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DFA-III inulobiose

Fig. S1. The chemical structures of DFA-III and inulobiose.
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ATGAAATACCTGCTGCCGACCGCTGCTGCTGGTCTGCTGCTCCTCGCTGCCCAGCCGGCGATGGCCATGGCAGGAAAAAATTATTACGAT
M KYLLPTAAAGLTULTLLAAQPAMAMAGIKNYYTD

GTAACAGAATGGAACGTGGGCGATCCGTATAAAGACATCGGCGAGGTGATCAACAGCATGCTGGCTGACATCAAAAGCAGGCAAACTGAC
VT EWNVGDPYKDTIOGEVTINSMLADTIIKS SR RQQTDSD

AGTAATGTTGAGGAGGGTGGCAAGCCAGGTGCGGTTATCTACATTCCGAGCGGCGACTATCATCTGCGCACCCAGGTGGTTATAGACATC
S NVEEGGKPGAYVIYTIPSGDYHLRTO QVVITDI

TCCTATCTAAAGATCATGGGTGCCGGTCACGGTTTTGTTTCTAGCTCGATTCGTTACAATCTGCCGAAGAGTGAGTGGGAAGATTTGCAC
SYLKTIMGAGHGTFVSSSIRYNLZ®PIKSEWETDITLH

GAGGTTTGGCCTGGCGGTAGCCGCATCCTGGTGGACCTTTCCCCGAAAGATGCGGACGGTGAAGCTGCGGGTGCGGCGTTTTACGTCGAG
EVWPGGSRTILVDLSPKDADSGEAAGAATFYVE

CGCTCCGGCAACCCGCGTATCTCCAGCGTGGAGTTCGAGAACTTCTGTATTGATGGTTTGCACTTCGCGGACGACGGCAGCGGTAAGAAC
R SGNPRTISSVETFENTFT CIUDSGLHTFADDTGSGKN

GACCCAGAAAACACGTACGTTAACGGCAAGACCGGTATTTACGTCGCGTCTGCGCAAGATTCCTTTCGTATTACCGGCATGGGCTTCGTG
DPENTYVNSGKTG GIYVASAQDS ST FRTITS GMSGTFV

TATCTGGAACATGGTGTTATCATCTACCACGCCGATGCCCTGAGCGTTCACGATAATTTCATCGCTGAATGTGGTAACTGCATCGAACTG
Y LEHGV ITIVYHADALSVHDNTFTIAET CGNTC CTITE/'L

CGTGGTTGGGGTCAGGCAAGCAAAATCACTGACAACCTGATGGGTGCGGGCTATCGTGGTTACAGCGTATTCGCGCAGAATTTTGGTGGA
R GWGQASKTITDNLMGAGY RGYSVFAQNTFGSG

TTGCTGATTACGTCCAACAATATCTTTCCGAGAGGCACCAGCTGCGTGCACTTTGATAAAGTTGCGCGTTCCGTGATTACGGGCAATCGT
L LITSNNTIFPRGTS S CVHFDIKVARSVYVYTITSGNHTR

TTTCATAGCTTTTACCCGGGTGCGTTGGTTTTTGAGGGTAACTGCAGCGAGAACACCGTCAGCTCCAATCACTTCCTGCGTGATCATGAA
FHSFYPGALVYVFEGNT CSENTVSSNHTFTLRIDHE

CCGTGGGCACCGATGCTGAAAAACGATAACGGTCTCGACGATCGTTATGGCTTGTTACGCATCTCTGGCAATCACAATTCTGTCATTGCT
PWAPMLIKNDNGLTUDDRYGGLLRTISGNHNSVTIA

AATCATATTTCTGAAACCATTCATCGTCAGAGCATTAAGCCGGCTGGCGCGAAACCGGTGATCATTCATGTCGTGTCAGGCAAGGGCAAC
NHTISETTIHRI QSTIIKPAGAKPVITIHVVSGGKTGN

TATATCTCCGACAACCACATTGTGGCCACCACGGAAGCAGCGGATGCTCAAACCGGTGCCAGCGATAGTTGCTTCAGCGCTCAAGTGGAT
Y I SDNHTIVATTITEAADAOQOTG GASDS CFSAQWVTD
Lid region
GCGCTGACCGCAACCGACAAGCTGGCAGTTCTGGACGTGACCACCGTTTTGGTAGCCAAAGAAAGCTTCCAGAACACGATTCTGGATTCT
AL TATDKTLAVLDVTTVLVAKESTFAQNTTITLTDS

GGTTCGGAAGAGCAGGTTGTGCTTGACCGCCGTGTTAATGCATTCCGCGCAACCCCGGTGCCGGGAGGCGTTCTCGAGCACCACCACCAC
GSEEQVVLDRRVNAFRATPVPGGVLEHHHIH

CACCACTGA 1449
H H *

Fig. S2. The nucleotide sequence and deduced amino acid sequence of BpDFA-

[ITase with a C-terminal His-tag. The predicted lid region is indicated by red color

with underline.
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Fig. S3. SDS-PAGE of purified BpDFA-Illase. Lane 1, protein size maker and lane 2,

BpDFA-Illase. Proteins and markers are stained with Coomassie Blue.
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Fig. S4. Effect of pH and temperature on BpDFA-Illase activity. (A) Relative
activity was evaluated at 37°C and different pH values. (B) Relative activity was
evaluated at 20°C—-55°C in sodium phosphate buffer (pH 6.0). Relative activity
was expressed as a percentage of maximal enzyme activity. Values are means of

three replicates + standard deviation.



