNPs neutralized 
the pro-inflammatory functions of corona constituents, MDNP-LPS 
was cultured with BMDMs, and no significant immune activation 
was measured when evaluating IL-6 or TNF-α secretions 
(Figure S11). These results highlighted that MDNPs formed multi-
modal protein corona under inflammatory conditions that could 
mitigate aberrant immune activation caused by individual compo-
nents, representing a novel approach to the treatment of inflamma-
tory diseases.

Here, we demonstrated that MDNPs sequestered and neutralized 
multiple pro-inflammatory cytokines and APPs in their protein 
corona to reveal a highly effective anti-inflammatory PDNP-based 
therapeutic strategy for managing severe inflammatory responses. 
Our data indicate that MDNPs exhibit negligible toxicity, are effi-
ciently internalized by macrophages, display immunomodulatory 
activities, and demonstrate significant therapeutic efficacy. 

Figure 6. Mapping and identification of protein corona adsorbed onto the surface of MDNPs 

(A) Schematic showing the process of evaluating the MDNP protein corona. Created in BioRender. Sung, J. (2025) https://BioRender.com/j58w712. (B) Venn diagram 

illustrating a total of 296 protein corona including unique (1 in healthy and 26 in LPS) and 270 shared proteins in the corona. (C) Heatmap shows abundance of 49 upregulated 

and 100 downregulated proteins in the LPS compared to healthy MDNP corona groups. (D) Volcano plot of significantly upregulated and downregulated protein corona. Hp, 

Serpina3n, and Saa1 (red dots) are categorized as pro-inflammatory and acute phase response signaling proteins. (E) Top 10 canonical pathways associated with the 

significantly enriched corona proteins were identified, with acute phase response signaling being the most prominent pathway. (F) A network representation of acute phase 

response signaling proteins and major upstream regulators. (G) Ex vivo sequestration of pro-inflammatory cytokines by incubating LPS plasma with MDNPs. Both IL-6 and 

TNF-α was significantly reduced following 8 h incubation with MDNPs. ****p < 0.0001 versus LPS control group. Created in BioRender. Sung, J. (2025) https://BioRender. 

com/f87s608. (H) A graphical depiction illustrating the proposed mechanism of how the MDNPs sequester and deactivates pro-inflammatory cytokines and acute phase 

proteins to reduce overall inflammation to enhance sepsis survival. Created in BioRender. Sung, J. (2025) https://BioRender.com/p54m386.
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Administration of MDNPs in vivo effectively reduced pro-inflamma-
tory cytokines and promoted improved survival in two representa-
tive sepsis mouse models, LPS-induced endotoxemia and CLP poly-
microbial sepsis. This research underscores the broad therapeutic 
potential of the MDNPs, which leverages a unique and never-previ-
ously-examined mechanism of action through the formation of a 
multimodal protein corona that effectively binds and neutralizes 
pro-inflammatory cytokines and APPs from propagating systemic 
inflammation.

MATERIALS AND METHODS

Isolation, purification, and characterization of MDNPs

A fine ground organic powder of 100% L. meyenii Walp (maca) 
(family: Brassicaceae, order: Brassicas) was purchased from an 
organic producer, Happy Andes (https://www.happyandes-usa. 
com/). Maca powder (30 g) was mixed in 400 mL of autoclaved de-
ionized water and stirred for 12 h at RT to make maca juice. The ob-
tained maca juice was transferred to 50 mL tubes and centrifuged at 
3,000 × g for 20 min at 20◦C, and then the supernatant was centri-
fuged again in new 50 mL tubes at 10,000 × g for 2 h at 20◦C to re-
move small and large fibers. Next, the clear light brown colored su-
pernatant was collected in 70 mL polycarbonate ultracentrifuge 
bottles (Beckman Coulter, Brea, CA) and was ultracentrifuged with 
using a 45 Ti rotor (Beckman Coulter) at 150,000 × g for 2 h at 
4◦C. Then, the collected pellets were suspended in 2 mL of phos-
phate-buffered saline (PBS) through dispersion with an ultrasonic 
processor. PBS-suspended maca pellets were transferred to a sucrose 
gradient (8%, 20%, 35% [g/v]) and ultracentrifuged at 150,000 × g 
for 2 h at 4◦C, and then the cloudy band between 8% and 20% sucrose 
was collected as previously described.30 The concentration of 
MDNPs was measured using a Bio-Rad quantification assay. The 
quantified MDNPs were stored at 4◦C. The size and zeta potential 
of MDNPs were measured by dynamic light scattering (DLS) using 
a Zetasizer Nano ZSP (Malvern, UK) and Nanoparticle Tracking 
Analysis NS300 (NTA) (Malvern, UK). MDNP stability was evalu-
ated under various storage temperatures (RT, 4◦C, − 20◦C, and 
− 80◦C) in PBS. In addition, its stability was tested in cell culture me-
dium and mouse plasma at both RT and 37◦C to assess behavior un-
der biologically relevant conditions. TEM images of MDNPs were 
acquired using a formvar-coated copper grid and staining using 
1% uranyl acetate. Differential Scanning Calorimetry (DSC) 2500 
(TA Instruments, New Castle, DE) was used to analyze the temper-
ature and heat flow associated with thermal transition in the 
MDNPs. Sample (5 μL) in liquid form was added into a hermetic 
aluminum pan and sealed with metal lid (DSC Consumables, Austin, 
MN) with Tzero sample press kit (TA Instruments). The following 
thermal procedure was used to scan: ramp 2 ◦C/min from 25◦C to 
80◦C. The heat flow transition was analyzed on a plot by thermal 
advantage (TA) analysis software Trios (version 5.4.0.300). For 
lyophilization, frozen MDNPs in 1.5 mL tubes with holes on top of 
screw caps were placed in a benchtop freeze-dryer (Labconco, Kan-
sas City, MO) overnight. Completely dried samples were collected 
and reconstituted in PBS for stability testing.T
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Lipid extraction and composition analysis

A total lipid extract was prepared using a modified methyl-tert- 
butyl ether (MTBE) lipid extraction protocol.58 Briefly, 400 μL 
of cold methanol and 10 μL of internal standard mixture 
(EquiSPLASH lipidomix) were added to each sample followed 
by incubation at 4◦C, and shaking at 650 RPM for 15 min. 
Next, 500 μL of cold MTBE was added followed by incubation 
at 4◦C for 1 h with shaking at 650 RPM. Cold water (500 μL) 
was added slowly and resulting extract was maintained at 4◦C, 
with shaking at 650 RPM for 15 min. Phase separation was 
completed by centrifugation at 8,000 RPM for 8 min at 4◦C. 
The upper, organic phase was removed and set aside on ice. 
The bottom, aqueous phase was re-extracted with 200 μL of 
MTBE, followed by 15 min of incubation at 4◦C with shaking 
at 650 RPM. Phase separation was completed by centrifugation 
at 8,000 RPM for 8 min at 4◦C. The organic extract was dried un-
der a steady stream of nitrogen at 30◦C. The recovered lipids were 
reconstituted in 200 μL of chloroform:methanol (1:1, v/v) con-
taining 200 μM of butylated hydroxytoluene. Prior to analysis, 
samples were further diluted with acetonitrile:isopropanol:water 
(1:2:1, v/v/v). The total lipid extract was analyzed by liquid chro-
matography coupled to high-resolution tandem mass spectrom-

etry (LC-MS/MS). The LC-MS/MS analyses were performed on 
an Agilent 1290 Infinity LC coupled to an Agilent 6560 Quadru-
pole Time-of-Flight (Q-TOF) mass spectrometer. The separation 
was achieved using a C18 CSH (1.7 μm; 2.1 × 100 mm) column 
(Waters Corporation, Milford, MA, USA). Mobile phase A was 
10 mM ammonium formate with 0.1% formic acid in water/aceto-
nitrile (40:60, v/v) and mobile phase B was 10 mM ammonium 
formate with 0.1% formic acid in acetonitrile/isopropanol 
(10:90, v/v). The gradient was ramped from 40% to 43% B in 
1 min, ramped to 50% in 0.1 min, ramped to 54% B in 4.9 min, 
ramped to 70% in 0.1 min, and ramped to 99% B in 2.9 min. 
The gradient was returned to initial conditions in 0.5 min and 
held for 1.6 min for column equilibration. The flow rate 
was 0.4 mL/min. The column was maintained at 55◦C and 
the auto-sampler was kept at 5◦C. A 2 μL injection was 
used for all samples. LC-MS data from the iterative MS/MS work-
flow was analyzed for lipid identification via Agilent’s 
Lipid Annotator (version 1.0). Positive and negative ion mode ad-
ducts included [M + H]+, [M+Na]+, [M + NH4]+, [M-H]− , and 
[M + CH3CO2]− , respectively. The LC-MS data from the MS1

workflow were processed using Agilent’s MassHunter Profinder 
(version 10.0).

Figure 7. Survival effects of MDNP treatment using the severe CLP model of polymicrobial sepsis 

(A) Schematic timeline of the cecal ligation and puncture (CLP) survival study. C57BL/6J mice underwent CLP surgery to induce severe inflammation and polymicrobial 

infection and three separate doses of MDNPs were administered i.p. (0.5, 2, and 24 h time point, 2 mg/injection) to analyze survival (n = 5/group). Created in BioRender. Sung, 

J. (2025) https://BioRender.com/q03l127. (B) Ex vivo cytokine sequestration assay using CLP plasma following incubation with MDNPs. Created in BioRender. Sung, J. 

(2025) https://BioRender.com/t95w854. (C) Kaplan-Meier curves and a log rank test was performed to compare the survival rates. **p < 0.01. Data are expressed as mean ± 

SD (n = 4). ****p < 0.0001 versus PBS control group.
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Characterization of MDNP protein composition and protein 

corona fingerprints in healthy and LPS plasma

To form the MDNP protein corona, purified MDNPs were incubated 
with plasma isolated from healthy and LPS-treated C57BL/6J mice 
for 4 h at 37◦C. As described in our previous publication, MDNP 
bound to proteins were washed and centrifuged 3 times at 
13,000 × g, 4◦C with 1× cold PBS.28 Then it was evaluated using 
the following protocol. Prepared samples were lysed in a lysis buffer 
containing 5% sodium dodecyl sulfate (Sigma, St. Louis, MO), 
50 mM triethylammonium bicarbonate (1 M, pH 8.0) (Sigma, 
7408). Proteins were extracted and digested using S-trap micro col-
umns (ProtiFi, Farmingdale, NY). The eluted peptides from the 
S-trap column were dried, and peptide concentration was deter-
mined using a BCA assay kit (Thermo Fisher Scientific, 23275), after 
reconstitution in 0.1% formic acid. All tryptic peptides were sepa-
rated on a nanoACQUITY Ultra-Performance Liquid Chromatog-
raphy analytical column (BEH130 C18, 1.7 μm, 75 μm × 200 mm; 
Waters Corporation) over a 185-min linear acetonitrile gradient 
with 0.1% formic acid on a nanoACQUITY Ultra-Performance 
Liquid Chromatography system (Waters Corporation) and analyzed 
on a coupled Orbitrap Fusion Lumos Tribrid mass spectrometer 
(Thermo Fisher Scientific, San Jose, CA). Full scans were acquired 
at 240,000 resolutions, and precursors were fragmented by high-en-
ergy collisional dissociation at 35% for up to 3 s. MS/MS raw files 
were processed using Thermo Proteome Discoverer (PD, version 
3.0.0.757) with the Sequest HT search engine against the plant meta-
genome database and UniProt mouse reference proteome. Trypsin 
was used with a maximum of two missed cleavages, and peptide 
lengths were restricted to 6–144 amino acids. Label-free quantifica-
tion was performed using the Minora feature detector. Protein iden-
tification was filtered at a 1% false discovery rate across peptide-spec-
trum matches (PSM), peptide, and protein levels using the Percolator 
algorithm in PD. Exported protein abundances were analyzed with 
Perseus software (version 1.6.14.0), with further filtering to include 
only proteins identified without missing values across all samples. 
The quantitative protein data were log2 transformed and further 
normalized using median centering. Two-tailed student’s t test 
(adjusted p value <0.05) was applied to determine the differentially 
expressed proteins. Plant data was analyzed with library from 
UniProt and the Plant Proteome Database (Lepidium meyenii: tax-
onomy ID 153348, entry: 92 sequences; Plant metagenome: taxon-
omy ID 1297885, entry: 27312 sequences; Zingiberales: taxonomy 
ID 4618, entry: 357900). IPA (QIAGEN) was utilized to identify ca-
nonical pathways, biological function, upstream regulators, and dis-
ease association.

Cell culture

The generation of BMDMs followed a previously published 
method.59 As established, the tibia and femur from a C57BL/6J 
mouse was isolated by removing bulk muscles and connective tis-
sues. RPMI media(supplemented with L-glutamine, penicillin 
[100 units/mL], streptomycin [100 μg/mL], 10% heat-inactivated 
fetal bovine serum [FBS], and 20% L929 cell-conditioned media) 
-drawn needles were inserted into bones to flush the marrow into 

a 10-cm Petri dish. The collected bone marrow was filtered to 
grow in uncoated 10-cm cell culture plates. BMDMs were cultured 
in RPMI media conditioned with L929 at 37◦C, 5% CO2. The media 
was replaced every 3 days. On days 8–10, BMDMs were lifted using 
Versene (Gibco, Grand Island, NY), to be used for subsequent exper-
iments. Trypan blue solution was used to determine the cell number 
and viability with an EVE Automated Cell Counter (NanoEntek, 
Waltham, MA). RAW-blue cells were also cultured to confluency 
in 75-cm2 flasks in identical incubation condition with Dulbecco’s 
modified Eagle’s medium (DMEM) supplemented with penicillin 
(100 U/mL), streptomycin (100 U/mL), and heat inactivated 
FBS (10%).

Mice

Male C57BL/6 (6–8 weeks old) purchased from the Jackson Labora-
tory (Bar Harbor, ME) were maintained in cages at ambient temper-
ature, 55% relative humidity, and under a 12 h dark/light cycle. LPS- 
induced endotoxemia model: mice were challenged with 5 mg/kg 
LPS i.p. prior to treatment with two doses of 2 mg MDNPs at 
30 min and 2 h via both i.p. and i.v. injections. CLP model: mice 
were lightly anesthetized with a mixture of ketamine (75 mg/kg) 
and xylazine (15 mg/kg) at 1:1 ratio. After abdominal fur was 
removed, a small incision was made to expose the cecum. The cecum 
was then ligated with a silk suture and perforated with a 19-gauge 
needle. A small amount of feces was extruded by gently squeezing 
the cecum; the cecum was replaced, and the abdomen was sutured 
after the bowel was repositioned. Experimental groups were i.p-in-
jected with three doses of 2 mg MDNPs at 30 min, 2 h, and 24 h 
time points. The selection of the appropriate dose was based on 
well-established tolerability for multiples nanoparticle administra-
tion discussed in literatures.60,61 All experiments were performed 
in compliance with the protocol by the University of Maryland, Bal-
timore Institutional Animal Care and Use Committee as well as the 
Animal Research: Reporting of In Vivo Experiments (ARRIVE) 
guidelines.

Cytotoxicity assay

To measure the cytotoxicity of MDNPs, a propidium iodide (PI)/an-
nexin V-FITC apoptosis assay was conducted using BMDMs. The 
assay utilizes PI staining to distinguish between early and late-stage 
apoptotic cells. Fluorescein isothiocyanate (FITC) labeling allow for 
the visualization of annexin V-bound cells using flow cytometry. 
Cultured BMDMs at a density of 1.0 × 105 per well were treated 
with MDNPs at 1 mg/mL for 8 h, then the cells were harvested 
with Versene after washing with PBS. Collected cells were centri-
fuged at 500 × g for 5 min, and cell pellets were resuspended in 
1× binding buffer. Cell suspension (100 μL) in flow cytometry tubes 
were added with annexin V-FITC and PI to be analyzed by flow cy-
tometry. The data were analyzed by De Novo Software FCS Express 7 
(Dotmatics, Boston, MA).

In vitro cellular internalization

BMDMs were seeded overnight in Falcon Culture slides at a density 
of 0.5 × 105 per well. Cy5.5 was incubated with MDNPs under 
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shaking for 30 min in the dark to label the MDNPs and excessive 
Cy5.5 dye was removed by 20 min centrifugation at 13,000 × g prior 
to use. Then, 50 μL of Cy5.5-labled MDNPs were added to 0.5 mL of 
culture medium and incubated with cells for 0, 4, and 8 h. Negative 
control, untreated cells were used to establish the 0 h time point. At 
the determined time points, cells were washed with PBS three times, 
fixed with 4% paraformaldehyde (PFA) for 10 min, and dehydrated 
with acetone for 5 min at − 20◦C. After blocking the culture with 1% 
BSA in 1× PBS 30 min, the cells were washed again with 1× PBS and 
treated with 100 μL of FITC-labeled phalloidin (1:50 dilution in PBS) 
for 30 min to stain F-actin. The cells were then washed two times 
with 1× PBS and dried in the dark condition and glass cover slips 
were mounted with mounting medium containing 4′,6-diamidino- 
2-phenylindole (DAPI) after carefully removing the plastic cham-
bers. The final fluorescence images were captured using an Olympus 
fluorescence microscope (Tokyo, Japan) equipped with Hamamatsu 
Digital Camera ORCA-03G and Nikon software was used to analyze 
the image data.

Flow cytometric phenotyping of MDNP-treated macrophages

BMDMs were seeded at a density of 1.0 × 105 per well were in a ster-
ile 24-well plate. Cells were treated with 100 ng/mL of LPS in com-
plete media for 24 h to induce inflammation. Then, 100 μg/mL 
and 200 μg/mL MDNPs were treated for 8 h. Cells were resuspended 
in MACS buffer (PBS pH 7.2 supplemented with 1% FBS and 0.4% 
0.5 M EDTA, Quality Biological, Gaithersburg, MD) and transferred 
to the flow cytometry tubes. FcR blocking (CD16/32, BioLegend, San 
Diego, CA) was performed and cells were stained with following sur-
face marker antibodies: live/dead fixable green, F4/80, CD11b, MHC 
II, CD206, CD80, and CD86 (BioLegend). Samples were analyzed us-
ing Cytek Aurora 3 (Fremont, CA). FCS Expression 7 Flow Cytom-
etry De Novo Software was used for flow data processing. Mean fluo-
rescence intensity (MFI) was generated by GraphPad Prism 
Software 10.1.1.

In vitro pro-inflammatory cytokine sequestration and effects on 

NF-κB activity

Anti-inflammatory properties of MDNP were investigated in two 
ways: prophylactic and therapeutic. For prophylactic treatment, 
BMDMs at a density of 1.0 × 105 per well were treated with 
100 μg/mL MDNPs for 8 h and 100 ng/mL of LPS in complete media 
in 24-well plates (Corning, Corning, NY) were incubated for 4 h. For 
therapeutic study, BMDMs in identical culture condition as 
mentioned previously were treated with 100 ng/mL of LPS for 4 h 
and 100 μg/mL of MDNPs were subsequently added and incubated 
for 8 h. Supernatants were then collected to measure the reduction of 
pro-inflammatory cytokines including IL-6, TNF-α, IL-1β, and IFN- 
γ by enzyme-linked immunosorbent assay (ELISA) (BioLegend). We 
also assessed the ability of MDNPs to modulate cytokine levels in the 
absence of cells. The supernatants from another set of LPS-treated 
BMDMs were collected and incubated with 100 μg/mL of MDNPs 
in a time dependent manner (0, 0.5, 1, 4, 8, 12, and 24 h). To evaluate 
whether disrupting MDNP structure affects its ability to sequester 
pro-inflammatory cytokines, we reformulated MDNPs using the 

thin-film hydration method with additional components such as 
DSPE-PEG600 and cholesterol. MDNPs were first dissolved in a 
chloroform:methanol mixture (2:1 v/v) and subjected to rotary evap-
oration (Model I-300, Buchi, Switzerland) at 37◦C, 100 mBar, and 
280 RPM for 1 h. DSPE-PEG600 or cholesterol was then incorpo-
rated at varying concentrations (5%, 10%, and 20%) to generate 
distinct restructured lipid nanoparticles. Following rehydration, 
the nanoparticles were extruded through a 0.4 μm polycarbonate 
membrane using an Avanti Mini Extruder (Birmingham, AL). Lastly, 
we confirmed the direct ability of MDNPs to sequester IL-6 by incu-
bating 5 ng/mL of IL-6 recombinant protein in DMEM with 
100 μg/mL of MDNPs for 8 h. Remaining IL-6 levels were measured 
using ELISA.

An NF-κB reporter cell line, RAW-Blue, was used to determine the 
ability of MDNPs to alter NF-κB activity due to LPS stimulation. 
The cells were plated at a density of 1.0 × 105 per well and were stim-
ulated with LPS for 4 h and treated with 100 μg/mL MDNPs for 8 h. 
Then, QUANTI-Blue was added to the collected supernatant in flat 
bottom 96-well plate. It was incubated at 37◦C for 1 h, and then 
secreted embryonic alkaline phosphatase (SEAP) reporter was de-
tected using a spectrophotometer at 620–655 nm. Poly(lactic-co-gly-
colic acid) (PLGA) particles of similar size as MDNPs were used as a 
control and fabricated using a microfluidics device as we previously 
described.62 The size and zeta potential of the PLGA was measured 
163.8 nm and − 39.3 mV, respectively.

Ex vivo cytokine sequestration assay

To evaluate the cytokine sequestration ability of MDNPs in mouse 
plasma ex vivo, 100 μg/mL of MDNPs in PBS was prepared and 
added to 100 μL of diluted LPS-treated or CLP mouse plasma to ul-
tracentrifuge tubes. The mixture tubes were incubated at 37◦C for 8 
h. After incubation, samples were centrifuged at 2,000 × g for 10 min 
to pellet the cytokine bound MDNPs. Then the supernatant was 
collected to measure IL-6 and TNF-α levels using ELISA 
(BioLegend).

In vivo biodistribution and anti-inflammatory effect following 

LPS challenge

The in vivo biodistribution study was performed by i.p. or i.v. injec-
tion of MDNPs that were labeled with the near-infrared fluorescent 
Cy5.5 dye. Mice were administered 2 mg of Cy5.5-MDNPs twice (0.5 
and 2 h time point)-post LPS challenge (5 mg/kg) and euthanized af-
ter 4 h to collect blood by cardiac puncture and organs including the 
liver, lung, spleen, heart, and kidneys. The fluorescence of the organs 
was imaged using an IVIS with emission (720 nm) upon laser exci-
tation (675 nm). Blood samples were centrifuged at 1,000 × g for 
20 min at 4◦C in microtainer capillary blood collection plasma tubes. 
The plasma samples were used to measure the alteration of system-
atic cytokines levels using a Luminex MAGPIX System (Luminex, 
Austin, TX). The 7-plex panel included murine IL-6, TNF-α, 
MCP-1, IL-10, IL-1β, IFN-β, and IFN-γ. Blood biochemistry was 
also measured for alanine aminotransferase (ATL/SGPT), aspartate 
aminotransferase (AST/SGOT), creatine (CREA), BUN, TP, and 
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globulin, and albumin (VRL Animal Health Diagnostics, Gaithers-
burg, MD). The collected organs were fixed in 4% formalin immedi-
ately after euthanasia and paraffin-embedded for sectioning. H&E 
staining was performed using standard procedures by the Pathology 
Biorepository Shared Services Core at the University of Maryland, 
Baltimore. The level of injury scores was calculated based on the 
following scoring criteria: score 0, no damage; score 1, >10% slight 
inflammation; score 2, 10%–25% mild; score 3, 26%–50% moderate; 
score 4, 51%–75% severe; score 5, >75% necrosis.

In vivo sepsis survival study

The in vivo survival study was carried out using two representative 
sepsis models: a lethal LPS-induced endotoxemia and CLP polymi-
crobial mouse model. For endotoxemia, C57BL/6J mice were chal-
lenged with 20 mg/kg LPS and two doses of MDNPs (2 mg) were 
administered via i.p. injection. For CLP model, the cecum of anesthe-
tized C57BL/6J mice was perforated to release fecal materials into 
peritoneal cavity to generate an exacerbated polymicrobial infection. 
Three doses of MDNPs (2 mg/injection) were administered via i.p. 
route. Survival for each model was evaluated over the course of 
5 days. Body temperature was also recorded every day for CLP mice.

Statistical analysis

Data evaluation was performed using GraphPad Prism Software 
10.1.1 (San Diego, CA). One-way ANOVA and t test for unpaired 
data were employed to evaluate statistical significance along with Tu-
key’s multiple comparison test. Kaplan-Meier survival curve and sta-
tistical significance of mouse survival were determined with a long- 
rank (Mantel-Cox) X2 test. Significant differences were indicated as 
*p < 0.05, **p < 0.01, ***p < 0.001, and ***p < 0.0001, related to con-
trol unless otherwise stated.

DATA AND CODE AVAILABILITY
All lipidomics and proteomics raw data are included in the supporting information as 
Tables S1 and S3, respectively. Additional datasets supporting the findings are available 
upon reasonable request from the corresponding author.

ACKNOWLEDGMENTS
This work was supported by the National Institute of General Medical Sciences of the 
National Institutes of Health under award number R35GM142752 awarded to R.M.P. 
A.L.C. was supported by a Pharmaceutical Sciences (PSC) departmental fellowship. 
This publication was supported by funds through the Maryland Department of Health’s 
Cigarette Restitution Fund Program and the National Cancer Institute – Cancer Center 
Support Grant (CCSG) – P30CA134274; University of Maryland School of Medicine’s 
and Greenebaum Comprehensive Cancer Center’s Flow Cytometry Core – Baltimore, 
Maryland; University of Maryland School of Medicine’s Center for Translational 
Research in Imaging – Baltimore, Maryland; University of Maryland School of Pharmacy 
Mass Spectrometry Center (SOP1841-IQB2014); and University of Maryland School of 
Medicine’s and School of Dentistry’s Electron Microscopy Core – Baltimore, Maryland. 
BioRender was used for preparing graphics. The content is solely the responsibility of the 
authors and does not necessarily represent the official view of the National Institutes of 
Health.

AUTHOR CONTRIBUTIONS
J.J.S., conceptualization, formal analysis, investigation, methodology, visualization, 
writing – original draft, and writing – review & editing. J.R.S., methodology and writing – 
review & editing. J.D.R., investigation and methodology. S.D., investigation and meth-
odology. A.L.C., investigation and methodology. M.M.W., formal analysis, investigation, 

and methodology. J.W.J., investigation, methodology, resources, and supervision. M.A. 
K., investigation, methodology, resources, and supervision. R.M.P., conceptualization, 
funding acquisition, methodology, resources, supervision, writing – original draft, and 
writing – review & editing.

DECLARATION OF INTERESTS
J.J.S. and R.M.P are inventors on a patent application that describes the isolation and use 
of MDNPs for the treatment of inflammatory diseases.

SUPPLEMENTAL INFORMATION
Supplemental information can be found online at https://doi.org/10.1016/j.omtm.2025. 
101491.

REFERENCES
1. Shao, H., Im, H., Castro, C.M., Breakefield, X., Weissleder, R., and Lee, H. (2018). 

New Technologies for Analysis of Extracellular Vesicles. Chem. Rev. 118, 1917– 
1950. https://doi.org/10.1021/acs.chemrev.7b00534.

2. Chafe, S.C. (1969). The fine structure of the collenchyma cell wall. Planta 90, 12–21. 
https://doi.org/10.1007/BF00389292.

3. Robards, A.W., and Kidwai, P. (1969). Vesicular involvement in differentiating plant 
vascular cells. New Phytol. 68, 343–349. https://doi.org/10.1111/j.1469-8137.1969. 
tb06446.x.

4. Li, X., Bao, H., Wang, Z., Wang, M., Fan, B., Zhu, C., and Chen, Z. (2018). Biogenesis 
and function of multivesicular bodies in plant immunity. Front. Plant Sci. 9, 979. 
https://doi.org/10.3389/fpls.2018.00979.

5. Yang, C., Long, D., Sung, J., Alghoul, Z., and Merlin, D. (2021). Orally Administered 
Natural Lipid Nanoparticle-Loaded 6-Shogaol Shapes the Anti-Inflammatory 
Microbiota and Metabolome. Pharmaceutics 13, 1355. https://doi.org/10.3390/phar-
maceutics13091355.

6. Perut, F., Roncuzzi, L., Avnet, S., Massa, A., Zini, N., Sabbadini, S., Giampieri, F., 
Mezzetti, B., and Baldini, N. (2021). Strawberry-Derived Exosome-Like 
Nanoparticles Prevent Oxidative Stress in Human Mesenchymal Stromal Cells. 
Biomolecules 11, 87. https://doi.org/10.3390/biom11010087.

7. Wang, Q., Zhuang, X., Mu, J., Deng, Z.-B., Jiang, H., Zhang, L., Xiang, X., Wang, B., 
Yan, J., Miller, D., and Zhang, H.G. (2013). Delivery of therapeutic agents by nano-
particles made of grapefruit-derived lipids. Nat. Commun. 4, 1867. https://doi.org/ 
10.1038/ncomms2886.

8. Fang, X., Feng, J., Zhu, X., Feng, D., and Zheng, L. (2024). Plant-derived vesicle-like 
nanoparticles: A new tool for inflammatory bowel disease and colitis-associated can-
cer treatment. Mol. Ther. 32, 890–909. https://doi.org/10.1016/j.ymthe.2024.02.021.

9. Markanday, A. (2015). Acute Phase Reactants in Infections: Evidence-Based Review 
and a Guide for Clinicians. Open Forum Infect. Dis. 2, ofv098. https://doi.org/10. 
1093/ofid/ofv098.

10. Chen, L., Deng, H., Cui, H., Fang, J., Zuo, Z., Deng, J., Li, Y., Wang, X., and Zhao, L. 
(2018). Inflammatory responses and inflammation-associated diseases in organs. 
Oncotarget 9, 7204–7218. https://doi.org/10.18632/oncotarget.23208.

11. Tanaka, T., Narazaki, M., and Kishimoto, T. (2014). IL-6 in Inflammation, 
Immunity, and Disease. Cold Spring Harb. Perspect. Biol. 6, a016295. https://doi. 
org/10.1101/cshperspect.a016295.

12. Ansar, W., and Ghosh, S. (2016). Inflammation and Inflammatory Diseases, 
Markers, and Mediators: Role of CRP in Some Inflammatory Diseases. In Biology 
of C Reactive Protein in Health and Disease, W. Ansar and S. Ghosh, eds. 
(Springer India), pp. 67–107. https://doi.org/10.1007/978-81-322-2680-2_4.

13. Ehlting, C., Wolf, S.D., and Bode, J.G. (2021). Acute-phase protein synthesis: a key 
feature of innate immune functions of the liver. Biol. Chem. 402, 1129–1145. https:// 
doi.org/10.1515/hsz-2021-0209.

14. Castellheim, A., Brekke, O.-L., Espevik, T., Harboe, M., and Mollnes, T.E. (2009). 
Innate Immune Responses to Danger Signals in Systemic Inflammatory Response 
Syndrome and Sepsis. Scand. J. Immunol. 69, 479–491. https://doi.org/10.1111/j. 
1365-3083.2009.02255.x.

www.moleculartherapy.org 

Molecular Therapy: Methods & Clinical Development Vol. 33 June 2025 17 

https://doi.org/10.1016/j.omtm.2025.101491
https://doi.org/10.1016/j.omtm.2025.101491
https://doi.org/10.1021/acs.chemrev.7b00534
https://doi.org/10.1007/BF00389292
https://doi.org/10.1111/j.1469-8137.1969.tb06446.x
https://doi.org/10.1111/j.1469-8137.1969.tb06446.x
https://doi.org/10.3389/fpls.2018.00979
https://doi.org/10.3390/pharmaceutics13091355
https://doi.org/10.3390/pharmaceutics13091355
https://doi.org/10.3390/biom11010087
https://doi.org/10.1038/ncomms2886
https://doi.org/10.1038/ncomms2886
https://doi.org/10.1016/j.ymthe.2024.02.021
https://doi.org/10.1093/ofid/ofv098
https://doi.org/10.1093/ofid/ofv098
https://doi.org/10.18632/oncotarget.23208
https://doi.org/10.1101/cshperspect.a016295
https://doi.org/10.1101/cshperspect.a016295
https://doi.org/10.1007/978-81-322-2680-2_4
https://doi.org/10.1515/hsz-2021-0209
https://doi.org/10.1515/hsz-2021-0209
https://doi.org/10.1111/j.1365-3083.2009.02255.x
https://doi.org/10.1111/j.1365-3083.2009.02255.x


15. Zhang, Y.Y., and Ning, B.T. (2021). Signaling pathways and intervention therapies in 
sepsis. Signal Transduct. Target. Ther. 6, 407. https://doi.org/10.1038/s41392-021- 
00816-9.

16. Lasola, J.J.M., Kamdem, H., McDaniel, M.W., and Pearson, R.M. (2020). 
Biomaterial-Driven Immunomodulation: Cell Biology-Based Strategies to Mitigate 
Severe Inflammation and Sepsis. Front. Immunol. 11, 1726.

17. Khatoon, N., Zhang, Z., Zhou, C., and Chu, M. (2022). Macrophage membrane 
coated nanoparticles: a biomimetic approach for enhanced and targeted delivery. 
Biomater. Sci. 10, 1193–1208. https://doi.org/10.1039/D1BM01664D.

18. Thamphiwatana, S., Angsantikul, P., Escajadillo, T., Zhang, Q., Olson, J., Luk, B.T., 
Zhang, S., Fang, R.H., Gao, W., Nizet, V., and Zhang, L. (2017). Macrophage-like 
nanoparticles concurrently absorbing endotoxins and proinflammatory cytokines 
for sepsis management. Proc. Natl. Acad. Sci. USA 114, 11488–11493. https://doi. 
org/10.1073/pnas.1714267114.

19. Zhang, Q., Hu, C., Feng, J., Long, H., Wang, Y., Wang, P., Hu, C., Yue, Y., Zhang, C., 
Liu, Z., and Zhou, X. (2024). Anti-inflammatory mechanisms of neutrophil mem-
brane-coated nanoparticles without drug loading. J. Contr. Release 369, 12–24. 
https://doi.org/10.1016/j.jconrel.2024.03.030.

20. Shen, S., Han, F., Yuan, A., Wu, L., Cao, J., Qian, J., Qi, X., Yan, Y., and Ge, Y. (2019). 
Engineered nanoparticles disguised as macrophages for trapping lipopolysaccharide 
and preventing endotoxemia. Biomaterials 189, 60–68. https://doi.org/10.1016/j.bio-
materials.2018.10.029.

21. Wang, S., and Zhu, F. (2019). Chemical composition and health effects of maca 
(Lepidium meyenii). Food Chem. 288, 422–443. https://doi.org/10.1016/j.food-
chem.2019.02.071.

22. Zhu, H., Wang, R., Hua, H., Qian, H., and Du, P. (2022). Deciphering the potential 
role of Maca compounds prescription influencing gut microbiota in the manage-
ment of exercise-induced fatigue by integrative genomic analysis. Front. Nutr. 9, 
1004174.

23. Fei, W., Zhang, J., Yu, S., Yue, N., Ye, D., Zhu, Y., Tao, R., Chen, Y., Chen, Y., Li, A., 
and Wang, L. (2022). Antioxidative and Energy Metabolism-Improving Effects of 
Maca Polysaccharide on Cyclophosphamide-Induced Hepatotoxicity Mice via 
Metabolomic Analysis and Keap1-Nrf2 Pathway. Nutrients 14, 4264. https://doi. 
org/10.3390/nu14204264.

24. Cao, F., Zhang, H., Yan, Y., Chang, Y., and Ma, J. (2023). Extraction of polysaccha-
rides from Maca enhances the treatment effect of 5-FU by regulating CD4+T cells. 
Heliyon 9, e16495. https://doi.org/10.1016/j.heliyon.2023.e16495.

25. Yang, J., Cho, H., Gil, M., and Kim, K.E. (2023). Anti-Inflammation and Anti- 
Melanogenic Effects of Maca Root Extracts Fermented Using Lactobacillus 
Strains. Antioxidants 12, 798. https://doi.org/10.3390/antiox12040798.

26. Fei, W., Hou, Y., Yue, N., Zhou, X., Wang, Y., Wang, L., Li, A., and Zhang, J. (2020). 
The effects of aqueous extract of Maca on energy metabolism and immunoregula-
tion. Eur. J. Med. Res. 25, 24. https://doi.org/10.1186/s40001-020-00420-7.

27. Tenci, B., Di Cesare Mannelli, L., Maresca, M., Micheli, L., Pieraccini, G., Mulinacci, 
N., and Ghelardini, C. (2017). Effects of a water extract of Lepidium meyenii root in 
different models of persistent pain in rats. Z. Naturforsch., C: J. Biosci. 72, 449–457. 
https://doi.org/10.1515/znc-2016-0251.

28. Shaw, J., and Pearson, R.M. (2022). Nanoparticle personalized biomolecular corona: 
implications of pre-existing conditions for immunomodulation and cancer. 
Biomater. Sci. 10, 2540–2549. https://doi.org/10.1039/D2BM00315E.

29. Pearson, R.M., Juettner, V.V., and Hong, S. (2014). Biomolecular corona on nano-
particles: a survey of recent literature and its implications in targeted drug delivery. 
Front. Chem. 2, 108.

30. Sung, J., Yang, C., Viennois, E., Zhang, M., and Merlin, D. (2019). Isolation, 
Purification, and Characterization of Ginger-derived Nanoparticles (GDNPs) 
from Ginger, Rhizome of Zingiber officinale. Bio. Protoc. 9, e3390. https://doi.org/ 
10.21769/bioprotoc.3390.

31. Mandal, S., Zhou, Y., Shibata, A., and Destache, C.J. (2015). Confocal fluorescence 
microscopy: An ultra-sensitive tool used to evaluate intracellular antiretroviral 
nano-drug delivery in HeLa cells. AIP Adv. 5, 084803. https://doi.org/10.1063/1. 
4926584.

32. Parisi, L., Gini, E., Baci, D., Tremolati, M., Fanuli, M., Bassani, B., Farronato, G., 
Bruno, A., and Mortara, L. (2018). Macrophage Polarization in Chronic 

Inflammatory Diseases: Killers or Builders? J. Immunol. Res. 2018, 8917804. 
https://doi.org/10.1155/2018/8917804.

33. Popa, C., Netea, M.G., van Riel, P.L.C.M., van der Meer, J.W.M., and Stalenhoef, A.F. 
H. (2007). The role of TNF-α in chronic inflammatory conditions, intermediary 
metabolism, and cardiovascular risk. J. Lipid Res. 48, 751–762. https://doi.org/10. 
1194/jlr.R600021-JLR200.

34. Hirano, T. (2021). IL-6 in inflammation, autoimmunity and cancer. Int. Immunol. 
33, 127–148. https://doi.org/10.1093/intimm/dxaa078.

35. Nyati, K.K., Masuda, K., Zaman, M.M.-U., Dubey, P.K., Millrine, D., Chalise, J.P., 
Higa, M., Li, S., Standley, D.M., Saito, K., et al. (2017). TLR4-induced NF-κB and 
MAPK signaling regulate the IL-6 mRNA stabilizing protein Arid5a. Nucleic 
Acids Res. 45, 2687–2703. https://doi.org/10.1093/nar/gkx064.

36. Liu, T., Zhang, L., Joo, D., and Sun, S.-C. (2017). NF-κB signaling in inflammation. 
Signal Transduct. Target. Ther. 2, 17023. https://doi.org/10.1038/sigtrans.2017.23.

37. Shen, H., Colangelo, C., Wu, T., Maffei, M., and Goldstein, D.R. (2011). 235 
Haptoglobin: A Novel Innate Ligand that Induces Inflammation after Tissue 
Necrosis. J. Heart Lung Transplant. 30, S84. https://doi.org/10.1016/j.healun.2011. 
01.242.

38. Massart, I.S., Paulissen, G., Loumaye, A., Lause, P., Pötgens, S.A., Thibaut, M.M., 
Balan, E., Deldicque, L., Atfi, A., Louis, E., et al. (2020). Marked Increased 
Production of Acute Phase Reactants by Skeletal Muscle during Cancer Cachexia. 
Cancers (Basel) 12, 3221. https://doi.org/10.3390/cancers12113221.

39. Miller, A.H., and Raison, C.L. (2016). The role of inflammation in depression: from 
evolutionary imperative to modern treatment target. Nat. Rev. Immunol. 16, 22–34. 
https://doi.org/10.1038/nri.2015.5.

40. Ikoba, U., Peng, H., Li, H., Miller, C., Yu, C., and Wang, Q. (2015). Nanocarriers in 
therapy of infectious and inflammatory diseases. Nanoscale 7, 4291–4305. https:// 
doi.org/10.1039/C4NR07682F.

41. Miller, S.D., Turley, D.M., and Podojil, J.R. (2007). Antigen-specific tolerance stra-
tegies for the prevention and treatment of autoimmune disease. Nat. Rev. Immunol. 
7, 665–677. https://doi.org/10.1038/nri2153.

42. Dufour, J.-F., Anstee, Q.M., Bugianesi, E., Harrison, S., Loomba, R., Paradis, V., Tilg, 
H., Wong, V.W.-S., and Zelber-sagi, S. (2022). Current therapies and new develop-
ments in NASH. Gut 71, 2123–2134. https://doi.org/10.1136/gutjnl-2021-326874.

43. Jarczak, D., Kluge, S., and Nierhaus, A. (2021). Sepsis—Pathophysiology and 
Therapeutic Concepts. Front. Med. 8, 628302.

44. Mera, S., Tatulescu, D., Cismaru, C., Bondor, C., Slavcovici, A., Zanc, V., Carstina, 
D., and Oltean, M. (2011). Multiplex cytokine profiling in patients with sepsis. 
APMIS 119, 155–163. https://doi.org/10.1111/j.1600-0463.2010.02705.x.

45. Unsinger, J., McGlynn, M., Kasten, K.R., Hoekzema, A.S., Watanabe, E., Muenzer, J. 
T., McDonough, J.S., Tschoep, J., Ferguson, T.A., McDunn, J.E., et al. (2010). IL-7 
Promotes T Cell Viability, Trafficking, and Functionality and Improves Survival 
in Sepsis. J. Immunol. 184, 3768–3779. https://doi.org/10.4049/jimmunol.0903151.

46. Wu, H.-P., Chen, C.-K., Chung, K., Tseng, J.-C., Hua, C.-C., Liu, Y.-C., Chuang, 
D.-Y., and Yang, C.-H. (2009). Serial cytokine levels in patients with severe sepsis. 
Inflamm. Res. 58, 385–393. https://doi.org/10.1007/s00011-009-0003-0.

47. Shi, C., Wang, X., Wang, L., Meng, Q., Guo, D., Chen, L., Dai, M., Wang, G., Cooney, 
R., and Luo, J. (2020). A nanotrap improves survival in severe sepsis by attenuating 
hyperinflammation. Nat. Commun. 11, 3384. https://doi.org/10.1038/s41467-020- 
17153-0.

48. Koide, H., Okishima, A., Hoshino, Y., Kamon, Y., Yoshimatsu, K., Saito, K., 
Yamauchi, I., Ariizumi, S., Zhou, Y., Xiao, T.-H., et al. (2021). Synthetic hydrogel 
nanoparticles for sepsis therapy. Nat. Commun. 12, 5552. https://doi.org/10.1038/ 
s41467-021-25847-2.

49. Hotchkiss, R.S., Monneret, G., and Payen, D. (2013). Sepsis-induced immunosup-
pression: from cellular dysfunctions to immunotherapy. Nat. Rev. Immunol. 13, 
862–874. https://doi.org/10.1038/nri3552.

50. Jee, W., Jo, S., Lee, J.B., Jin, Y., Jeong, T., Yoon, J.C., and Park, B. (2020). Mortality 
difference between early-identified sepsis and late-identified sepsis. Clin. Exp. 
Emerg. Med. 7, 150–160. https://doi.org/10.15441/ceem.19.009.

51. Messina, J.M., Luo, M., Hossan, M.S., Gadelrab, H.A., Yang, X., John, A., Wilmore, J. 
R., and Luo, J. (2024). Unveiling cytokine charge disparity as a potential mechanism 

Molecular Therapy: Methods & Clinical Development

18 Molecular Therapy: Methods & Clinical Development Vol. 33 June 2025 

https://doi.org/10.1038/s41392-021-00816-9
https://doi.org/10.1038/s41392-021-00816-9
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref16
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref16
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref16
https://doi.org/10.1039/D1BM01664D
https://doi.org/10.1073/pnas.1714267114
https://doi.org/10.1073/pnas.1714267114
https://doi.org/10.1016/j.jconrel.2024.03.030
https://doi.org/10.1016/j.biomaterials.2018.10.029
https://doi.org/10.1016/j.biomaterials.2018.10.029
https://doi.org/10.1016/j.foodchem.2019.02.071
https://doi.org/10.1016/j.foodchem.2019.02.071
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref22
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref22
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref22
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref22
https://doi.org/10.3390/nu14204264
https://doi.org/10.3390/nu14204264
https://doi.org/10.1016/j.heliyon.2023.e16495
https://doi.org/10.3390/antiox12040798
https://doi.org/10.1186/s40001-020-00420-7
https://doi.org/10.1515/znc-2016-0251
https://doi.org/10.1039/D2BM00315E
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref29
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref29
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref29
https://doi.org/10.21769/bioprotoc.3390
https://doi.org/10.21769/bioprotoc.3390
https://doi.org/10.1063/1.4926584
https://doi.org/10.1063/1.4926584
https://doi.org/10.1155/2018/8917804
https://doi.org/10.1194/jlr.R600021-JLR200
https://doi.org/10.1194/jlr.R600021-JLR200
https://doi.org/10.1093/intimm/dxaa078
https://doi.org/10.1093/nar/gkx064
https://doi.org/10.1038/sigtrans.2017.23
https://doi.org/10.1016/j.healun.2011.01.242
https://doi.org/10.1016/j.healun.2011.01.242
https://doi.org/10.3390/cancers12113221
https://doi.org/10.1038/nri.2015.5
https://doi.org/10.1039/C4NR07682F
https://doi.org/10.1039/C4NR07682F
https://doi.org/10.1038/nri2153
https://doi.org/10.1136/gutjnl-2021-326874
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref43
http://refhub.elsevier.com/S2329-0501(25)00086-5/sref43
https://doi.org/10.1111/j.1600-0463.2010.02705.x
https://doi.org/10.4049/jimmunol.0903151
https://doi.org/10.1007/s00011-009-0003-0
https://doi.org/10.1038/s41467-020-17153-0
https://doi.org/10.1038/s41467-020-17153-0
https://doi.org/10.1038/s41467-021-25847-2
https://doi.org/10.1038/s41467-021-25847-2
https://doi.org/10.1038/nri3552
https://doi.org/10.15441/ceem.19.009


for immune regulation. Cytokine Growth Factor Rev. 77, 1–14. https://doi.org/10. 
1016/j.cytogfr.2023.12.002.

52. Corbo, C., Molinaro, R., Parodi, A., Toledano Furman, N.E., Salvatore, F., and 
Tasciotti, E. (2016). The Impact of Nanoparticle Protein Corona on Cytotoxicity, 
Immunotoxicity and Target Drug Delivery. Nanomedicine 11, 81–100. https://doi. 
org/10.2217/nnm.15.188.

53. Cedervall, T., Lynch, I., Lindman, S., Berggård, T., Thulin, E., Nilsson, H., Dawson, 
K.A., and Linse, S. (2007). Understanding the nanoparticle–protein corona using 
methods to quantify exchange rates and affinities of proteins for nanoparticles. 
Proc. Natl. Acad. Sci. USA 104, 2050–2055. https://doi.org/10.1073/pnas. 
0608582104.

54. Ju, Y., Kelly, H.G., Dagley, L.F., Reynaldi, A., Schlub, T.E., Spall, S.K., Bell, C.A., Cui, 
J., Mitchell, A.J., Lin, Z., et al. (2020). Person-Specific Biomolecular Coronas 
Modulate Nanoparticle Interactions with Immune Cells in Human Blood. ACS 
Nano 14, 15723–15737. https://doi.org/10.1021/acsnano.0c06679.

55. Torres, A., Vivanco, S., Lavín, F., Pereda, C., Chernobrovkin, A., Gleisner, A., Alcota, 
M., Larrondo, M., López, M.N., Salazar-Onfray, F., et al. (2022). Haptoglobin 
Induces a Specific Proteomic Profile and a Mature-Associated Phenotype on 
Primary Human Monocyte-Derived Dendritic Cells. Int. J. Mol. Sci. 23, 6882. 
https://doi.org/10.3390/ijms23136882.

56. Liu, C., Zhao, X.-M., Wang, Q., Du, T.-T., Zhang, M.-X., Wang, H.-Z., Li, R.-P., 
Liang, K., Gao, Y., Zhou, S.-Y., et al. (2023). Astrocyte-derived SerpinA3N promotes 
neuroinflammation and epileptic seizures by activating the NF-κB signaling pathway 

in mice with temporal lobe epilepsy. J. Neuroinflammation 20, 161. https://doi.org/ 
10.1186/s12974-023-02840-8.

57. Ye, R.D., and Sun, L. (2015). Emerging functions of serum amyloid A in inflamma-
tion. J. Leukoc. Biol. 98, 923–929. https://doi.org/10.1189/jlb.3VMR0315-080R.

58. Matyash, V., Liebisch, G., Kurzchalia, T.V., Shevchenko, A., and Schwudke, D. 
(2008). Lipid extraction by methyl-tert-butyl ether for high-throughput lipido-
mics*s. J. Lipid Res. 49, 1137–1146. https://doi.org/10.1194/jlr.D700041-JLR200.

59. Truong, N., Cottingham, A.L., Dharmaraj, S., Shaw, J.R., Lasola, J.J.M., Goodis, C.C., 
Fletcher, S., and Pearson, R.M. (2024). Multimodal nanoparticle-containing modi-
fied suberoylanilide hydroxamic acid polymer conjugates to mitigate immune 
dysfunction in severe inflammation. Bioeng. Transl. Med. 9, e10611. https://doi. 
org/10.1002/btm2.10611.

60. Ju, S., Mu, J., Dokland, T., Zhuang, X., Wang, Q., Jiang, H., Xiang, X., Deng, Z.-B., 
Wang, B., Zhang, L., et al. (2013). Grape Exosome-like Nanoparticles Induce 
Intestinal Stem Cells and Protect Mice From DSS-Induced Colitis. Mol. Ther. 21, 
1345–1357. https://doi.org/10.1038/mt.2013.64.

61. Suzuki, Y., Hyodo, K., Tanaka, Y., and Ishihara, H. (2015). siRNA-lipid nanopar-
ticles with long-term storage stability facilitate potent gene-silencing in vivo. 
J. Control. Release 220, 44–50. https://doi.org/10.1016/j.jconrel.2015.10.024.

62. Truong, N., Black, S.K., Shaw, J., Scotland, B.L., and Pearson, R.M. (2021). 
Microfluidic-Generated Immunomodulatory Nanoparticles and Formulation- 
Dependent Effects on Lipopolysaccharide-Induced Macrophage Inflammation. 
AAPS J. 24, 6. https://doi.org/10.1208/s12248-021-00645-2.

www.moleculartherapy.org 

Molecular Therapy: Methods & Clinical Development Vol. 33 June 2025 19 

https://doi.org/10.1016/j.cytogfr.2023.12.002
https://doi.org/10.1016/j.cytogfr.2023.12.002
https://doi.org/10.2217/nnm.15.188
https://doi.org/10.2217/nnm.15.188
https://doi.org/10.1073/pnas.0608582104
https://doi.org/10.1073/pnas.0608582104
https://doi.org/10.1021/acsnano.0c06679
https://doi.org/10.3390/ijms23136882
https://doi.org/10.1186/s12974-023-02840-8
https://doi.org/10.1186/s12974-023-02840-8
https://doi.org/10.1189/jlb.3VMR0315-080R
https://doi.org/10.1194/jlr.D700041-JLR200
https://doi.org/10.1002/btm2.10611
https://doi.org/10.1002/btm2.10611
https://doi.org/10.1038/mt.2013.64
https://doi.org/10.1016/j.jconrel.2015.10.024
https://doi.org/10.1208/s12248-021-00645-2

	Lipid nanoparticles from L. meyenii Walp mitigate sepsis through multimodal protein corona formation
	Introduction
	Results
	Isolation and characterization of MDNPs
	In vitro cytotoxicity, internalization, and therapeutic effect of MDNPs
	Sequestration of cytokines and mitigation of NF-κB activation
	In vivo biodistribution and anti-inflammatory effects of MDNPs
	Treatment of MDNPs accelerated organ recovery and improved survival
	Proteomic profiling of MDNP protein corona
	MDNP treatment improved survival in polymicrobial sepsis model

	Discussion
	Materials and methods
	Isolation, purification, and characterization of MDNPs
	Lipid extraction and composition analysis
	Characterization of MDNP protein composition and protein corona fingerprints in healthy and LPS plasma
	Cell culture
	Mice
	Cytotoxicity assay
	In vitro cellular internalization
	Flow cytometric phenotyping of MDNP-treated macrophages
	In vitro pro-inflammatory cytokine sequestration and effects on NF-κB activity
	Ex vivo cytokine sequestration assay
	In vivo biodistribution and anti-inflammatory effect following LPS challenge
	In vivo sepsis survival study
	Statistical analysis

	Data and code availability
	Acknowledgments
	Author contributions
	Declaration of interests
	Supplemental information
	References


