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1 Supplementary Figures and Tables 

1.1 Supplementary Figures 

 

Figure S1 Transcriptional and protein changes of DRGs. A mRNA levels of DRGs between low- and 

high-grade BCa tumor tissues. B mRNA levels of DRGs among stage II, III, and IV. C The protein 
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levels of ACTB, DSTN, FLNA, and TLN1 between tumor and normal tissues by the Human Protein 

Atlas.  

 

Figure S2 DRG-based molecular clusters with distinct clinicopathological features. A The consensus 

score matrix when clustering number was 2. B The CDF curves of each clustering number. C The 

proportion of ambiguous clustering (PAC) score indicated the optimal clustering number of 2. D-F 

The distribution of age groups (> 65 and ≤ 65) (D), gender (E), and stage (F) between DRG-based 

clusters.  
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Figure S3 LASSO regression. 
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Figure S4 The correlation between the DRG score and TIME score. A, B The activated or suppressed 

GO-BP (A) and hallmarks (B) in DRG C1. C. The correlations between TIME scores and DRG 

scores. D The correlations between the ten model genes and infiltration of 22 immune cell subsets. E, 

F Correlations between the DRG score and the abundances of immune cells (E) and the stem index 

(F).  
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Figure S5 Genetic variations and ICGs. (A, B) The mutation features of BCa patients in low- (A) and 

high-risk (B) groups. (C) Distribution of TMB between risk groups. (D) Correlations between ICGs 

and ten model genes. (E) Correlations between ICGs and the DRG score. 

 

Figure S6 The correlation between DRG score and CRGs. A The correlations between ten model 

genes and CRGs. B The correlations between CRGs and the DRG score. C Predicted IC50 between 

risk groups. 

1.2 Supplementary Tables 

Table S1 The details of included datasets. 

Table S2 The details of the 14 DRGs, DEGs between DRG-based molecular clusters, and OS-DEGs 

Table S3 Primers used in this study. 
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Table S4 Antibodies used in this study. 

Table S5 The lists of ICGs and CRGs. 
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