
1

Supplementary Figure Legends1

Supplementary FIG. 1.2

A. Volcano diagram of differentially expressed genes (DEGs) in the3

indicated gene set. B. Schematic representation of the genomic region of4

cNEK6 and its cyclization. C. Agarose gel electrophoresis images5

showing the amplification of cNEK6 and NEK6 in both complementary6

(cDNA) and genomic DNA (gDNA) from PANC-1 and PaTu8988t cells7

using convergent (blue) and divergent (red) primers. D. Agarose gel8

electrophoresis shows the expression of cNEK6 and NEK6 after RNase R9

treatment of PANC-1 and PaTu8988t cells. E. Curves of fluorescence10

intensities at the position marked by a white line in the merged image in11

Figure 1D. F. cNEK6 RNA levels in gemcitabine-resistant groups12

(PANC-1 GR and PaTu8988t GR) transfected with sh-NC or sh-cNEK6,13

and in their control groups (PANC-1 WT and PaTu8988t WT) after14

transfection with OE-Vector or OE-cNEK6 (n = 3).15

16

Supplementary FIG. 2.17

A. DEGs between OE-cNEK6 and OE-Vector PANC-1 cells. B.18

GSEA based on DEGs between OE-cNEK6 and OE-Vector PANC-1 cells.19

C. Statistical analysis of colony formation is shown in Figure 2G.20

21

Supplementary FIG. 3.22
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A. IRES elements in cNEK6 predicted using the CircBANK23

database (www.circbank.cn/). B. The most potent binding protein of24

cNEK6 predicted using the RBPDB database (rbpdb.ccbr.utoronto.ca/). C.25

mRNA levels of SNRPA in PANC-1 GR cell lines, and PANC-1 WT cells,26

transfected with sh-cNEK6 and OE-cNEK6, respectively (n = 3).27

28

Supplementary FIG. 4.29

A. Changes in SNRPA protein levels measured in Figure 4A were30

quantified using line charts (n = 3). B. Changes in SNRPA protein levels31

measured in Figure 4B were quantified using line charts (n = 3). C.32

Ubiquitination of SNRPA in gemcitabine-resistant (PANC-1 GR and33

PaTu8988t GR) and control groups (PANC-1 WT and PaTu8988t WT)34

transfected with sh-cNEK6 and OE-cNEK6, respectively. Western blot35

analysis was performed using antibodies against K63-Ub.36

37

Supplementary FIG. 5.38

A. mRNA levels of deubiquitinases in PANC-1 GR cell lines and39

control PANC-1 WT cells transfected with sh-cNEK6 and OE-cNEK640

(n = 3). B. Potential ubiquitin E3 ligases of SNRPA predicted in the41

UbiBrowser database (ubibrowser.ncpsb.org.cn). C. Protein levels of42

BTRC under the treatment of OE-cNEK6 or sh-cNEK6. D. mRNA levels43

of BTRC under the treatment of OE-cNEK6 or sh-cNEK6 (n = 3). E-F.44

http://www.baidu.com/link?url=Qu6D-N-WluPxCKLHuqlMd1KSoLcXXCTUch9VR2p5bkFadIF95CIFoz8fQ7P3JM6a
http://www.baidu.com/link?url=uqstWiplq-nny3Tg2J8g8dlSj6wTqLZrUzCLI2HHIQaDdTgwMOoNgpjVCiHUgSpS
https://link.zhihu.com/?target=http://ubibrowser.ncpsb.org.cn
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Potential binding sites of SNRPA in cNEK6 (E) and cNEK6 in SNRPA (F)45

were predicted using the catRAPID database46

(s.tartaglialab.com/page/catrapid_group). G. Potential ubiquitination sites47

regulated by BTRC in SNRPA were predicted using the UbiBrowser48

database. H. Effect of wild-type or mutant SNRPA on cNEK6-induced49

changes in glucose uptake, pyruvate levels, lactate production, and ATP50

levels in PANC-1 GR cell lines (n = 3).51

52

Supplementary FIG. 6.53

A. mRNA levels of PP2Ac in OE-Vector/OE-cNEK6 PANC-1 WT54

cells transfected with or without sh-SNRPA and in sh-NC/sh-cNEK655

PANC-1 GR cells transfected with or without SNRPA. B. Changes in56

PP2Ac protein levels measured in Figure 6E were quantified using line57

charts (n = 3). C. Changes in PP2Ac protein levels measured in Figure 6F58

were quantified using line charts (n = 3). D. Changes in PP2Ac protein59

levels measured in Figure 6G were quantified using line charts (n = 3). E.60

Changes in the PP2Ac protein levels measured in Figure 6H were61

quantified using line charts (n = 3).62

63

Supplementary FIG. 7.64

A. cDNA of the plasma cNEK6 and GAPDH was transcribed with65

random 6-mer or oligo (dT) primers and then detected by qRT-PCR66
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(n = 3). B. Effect of rapamycin on OE-cNEK6 induced changes in ECAR67

in PANC-1 WT cell lines (n = 3). C. Effect of rapamycin on OE-cNEK668

induced changes in glucose uptake, pyruvate levels, lactate production,69

and ATP levels in PANC-1 WT cell lines (n = 3). D. Tumor growth in70

orthotopic models of nude mice treated with the IgG or anti-SNRPA71

(n = 5). E. Tumor growth in orthotopic models of nude mice treated with72

the Trehalose or PP2Ac recombinant proteins (n = 5). F-H. The effects of73

rapamycin (F), anti-SNRPA (G), and PP2Ac recombinant proteins (H), on74

the expression of SNRPA, PP2Ac, and mTORC1 relative pathway.75

76
















