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There are multiple errors in Fig 5 and its caption, “Sequence alignment comparing RhCMV-
eGFP to RhCMV 68–1 BAC.” Please see the complete, corrected Fig 5 here. The publisher apol-
ogizes for the error.
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Fig 5. Sequence alignment comparing RhCMV-eGFP to RhCMV 68–1 BAC. Sequence of RhCMV-eGFP obtained from NGS analysis was aligned with
that of RhCMV 68–1 BAC (JQ795930) using Geneious Pro 6.1.4 software. Whole genome comparisons yielded 96.2% similarity and the major difference
can be attributed to the BAC cassette present in RhCMV68-1 BAC. “1” refers to eGFP reporter * sequencing error;** 22 bp deletion; *** 56 bp insertion.

doi:10.1371/journal.pone.0128733.g001
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