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Abstract
Background: Limb-girdle muscular dystrophy type 2C (LGMD2C) is an autosomal recessive muscle dystrophy that 
resembles Duchenne muscular dystrophy (DMD). Although DMD is known to affect one in every 3500 males regardless 
of race, a widespread founder mutation causing LGMD2C has been described in North Africa. However, the incidence 
of LGMD2C in Japanese has been unknown because the genetic background remains uncharacterized in many 
patients clinically diagnosed with DMD.

Methods: We enrolled 324 patients referred to the Kobe University Hospital with suspected DMD. Mutations in the 
dystrophin or the SGCG genes were analyzed using not only genomic DNA but also cDNA.

Results: In 322 of the 324 patients, responsible mutations in the dystrophin were successfully revealed, confirming 
DMD diagnosis. The remaining two patients had normal dystrophin expression but absence of γ-sarcoglycan in skeletal 
muscle. Mutation analysis of the SGCG gene revealed homozygous deletion of exon 6 in one patient, while the other 
had a novel single nucleotide insertion in exon 7 in one allele and deletion of exon 6 in the other allele. These 
mutations created a stop codon that led to a γ-sarcoglycan deficiency, and we therefore diagnosed these two patients 
as having LGMD2C. Thus, the relative incidence of LGMD2C among Japanese DMD-like patients can be calculated as 1 
in 161 patients suspected to have DMD (2 of 324 patients = 0.6%). Taking into consideration the DMD incidence for the 
overall population (1/3,500 males), the incidence of LGMD2C can be estimated as 1 per 560,000 or 1.8 per million.

Conclusions: To the best of our knowledge, this is the first study to demonstrate a low incidence of LGMD2C in the 
Japanese population.

Background
Duchenne muscular dystrophy (DMD; OMIM#310200) is
the most common inherited muscular dystrophy, and
affects 1 in every 3,500 males, regardless of race. DMD is
caused by a mutation in the dystrophin gene on the short
arm of the X chromosome and is characterized by the
absence of dystrophin in skeletal muscle. Those affected
by DMD develop muscle weakness by the age of 4 or 5,
followed by progressive muscle wasting that ultimately
leads to patients being wheelchair bound by the age of 12.
In addition, calf hypertrophy and lumbar lordosis are also

observed. DMD patients succumb to either cardiac or
respiratory failure secondary to the disease during their
twenties [1].

Limb-girdle muscular dystrophy type 2C (LGMD2C)
(OMIM # 253700) is an autosomal recessive disorder
caused by mutations in the SGCG gene, which encodes γ-
sarcoglycan. It is characterized by a childhood onset of
progressive muscular dystrophy. The mean age of onset is
5.3 years, and half of these patients lose ambulation by
the age of 12. Calf hypertrophy and lumbar lordosis are
common [2]. Based on these clinical findings, LGMD2C
is referred to as a severe childhood autosomal recessive
muscular dystrophy or as a Duchenne muscular dystro-
phy (DMD)-like autosomal recessive disease [3].
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Unlike DMD, LGMD2C shows geographical difference
in its incidence. The highest incidence of LGMD2C has
been reported in North Africa as a result of a founder
mutation in the SGCG gene [4]. Numerous studies have
summarized the clinical and pathological features of
LGMDs outside of North Africa. These studies have
reported at least 19 subtypes, with 7 exhibiting autosomal
dominant (LGMD1A to E) and 12 exhibiting autosomal
recessive (LGMD2A to J) patterns of inheritance [5]. Pre-
vious studies have determined the prevalence of LGMD
to range from 8.1 per million in a nationwide study in The
Netherlands [6] to 40 per million in a worldwide survey
[7]. However, the incidence of subtype LGMD2C has yet
to be determined. In the Bulgarian Roma (Gypsy) popula-
tion, one founder mutation has been reported to be com-
mon [8]. Other than in the geographical areas associated
with founder mutations, only limited numbers of
LGMD2C cases have been reported. For example, only
nine and seven LGMD2C patients have been described
among large numbers of patients examined in Italy [5]
and the USA [9], respectively.

Since differentiation of LGMD2C from DMD has not
been considered a major problem in current clinical prac-
tice, strong efforts to differentiate the two conditions
have not been made. Dystrophin restoration therapy for
DMD by either inducing exon skipping [10,11] or by sup-
pressing nonsense mutations [12] appears to be close to
clinical implementation. However, before there can be
any clinical application of these technologies, it is essen-
tial that DMD be confirmed at the molecular level.

Kobe University Hospital contains a DMD clinic that
examines patients suspected to have the disease from all
over Japan, especially from the western part of the coun-
try. We herein report on two LDMD2C patients that were
found among a group of 324 Japanese patients suspected
to have DMD. We accordingly estimate the incidence of
LGMD2C in the Japanese population to be 1 per 560,000.

Methods
Patients
Boys were enrolled in this cohort if they had been
referred to the Kobe University Hospital with a tentative
clinical DMD diagnosis based on strongly elevated levels
of serum creatine kinase (CK) activity. Patients ranged in
age from 0 - 7 years. We performed an extensive analysis
on mutations in the dystrophin gene and were able to
molecularly identify a mutation in the dystrophin gene in
322 patients with DMD-like disease (manuscript in prep-
aration). However, in two other patients, no mutations
were noted in the dystrophin gene. After obtaining
informed consent from their parents, further examina-
tions were conducted on these patients.

Methods
Muscle biopsy
Muscle samples were obtained from the quadriceps of
each patient. Standard histochemical stains including
hematoxylin and eosin (H-E), Gomori trichrome, NADH
tetrazolium reductase, succinate dehydrogenase, periodic
acid-Schiff, acid phosphatase, adenosine triphosphatase
at pH 4.3 and 9.4, cytochrome c oxidase, and alkaline
phosphatase were conducted. Immunohistochemical
stains for α- and β-dystroglycan; α-, β-, γ-, and δ-sarco-
glycan; dystrophin; and merosin were performed using
their respective monoclonal antibodies (Novocastra,
Newcastle upon Tyne, United Kingdom, and Millipore,
Billerica, MA, USA).
Gene analysis
Under an institutionally approved protocol, DNA was
extracted from blood samples that were obtained from
the probands and all available family members. For exam-
ination of the SGCG gene, eight sets of primers (Table 1)
were designed to amplify eight exons, with the amplified
PCR products then directly sequenced. Reverse tran-
scription PCR (RT-PCR) was used to analyze the SGCG
mRNA expressed in lymphocytes or skeletal muscle, as
previously described [13]. Full-length SGCG cDNA was
amplified as two separate, partially overlapping frag-
ments by using two sets of primers (Table 1). The ampli-
fied products were then directly sequenced.
Quantitative PCR
Genomic dosage of the exons of the SGCG gene was
assessed by a semiquantitative multiplex PCR, as previ-
ously described [14]. Eight fragments encompassing
exons 1 to 8 of the SGCG gene and one fragment encom-
passing exon 2 of the α-dystroglycan gene were co-ampli-
fied using two PCR reactions that employed six sets of
primers (Table 1). PCR products were separated by capil-
lary electrophoresis (Agilent 2001 Bioanalyzer with DNA
1000 Lab Chips, Agilent Technologies, Palo Alto, CA,
USA). The amount of PCR product derived from the
SGCG exons was quantified by measuring their peak
areas followed by calculating the ratio of these areas to
that found for the α-dystroglycan exon 2.

Results
The two male patients with clinical diagnosis of DMD
were incidentally found to have marked elevations of
serum CK levels (more than 50 times higher than control)
in early childhood, despite a negative family history for
muscular dystrophy. To confirm the clinical diagnosis of
DMD, dystrophin gene mutations were extensively
searched for using not only genomic DNA but also
mRNA. However, no mutations could be identified, even
when we included a deep intron mutation [15].

To clarify pathological changes in these two patients,
muscle biopsies were performed. In patient 1 (KUCG
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527), H-E staining revealed marked replacement of mus-
cle by adipose tissue along with increases in endomysial
connective tissue. We also found a few muscle fibers that
were remarkably different in size (data not shown). In
spite of the clinical diagnosis of DMD, the immunostain-
ing pattern for both dystrophin and merosin staining was
completely normal. Unexpectedly, there was no staining
for γ-sarcoglycan, while there was only a mild reduction
for α-sarcoglycan and almost normal results for β- and δ-
sarcoglycan (Figure 1). In order to confirm the γ-sarco-
glycan deficiency, we looked for mutations in the SGCG
gene. When PCR was used to amplify the eight exons that
encompassed the regions of the SGCG gene, all regions
other than exon 6 could be obtained. This suggests a
homozygous deletion of exon 6 (Figure 2). To confirm
this, we used RT-PCR to analyze the SGCG mRNA from
the patient's muscle. Amplification of the fragment
encompassing exons 5 to 8 resulted in a small-sized prod-
uct. Subsequent sequencing of this product revealed a
complete absence of the exon 6 sequence (data not
shown). Therefore, we concluded that this patient had a
homozygous deletion of exon 6 in the SGCG gene. In
addition, both the patient's mother and father were found
to carry this deletion in one allele (data not shown).

Because the exon 6 deletion removes 73 bp (nt 506 - 578)
from the mRNA, it was expected that a stop codon would
appear in exon 7, thereby leading to γ-sarcoglycan defi-
ciency. It became clear that this patient had LGMD2C
rather than DMD.

In patient 2 (KUCG 280), H-E staining indicated excess
variability of muscle fiber size, clusters of regenerating
fibers, degenerating fibers, some acutely necrotic fibers,
and scattered inflammatory cells. Immunohistochemistry
revealed the absence of γ-sarcoglycan and a patchy
reduction in α- and β-sarcoglycan. The staining patterns
for dystrophin, δ-sarcoglycan, and merosin all appeared
normal (Figure 1). Since the findings suggested γ-sarco-
glycan deficiency, PCR amplification of the patient's
genomic DNA was performed for all eight exons in the
SGCG gene. Amplification of all fragments resulted in
products that were of the expected size, and thus, subse-
quently could be used for direct sequencing. With the
exception of exon 7, sequencing of the amplified products
demonstrated a completely normal sequence. In exon 7,
subcloning of an ambiguous sequence of the amplified
product resulted in one clone with a completely normal
sequence and a second clone that contained a novel single
T nucleotide insertion between nt 602 and 603 within

Table 1: Primer sequences

forward primer reverse primer

gSG 1F/R atgcgaagagctgtgtcctg tgccaccaaagaagaaagaa

gSG 2F/R gcctccctcattccctctct tcagagccagacagcaaagaa

gSG 3F/R ggagaaatgcagaaaaggtggt tgtgcacatgtatgcgcttt

gSG 4F/R cagcacctattttgcaaattttataaatc gcaccatgatgaagctggactc

gSG 5F/R tagggttgacgtggcatgtg tgtgtactccatggaatgttgtg

gSG 6F/R gcctgctaatttgtaattgctttg gcggaaagtcttgaaaataaagg

gSG 7F/R ttttgtgcttcttttcctcatctc cagtaggaggctgatctgtga

gSG 8F/R ccttaactcttcgtctcccatctt gcgtttacgtcccatccacgctgcc

gαDG 2F/R tccaactcggggtagatgtttt acttgaaaaggaaaagccacca

mSG 1F/7R cattctgtctgtggtagagctcgg gtttcagcatcaagcacaagcattcc

mSG 5F/8R aaatggtagaagtccagaatcaaca gcgtttacttcccatccacgctgc
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exon 7 (c.602_603insT). This mutation created a stop
codon in exon 7. The patient's mother was heterozygous
for this mutation, whereas the father had a normal exon 7
sequence (data not shown). Since patient 1 had a homolo-
gous deletion of exon 6 of the SGCG gene, we supposed
that patient 2 carried this deletion in one allele. When
semi-quantitative PCR amplification of exon 6 of the
patient's SGCG gene was performed, the results showed
nearly half the genomic dose for the exon 6 encompassing
region, indicating a heterozygous deletion of exon 6 (Fig-
ure 3). Further analysis of the SGCG mRNA from the
patient's muscle revealed two kinds of mRNA: one exhib-
ited an exon 6 deletion and the other demonstrated the
above-mentioned novel single nucleotide insertion
within exon 7 (Figure 3). Therefore, the γ-sarcoglycan
deficiency in this patient was caused by a hemizygous
c.602-603insT in exon 7 along with the deletion of exon 6
on the other allele.

To date, our analysis of patients suspected to have
DMD has revealed that two of the entire cohort examined
can be regarded as having LGMD2C. Thus, the relative
incidence of LGMD2C among Japanese patients sus-
pected to have DMD can be calculated as 1 in 161 (2 of
324 patients = 0.6%). When the DMD incidence is taken

into consideration for the overall population (1/3,500
males), the incidence of LGMD2C can be estimated as 1
per 560,000 or 1.8 per million.

Discussion
This is the first comprehensive study that has been able to
definitively clarify the incidence of LGMD2C among
patients suspected to have DMD. In our cohort of 324
Japanese children clinically diagnosed with DMD, two
were diagnosed as having LGMD2C. The incidence of
LGMD2C among this cohort was calculated as 1 in 161
(0.6%) and the incidence in the Japanese population was
estimated at 1 per 0.56 million people. The relative pro-
portions of all LGMDs, including LGMD2C, have been
previously reported for various regions of the world [5,9].
However, these reports did not describe the relative prev-
alence of LGMD2C to DMD. The present study is the
first to describe the incidence of LGMG2C in one race.
The incidence of severe LGMDs was estimated to be
11.8% in a German study of patients with severe muscular
dystrophy with early childhood onset [16] and about 8 to
12% in a Brazilian study of males with a clinical diagnosis
of DMD [17]. In comparison, our results indicate a much

Figure 1 Immunostaining of skeletal muscle. Results of immuno-
histochemical examination using dystrophin, α-, β-, γ-, and δ-sarcogly-
cans and dystrophin antibodies are shown. There was clear staining of 
every protein along the plasma membrane in the control. In patient 1, 
γ-sarcoglycan was completely absent, and there was a mild reduction 
of α-sarcoglycan. Both β-sarcoglycan and δ-sarcoglycan were found to 
be almost entirely intact. There was clear staining of dystrophin in pa-
tient 1. In patient 2, γ-sarcoglycan was completely absent, and a patchy 
reduction in both α- and β-sarcoglycan was observed. Dystrophin, δ-
sarcoglycan, and merosin staining patterns appeared normal.

Figure 2 Mutation analysis of the SGCG gene in patient 1. Amplifi-
cation products of exons 5, 6, and 7 are shown (c; control, p: patient) in 
the upper part of the figure. Although PCR amplification of eight exons 
of the SGCG gene was conducted, no products were obtained from 
the fragment encompassing exon 6 (Exon 6 p). For the other exons, the 
products of the SGCG gene met size expectations. Results of SGCG 
mRNA analysis are shown in the lower part of the figure. RT-PCR (c; 
control, p: patient) was used to analyze the muscle mRNA. The frag-
ment encompassing exons 5 to 8 was amplified as a small-sized prod-
uct in patient 1. Sequencing of the product showed a complete 
absence of exon 6. It was concluded that patient 1 had a homozygous 
deletion of exon 6 in the SGCG gene.
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lower incidence (0.6%) of LGMD2C among patients sus-
pected to have DMD. However, the low prevalence of
LGMD2C in Japanese is in accordance with the few
reports that have examined LCMD2C patients from
Japan [18,19]. Regardless of these differences, the poten-
tial presence of LGMD2C needs to be considered when
making a differential diagnosis of DMD, even in Japan.

Although originally reported to be a severe autosomal
recessive muscular dystrophy that resembles DMD,
LGMD2C has since been reported to have a heteroge-
nous clinical course, even with identical mutations [19].
Initially, both of our LGMD2C patients were tentatively
diagnosed as having DMD, even though both patients
showed only very mild muscle weakness during the origi-
nal observation period. A clinical hallmark for differenti-
ating DMD and LGMD2C involves the inheritance
pattern. However, this is impossible to determine in spo-
radic cases in males. In the current cases, the failure to
determine any dystrophin gene mutations that were
responsible for DMD led to immunohistochemical exam-
ination of muscle tissue. Quite unexpectedly, we found
normal staining for dystrophin in these patients (Figure
1). This finding proved to be the key for diagnosing the
complete or near-complete absence of γ-sarcoglycan defi-

ciency, which led to our using genetic analysis to defini-
tively prove the γ-sarcoglycan deficiency.

It has been reported that residual sarcoglycan expres-
sion is highly variable, and that this makes it difficult to
accurately predict the genotype [2,20]. In addition, both
sarcoglycanopathy and DMD were reported to show
weak staining of all types of sarcoglycan complexes [20].
On the other hand, patients with LGMD2C have been
reported to show a significant reduction or a complete
absence of γ-sarcoglycan staining in conjunction with
reduced or only partially preserved staining of the other
sarcoglycan proteins [2,5,9,21,22]. In the present two
cases, we observed a marked reduction of γ-sarcoglycan,
in addition to finding a reduction of staining intensity for
other members of the sarcoglycan complex (Figure 1).

Since the maintenance of the carboxyl terminus of γ-
sarcoglycan is important for both the processing and sta-
bility of the protein, mutations in the extracellular
domain of γ-sarcoglycan can lead to an absence of protein
expression [4]. While the most common cause of
LGMD2C is thought to be a homozygous del521T in exon
6 of the SGCG gene, this mutation has not been reported
in Japanese. However, in the current study we identified a
novel c.602_603insT mutation. We identified a homozy-
gous deletion of exon 6 of the SGCG gene in patient 1.
We also identified the exon 6 deletion in three of four
alleles in our two Japanese LGMD2C patients. This muta-
tion has been previously reported to occur as a hemizy-
gous condition in Japanese [19]. In Europe, this exon 6
deletion has been reported in both homozygous and
hemizygous conditions [23]. Taken together, these previ-
ous findings suggest that exon 6 can be considered prone
to deletions. Although our identification of the exon 6
deletion in one allele was initially difficult, we have now
been able to successfully detect deletions in one allele by
using semiquantitative PCR amplification (Figure 3).
Therefore, use of this methodology may help to increase
the mutation detection rate in patients suspected to have
DMD, and in addition, help to correctly identify
LGMD2C. Being able to successfully identify LGMD2C
patients in the future will help to ensure correct DMD
diagnosis and proper implementation of therapy in
patients who do indeed have DMD.

Conclusion
This is the first comprehensive study to describe the
prevalence of LGMD2C in one race from mutation study
results on patients suspected to have DMD. The inci-
dence of LGMD2C in the Japanese population was esti-
mated to be 1 per 560,000.
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Figure 3 Mutation analysis of the SGCG gene in patient 2. Capillary 
electrophoretic patterns of the PCR products are shown in the upper 
portion of the figure. Five genomic regions were co-amplified in one 
PCR reaction, with the products separated using capillary electropho-
resis. The position of each of the amplified products of exons 5, 6, 7, 
and 8 of the SGCG gene and exon 2 of the α-dystroglycan gene (DG) 
are marked. In patient 2, the peak area of exon 6 is nearly half that of 
the control, indicating a heterozygous deletion of exon 6. IS refers to a 
1,500-bp marker. The amplified fragments that encompassed exons 5 
to 8 of the SGCG mRNA are shown in the lower part of the figure (c; 
control, p; patient). Two different product sizes were obtained from the 
patient. Sequencing of the products disclosed that one exhibited a 
complete absence of exon 6, while the other included a nucleotide in-
sertion in exon 7 (c.602_603insT). Thus, in this patient there was both a 
heterozygous nucleotide insertion in exon 7 and a heterozygous dele-
tion of exon 6 of the SGCG gene.



Okizuka et al. BMC Medical Genetics 2010, 11:49
http://www.biomedcentral.com/1471-2350/11/49

Page 6 of 6
Authors' contributions
YO performed the molecular genetic studies, participated in the sequence
alignment and drafted the manuscript. KI carried out the immunoassays. ZZ
and HA participated in the sequence alignment. YT, MY, KM and TK partici-
pated in the design of the study. MM conceived of the study, and participated
in its design and coordination and helped to draft the manuscript. All authors
read and approved the final manuscript.

Acknowledgements
We would like to thank Ms. Kanako Yokoyama for her secretarial help. This work 
was supported by a Grant-in-Aid for Scientific Research (B) and Grant-in-Aid for 
Exploratory Research from the Japan Society for the Promotion of Science; a 
Health and Labour Sciences Research Grant for Research on Psychiatric and 
Neurological Diseases and Mental Health; and a research grant for Nervous and 
Mental disorders from the Ministry of Health, Labour, and Welfare.

Author Details
1Department of Pediatrics, Kobe University Graduate School of Medicine, Kobe 
650-0017, Japan, 2Department of Pathology and Applied Neurobiology, 
Graduate School of Medical Science, Kyoto Prefectural University of Medicine, 
Kyoto 602-8566, Japan and 3Aichi Welfare Center for Persons with 
Developmental Disabilities, Aichi 480-0392, Japan

References
1. Emery AEH: Duchenne muscular dystrophy.  Oxford: Oxford University 

Press; 1993. 
2. Bonnemann CG, Wong J, Jones KJ, Lidov HG, Feener CA, Shapiro F, Darras 

BT, Kunkel LM, North KN: Primary gamma-sarcoglycanopathy (LGMD 
2C): broadening of the mutational spectrum guided by the 
immunohistochemical profile.  Neuromuscul Disord 2002, 12:273-280.

3. Ozawa E, Noguchi S, Mizuno Y, Hagiwara Y, Yoshida M: From 
dystrophinopathy to sarcoglycanopathy: evolution of a concept of 
muscular dystrophy.  Muscle & Nerve 1998, 21:421-438.

4. McNally EM, Duggan D, Gorospe JR, Bonnemann CG, Fanin M, Pegoraro E, 
Lidov HGW, Noguchi S, Ozawa E, Finkel RS, et al.: Mutations that disrupt 
the carboxyl-terminus of g-sarcoglycan cause muscular dystrophy.  
Hum Mol Genet 1996, 5:1841-1847.

5. Guglieri M, Magri F, D'Angelo MG, Prelle A, Morandi L, Rodolico C, Cagliani 
R, Mora M, Fortunato F, Bordoni A, et al.: Clinical, molecular, and protein 
correlations in a large sample of genetically diagnosed Italian limb 
girdle muscular dystrophy patients.  Hum Mutat 2008, 29:258-266.

6. Kooi AJ van der, Barth PG, Busch HF, de Haan R, Ginjaar HB, van Essen AJ, 
van Hooff LJ, Howeler CJ, Jennekens FG, Jongen P, et al.: The clinical 
spectrum of limb girdle muscular dystrophy. A survey in The 
Netherlands.  Brain 1996, 119:1471-1480.

7. Emery AE: Population frequencies of inherited neuromuscular 
diseases--a world survey.  Neuromuscul Disord 1991, 1:19-29.

8. Georgieva B, Todorova A, Tournev I, Mitev V, Kremensky I: C283Y gamma-
sarcoglycan gene mutation in the Bulgarian Roma (Gypsy) population: 
prevalence study and carrier screening in a high-risk community.  Clin 
Genet 2004, 66:467-472.

9. Moore SA, Shilling CJ, Westra S, Wall C, Wicklund MP, Stolle C, Brown CA, 
Michele DE, Piccolo F, Winder TL, et al.: Limb-girdle muscular dystrophy 
in the United States.  J Neuropathol Exp Neurol 2006, 65:995-1003.

10. Matsuo M: Duchenne/Becker muscular dystrophy: from molecular 
diagnosis to gene therapy.  Brain Dev 1996, 18:167-172.

11. Takeshima Y, Yagi M, Wada H, Ishibashi K, Nishiyama A, Kakumoto M, 
Sakaeda T, Saura R, Okumura K, Matsuo M: Intravenous infusion of an 
antisense oligonucleotide results in exon skipping in muscle 
dystrophin mRNA of Duchenne muscular dystrophy.  Pediatr Res 2006, 
59:690-694.

12. Welch EM, Barton ER, Zhuo J, Tomizawa Y, Friesen WJ, Trifills P, Paushkin S, 
Patel M, Trotta CR, Hwang S, et al.: PTC124 targets genetic disorders 
caused by nonsense mutations.  Nature 2007, 447(7140):87-91.

13. Matsuo M, Masumura T, Nishio H, Nakajima T, Kitoh Y, Takumi T, Koga J, 
Nakamura H: Exon skipping during splicing of dystrophin mRNA 
precursor due to an intraexon deletion in the dystrophin gene of 
Duchenne muscular dystrophy Kobe.  J Clin Invest 1991, 87:2127-2131.

14. Tran VK, Zhang Z, Yagi M, Nishiyama A, Habara Y, Takeshima Y, Matsuo M: 
A novel cryptic exon identified in the 3' region of intron 2 of the human 
dystrophin gene.  J Hum Genet 2005, 50:425-433.

15. Yagi M, Takeshima Y, Wada H, Nakamura H, Matsuo M: Two alternative 
exons can result from activation of the cryptic splice acceptor site deep 
within intron 2 of the dystrophin gene in a patient with as yet 
asymptomatic dystrophinopathy.  Hum Genet 2003, 112:164-170.

16. Stec I, Kress W, Meng G, Muller B, Muller CR, Grimm T: Estimate of severe 
autosomal recessive limb-girdle muscular dystrophy (LGMD2C, 
LGMD2D) among sporadic muscular dystrophy males: a study of 415 
familes.  J Med Genet 1995, 32:930-933.

17. Vainzof M, Pavanerllo R, Pavanello-Filho I, Rapaport D, Passo-Bueno M, 
Zubrzycka GEE, Bulman D, Zatz M: Screening of male patients with 
autosomal recessive Duchenne dystrophy through dystrophin and 
DNA studies.  Am J Med Gent 1991, 39:38-41.

18. Hayashi YK, Mizuno Y, Yoshida M, Nonaka I, Ozawa E, Arahata K: The 
frequency of patients with 50-kd dystrophin-associated glycoprotein 
(50DAG or adhalin) deficiency in a muscular dystrophy patient 
population in Japan: immunocytochemical analysis of 50DAG, 43DAG, 
dystrophin, and utrophin.  Neurology 1995, 45(3 Pt 1):551-554.

19. Takano A, Bonnemann CG, Honda H, Sakai M, Feener CA, Kunkel LM, 
Sobue G: Intrafamilial phenotypic variation in limb-girdle muscular 
dystrophy type 2C with compound heterozygous mutations.  Muscle 
Nerve 2000, 23:807-810.

20. Klinge L, Dekomien G, Aboumousa A, Charlton R, Epplen JT, Barresi R, 
Bushby K, Straub V: Sarcoglycanopathies: Can muscle immunoanalysis 
predict the genotype?  Neuromuscul Disord 2008, 18:934-941.

21. Hack AA, Lam MY, Cordier L, Shoturma DI, Ly CT, Hadhazy MA, Hadhazy 
MR, Sweeney HL, McNally EM: Differential requirement for individual 
sarcoglycans and dystrophin in the assembly and function of the 
dystrophin-glycoprotein complex.  J Cell Sci 2000, 113(Pt 14):2535-2544.

22. Vainzof M, Passos-Bueno MR, Canovas M, Moreira ES, Pavanello RCM, 
Marie SK, Anderson LVB, Bonnemann CG, McNally EM, Nigro V, et al.: The 
sarcoglycan complex in the six autosomal recessive limb-girdle 
muscular dystrophies.  Hum Mol Genet 1996, 5:1963-1969.

23. Duncan DR, Kang PB, Rabbat JC, Briggs CE, Lidov HG, Darras BT, Kunkel 
LM: A novel mutation in two families with limb-girdle muscular 
dystrophy type 2C.  Neurology 2006, 67:167-169.

Pre-publication history
The pre-publication history for this paper can be accessed here:
http://www.biomedcentral.com/1471-2350/11/49/prepub

doi: 10.1186/1471-2350-11-49
Cite this article as: Okizuka et al., Low incidence of limb-girdle muscular 
dystrophy type 2C revealed by a mutation study in Japanese patients clini-
cally diagnosed with DMD BMC Medical Genetics 2010, 11:49

Received: 27 July 2009 Accepted: 30 March 2010 
Published: 30 March 2010
This article is available from: http://www.biomedcentral.com/1471-2350/11/49© 2010 Okizuka et al; licensee BioMed Central Ltd. This is an Open Access article distributed under the terms of the Creative Commons Attribution License (http://creativecommons.org/licenses/by/2.0), which permits unrestricted use, distribution, and reproduction in any medium, provided the original work is properly cited.BMC Medical Genetics 2010, 11:49

http://www.biomedcentral.com/1471-2350/11/49
http://creativecommons.org/licenses/by/2.0
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=11801399
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9533777
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8923014
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17994539
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8931572
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1822774
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15479193
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17021404
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8836495
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16627883
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17450125
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2040695
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16133659
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12522557
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8825917
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=7898714
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10797406
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18996010
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10862711
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8968750
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16832103
http://www.biomedcentral.com/1471-2350/11/49/prepub


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


