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Simple Summary: The incidence of breast cancer is higher in diabetic patients. Cancers of diabetic
patients are more aggressive and grow and spread faster than in patients without diabetes. We
discovered a novel pathway that is regulated by high blood glucose and promotes breast cancer
growth. We have previously studied the details of this pathway and found that it increases the growth
of new blood vessels that feed the growing tumor. Our new results presented here suggest that, in
addition to the effect on the growth of the cancer blood vessels, the same pathway regulates the
inflammation in the tumor. Furthermore, we found that the regulator of this pathway, a small RNA
molecule induced by high blood glucose, can be found in blood of animals with breast cancer tumor
and thus, can be used as a marker of a tumor. Currently, there are no affordable methods to monitor
the recurrence and metastases in breast cancer patients after the removal of the primary tumor.
Monitoring miR-467 levels in blood may prove to be a cheap test that can be frequently performed.

Abstract: The tumor microenvironment contains the parenchyma, blood vessels, and infiltrating
immune cells, including tumor-associated macrophages (TAMs). TAMs affect the developing tumor
and drive cancer inflammation. We used mouse models of hyperglycemia and cancer and specimens
from hyperglycemic breast cancer (BC) patients to demonstrate that miR-467 mediates the effects of
high blood glucose on cancer inflammation and growth. Hyperglycemic patients have a higher risk
of developing breast cancer. We have identified a novel miRNA-dependent pathway activated by
hyperglycemia that promotes BC angiogenesis and inflammation supporting BC growth. miR-467
is upregulated in endothelial cells (EC), macrophages, BC cells, and in BC tumors. A target of
miR-467, thrombospondin-1 (TSP-1), inhibits angiogenesis and promotes resolution of inflammation.
Systemic injections of a miR-467 antagonist in mouse models of hyperglycemia resulted in decreased
BC growth (p < 0.001). Tumors from hyperglycemic mice had a two-fold increase in macrophage
accumulation compared to normoglycemic controls (p < 0.001), and TAM infiltration was prevented
by the miR-467 antagonist (p < 0.001). BC specimens from hyperglycemic patients had increased
miR-467 levels, increased angiogenesis, decreased levels of TSP-1, and increased TAM infiltration in
malignant breast tissue in hyperglycemic vs. normoglycemic patients (2.17-fold, p = 0.002) and even in
normal breast tissue from hyperglycemic patients (2.18-fold increase, p = 0.04). In malignant BC tissue,
miR-467 levels were upregulated 258-fold in hyperglycemic patients compared to normoglycemic
patients (p < 0.001) and increased 56-fold in adjacent normal tissue (p = 0.008). Our results suggest
that miR-467 accelerates tumor growth by inducing angiogenesis and promoting the recruitment of
TAMs to drive hyperglycemia-induced cancer inflammation.
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1. Introduction

In the US, breast cancer (BC) is the most common cancer diagnosis in post-menopausal
women and is the second leading cause of cancer deaths [1]. Being overweight or diabetic,
combined with low physical activity, are the known risk factors for developing BC in
women ages 50 and older [2,3]. There are several meta-analyses studying the association
between hyperglycemia, diabetes, and BC, however, the exact mechanisms are not well
understood [4–6]. Overall, the data suggest that patients with hyperglycemia or pre-existing
diabetes have a decreased overall survival and disease-free survival [4].

In 2011, inflammation was added to the “Hallmarks of Cancer” as one of the emerging
characteristics of cancer reviewed by Hanahan and Weinberg [7]. Chronic inflammation is
not only characteristic of obese and T2D patients, but also present specifically in mammary
tissue in the majority of obese individuals [7–10]. This creates an interesting interaction
between macrophages and adipocytes and may be important in understanding BC progres-
sion [11,12]. In both adipose and mammary tissues from obese individuals, increased pro-
inflammatory gene expression (and the characteristic crown-like structures of macrophages)
were shown in diet-induced and genetic mouse models of obesity [9,13,14]. Additionally,
primary tumors secrete cytokines, such as CCL2, to recruit blood monocytes into the tu-
mor and sustain chronic inflammation. There, they differentiate into tumor-associated
macrophages (TAMs) and shift the milieu to support tumor growth [7,12]. Clinically, the
increased infiltration of TAMs has a strong correlation with a poor prognosis [15,16].

Thrombospondin–1 (TSP-1) is a matricellular protein that inhibits angiogenesis and
promotes the resolution of inflammation [17–21]. Due to the anti-angiogenic properties of
TSP-1, its role in cancer growth has been investigated: TSP-1 has been shown to control
tumor growth [22,23].

We have discovered a novel hyperglycemia-induced pathway that upregulates miR-
467 and, as a result, downregulates its target TSP-1 in a cell–and tissue-specific manner,
leading to increased angiogenesis [24]. Injections of a miR-467 antagonist in mice pre-
vented hyperglycemia-induced BC growth and angiogenesis [25]. We have recently found
that miR-467 is upregulated by high glucose in cultured macrophages [26]. Here, we
report the results of a study investigating the role of a hyperglycemia-induced miR-467-
dependent pathway in regulation of inflammation in mouse BC and hyperglycemia models
and in hyperglycemic patients. miR-467 was dramatically upregulated in BC tissues of
hyperglycemic patients and was found circulating in blood. Therefore, we explored the
therapeutic potential of this miRNA and its potential significance as a circulating biomarker
of BC tumor.

2. Materials and Methods
2.1. Experimental Animals and Protocols

All animal procedures were performed according to protocols approved by the Insti-
tutional Animal Care and Use Committee and in agreement with the National Institutes
of Health Guide for the Care and Use of Laboratory Animals. Animals were housed in
AALAC approved animal facilities of the Cleveland Clinic. Wild type C57BL6, BALB/c,
Lepr db/db, Dock7 m + /Lepr db (heterozygote control, lean and normoglycemic) were pur-
chased from The Jackson Laboratories.

Animals were sacrificed at end point by exsanguination under anesthesia with ke-
tamine/xylazine (100 mg/15 mg/kg), and organs were collected. Mice used for cell
isolation were euthanized by CO2 asphyxiation followed by the cervical dislocation.

2.2. Induction of Diabetes in Mice

WT C57BL6 and BALB/c mice were given intraperitoneal streptozotocin (STZ; in
20 mmol/L citrate buffer, pH 4.6) injection following the procedure proposed by Jackson
Laboratories (50 mg/kg for 5 consecutive days). Age matched controls received citrate
buffer injections. Blood glucose was measured starting 48 h after the final STZ injection us-
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ing the AlphaTrak Blood Glucose monitoring system. Mice with blood glucose >250 mg/dL
were selected for the described experiments.

To induce insulin resistance and pre-diabetes, WT C57BL6 mice were fed a Western
diet (TD.88137, 40–45% kcal from fat, 34% sucrose by weight, Envigo) starting at 4 weeks
of age and throughout the duration of the experiments (~24 weeks of age).

In the mice on Western diet, Lepr db/db mice and the control Dock7 m + /Lepr db mice,
blood glucose levels were measured at the end of the experiment.

2.3. Injection of Cancer Cells and Tumor Collection

EMT6 mouse cells were purchased from American Type Culture Collection (ATCC)
and cultured according to ATCC directions. Cancer cells were injected as described in
our prior reports. On injection day, cultured EMT6 cells were washed twice with sterile
PBS, viable cells were counted, and cancer cells were injected into mammary fat pad
(1.5 × 106 cells in 100 µL sterile PBS). Tumors were harvested when the largest tumors
in hyperglycemic mice reached the maximum allowed size (1.7 mm3) on day 10–14 post
injection. Tumors were weighed, frozen in OCT, or processed immediately to isolate RNA.

Blood was collected at the end of the experiment, ~14 days after EMT6 injection and
immediately processed for RNA isolation or blood cell isolation/count.

2.4. Tissue Samples

Patient’s breast cancer and adjacent normal tissue specimens were obtained from
the Cleveland Clinic Tissue Bank and were deidentified. The work was approved by
the Cleveland Clinic Institutional Review Board. All patients were female. Patients with
HbAc1 < 6 (5.7 ± 0.07) were considered normoglycemic; patients with HbAc1 > 7 (8.7 ± 0.3;
p = 1.2 × 10−6) or documented diabetes diagnosis were considered hyperglycemic.

Discarded blood samples of random hyperglycemic and normoglycemic patients un-
dergoing blood tests on the same day were obtained from the Cleveland Clinic laboratories.
Similar to the BC patients, these were assigned to normoglycemic group if HbAc1 < 6
(5.5 ± 0.07) or hyperglycemic group if HbAc1 > 7 (8.8 ± 0.5; p = 7.2 × 10−7).

2.5. Immunohistochemical Staining

Using VECTASTAIN ABC-HRP Kits (Vector Labs, Burlingame, CA, USA), 10 µm
sections were stained with antibodies against CD68 (biotinylated clone FA-11, 1:10, AbD
Serotec, Oxford, UK), CD31 (1:100, BD Pharmingen), laminin (1:300, Abcam), α-actin
(clone ab5694 1:200, Abcam, Cambridge, UK), or anti-TSP-1 Ab4 (clone 6.1 1:100, Thermo,
Waltham, MA, USA). Secondary antibodies were included in the species-specific kit, fol-
lowed by ImmPACT DAB peroxidase substrate (Vector Labs). Slides were scanned using
Leica SCN400 or Aperio AT2 at 20× magnification. Positive staining in the images was
quantified using Photoshop CS2 (Adobe, San Jose, CA, USA) and Image Pro Plus (7.0).

2.6. RNA Isolation and Real-Time Quantitative RT-PCR

RNA was isolated using Trizol reagent (Invitrogen, Carlsbad, CA, USA) and quantified
using Nanodrop 2000 (Thermo). To measure miR-467 expression, 1–2.5 µg of total RNA
was polyadenylated using NCode miRNA First-Strand cDNA Synthesis kit (Invitrogen)
or miRNA 1st strand cDNA synthesis kit (Agilent). Real-time qPCR amplification was
performed using SYBR GreenER™ qPCR SuperMix Universal (Thermo) or miRNA QPCR
Master Mix (Agilent, Santa Clara, CA, USA). The miR-467 primer (GTA AGT GCC TAT
GTA TATG) was purchased from IDT. To measure expression of inflammatory markers,
1–2 µg of total RNA was used to synthesize cDNA using the SuperScript First-Strand cDNA
Synthesis System for RT-PCR (Invitrogen). Real-time qPCR was performed using TaqMan
primers for Il6, Ccl2, Tnf, Cd68, Cd38, Egr2 (Thermo) and TaqMan Fast Advanced Master
Mix (Thermo).
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2.7. Statistical Analysis

Data are expressed as the mean value ± SEM. Statistical analysis was performed with
GraphPad Prism 8 Software. Student’s t-test and ANOVA were used to determine the
significance of parametric data, and Wilcoxon rank sum test was used for nonparametric
data. A p value of <0.05 was considered statistically significant.

3. Results
3.1. Hyperglycemia Induces EMT6 Cancer Growth

In three different mouse models of hyperglycemia, BC growth was accelerated by
the high glucose levels (Figure 1). In a model of Type 1 Diabetes, BALBc mice that were
injected with streptozotocin (STZ) to induce hyperglycemia had 2.11-fold increase in tu-
mor weight compared to normoglycemic (citrate buffer injected) controls. (Figure 1a;
0.585 ± 0.2080 g vs. 0.277 ± 0.1213 g, p < 0.001). In Lepr db/db mice, a genetically dia-
betic mouse that models Type 2 Diabetes, tumor weights were increased by 4.22-fold
compared to their normoglycemic Dock7 m + /Lepr db heterozygote control group (Lepr
Dock/db) (Figure 1b; 0.373 ± 0.136 g vs. 0.088 ± 0.037 g, p = 0.0079). In a diet-induced
hyperglycemia model, WT C57BL6 mice fed a “Western diet” for 16 weeks was also
used to more closely model chronic hyperglycemia in humans. There was a 2.95-fold
increase in tumor weights Western diet-fed mice compared to chow-fed controls (Figure 1c;
0.374 ± 0.157 g vs. 0.127 ± 0.047 g, p < 0.001) and had significantly elevated glucose levels
(129.4 ± 21.44 mg/dL vs. 86.35 ± 9.172 mg/dL, p < 0.001).

We have recently reported increased inflammation in BC tumors of hyperglycemic
mice [27,28]: the expression of pro-inflammatory markers Il6, Ccl2, and Tnf were signif-
icantly increased in STZ-treated hyperglycemic mice and Lepr db/db mice as compared to
normoglycemic control mice. When markers of macrophages (Cd68), pro-inflammatory
(Cd38), or pro-resolving (Egr2) macrophages were analyzed, there was a significant in-
crease in Cd68 expression in hyperglycemic mice. Additionally, hyperglycemic mice had
higher expression levels of both Cd38 and Egr2 [27,28].

To understand how miR-467 affects macrophage accumulation in BC, a miR-467
antagonist was used in BALB/c mice injected with STZ, and sections of EMT6 tumors
were stained with antibodies against markers of macrophages, anti-Cd68 and MOMA-
2. Tumors from hyperglycemic mice had a 24.3% increase in miR-467 levels (Figure 2a,
p = 0.01) and the macrophage infiltration, detected by anti-Cd68 and MOMA-2 staining,
was also increased (Figure 2b,c).

In the group that received injections of the control oligonucleotide, we detected a 2.06-
fold increase in Cd68 macrophage staining in BC sections (Figure 2b, p = 0.03) and a 2.4-fold
increase in staining with the MOMA-2 antibody (Figure 2c, p = 0.02) in hyperglycemic
mice (STZ-treated). In normoglycemic mice, Cd68-positive staining decreased 3.65-fold
in response to injections of the miR-467 antagonist (Figure 2b, p = 0.001), and MOMA-2
staining decreased 2.89-fold (Figure 2c, p = 0.02). Inhibition of miR-467 with an antagonist,
significantly blunted Cd68 macrophage staining in hyperglycemic (STZ-injected) mice by
5.56-fold (Figure 2b, p = 0.02) and also decreased MOMA-2 staining by 4.08-fold (Figure 2c,
p = 0.01).
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Figure 1. Increased EMT6 BC tumor weights in hyperglycemic mice. EMT6 cancer cells were injected
subcutaneously into normoglycemic or hyperglycemic: (a) WT mice treated with STZ (n = 10/group),
(b) Lepr db/db mice (n = 5/group), (c) WT mice on Western diet (n = 10/group), as described in Methods.
Fasting blood glucose levels were measured at end point. Tumors were excised a week later and
weighed. Bars represent the mean± SEM. * p < 0.05.
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Figure 2. Inhibition of miR-467 with antagonist prevents hyperglycemia-induced macrophage
accumulation (a) RNA from whole tumors was extracted and miR-467 was assessed (n = 10/group).
(b,c) Sections of tumors harvested from hyperglycemic mice (STZ-treated) and normoglycemic
mice that received systemic injections of miR-467 antagonist or (a) control oligonucleotide were
stained with (b) anti-Cd68 antibody. (c) anti-MOMA-2 antibody. In (a–c), an increase over the
average levels in normoglycemic mice injected with control oligo is shown, with control average
as 100% (n = 10/group). Scale bars = 10 µM. Bars represent the mean± SEM. * p < 0.05 comparing
normoglycemic groups, # p < 0.05 comparing to the group receiving the control oligonucleotide
(Ctrl oligo).

3.2. Expression of miR-467 in Human Breast Tissue Positively Correlates with Glucose Levels

In collaboration with the Cleveland Clinic biorepository, we obtained normal and
malignant breast tissue from chronically hyperglycemic (HbA1c > 7) or normoglycemic
(HbA1c < 6) patients. These specimens were assessed for miR-467 expression to determine
whether the miR-467-dependent pathway is present in humans. There was a 3.7-fold
increase in miR-467 expression in normal breast tissue, comparing hyperglycemic and
normoglycemic groups (Figure 3a, p = 0.02). In normoglycemic patients, there was no
difference in miR-467 levels in malignant vs. normal breast tissue. In hyperglycemic
patients, miR-467 expression was dramatically increased 258-fold in malignant tissue when
compared to normoglycemic patients (p < 0.001) and increased 56-fold compared to normal
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tissue (p = 0.008). Additionally, there was a positive correlation between increasing glucose
levels and miR-467 expression in normal breast tissue (Figure 3b, r2 = 0.6109).
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Figure 3. Expression of miR-467 is increased in BC tumors from chronically hyperglycemic patients.
(a). miR-467 expression was assessed in human breast tissue. Normal = non-malignant adjacent
tissue. NB: the y-axis is logarithmic. (b) Correlation plot: miR-467 expression and glucose levels in
adjacent tissue. Sections from human breast tissue were stained for TSP-1 (c), and two angiogenesis
markers CD31 (d) and α-actin (e). The % of stained area was quantified per total tissue section area.
Bars represent mean ± SEM. * p < 0.05 comparing normoglycemic groups, # p < 0.05 comparing
normal tissue.

3.3. Increased Macrophage Accumulation and Angiogenesis and Decreased TSP-1 in Human
Diabetic BC Samples

In breast tissue from hyperglycemic patients, macrophage staining increased in both
the normal tissue (2.18-fold, p = 0.04) and malignant tissue (2.17-fold, p = 0.002) [28]. To
determine whether the negative regulation of TSP-1 by miR-467 is present within the
human specimens, breast tissue specimens from chronically hyperglycemic patients with
HbA1c > 7 were assessed for TSP-1 protein levels (by an anti-TSP-1 antibody) and levels
of the angiogenesis markers (anti-CD31 and anti-α-actin antibodies) (Figure 3c–e). As
expected, staining of TSP-1 tended to decrease along with an increase in CD31 staining,
a marker of endothelial cells, in hyperglycemic patients compared to the normoglycemic
group (Figure 3c,d). α-actin, a marker of smooth muscle cells and maturation of the
vessels, was either decreased in normal breast tissue or not changed in tumor tissue of
hyperglycemic patients (Figure 3e), suggesting growth of less mature blood vessels in
hyperglycemic tissues. In normoglycemic patients, α-actin staining was lower in tumors as
compared to the normal tissue, consistent with the less mature leaky blood vessels expected
in cancer tissue.
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3.4. Increased Expression of Pro-Inflammatory Markers and Markers of Macrophages in BC from
Hyperglycemic Patients

Similar to mouse tumors, expression of macrophage and pro-inflammatory markers
were analyzed in tumors from hyperglycemic patients (Figure 4). Expression of pro-
inflammatory markers IL6 and CCL2 were increased in tumors compared to the normal
breast tissue (Figure 4a,b). IL6 levels were further increased 5-fold in malignant specimens
from hyperglycemic patients compared to the normoglycemic group (Figure 4a, p = 0.03).
To further understand the type of macrophage population that was present in these tumors,
markers of pro-inflammatory (CD38, Figure 4c) and pro-resolving (EGR2, Figure 4d)
macrophages were measured. Both populations were increased in tumors. However, there
was a 7.5-fold increase in CD38 expression in specimens of tumors from hyperglycemic
patients as compared to the specimens of tumors from normoglycemic patients (Figure 4c,
p = 0.04), but the levels of pro-resolving (EGR2) macrophages marker were decreased
2.4-fold in hyperglycemic tumors (Figure 4d, p = 0.006), suggesting that infiltrating TAMs
are more pro-inflammatory in human BC tumors of hyperglycemic patients compared to
normoglycemic patients.

Figure 4. Expression of inflammatory markers in BC tumors from hyperglycemic patients. RNA from whole tumors
were extracted and assayed for pro-inflammatory markers (Il6, (a); and Ccl2, (b) and macrophage markers (Cd38, c; and
Egr2, d) in chronically hyperglycemic or normoglycemic patients. Normal tissue is non-malignant adjacent tissue. Data are
normalized to 5S. Bars represent the mean ± SEM. * p < 0.05 comparing to normoglycemic controls, # p < 0.05 comparing to
normal tissue.
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3.5. Level of Circulating Plasma miR-467 Is Higher in Hyperglycemic Patients

We found that miR-467 is a circulating miRNA: we obtained discarded blood plasma
samples from both normoglycemic and hyperglycemic patients and quantified the levels of
miR-467. Plasma miR-467 in hyperglycemic patients was increased by 80.5% (Figure 5a,
p = 0.04). The samples were assigned into two groups based on HbA1c levels as described
in methods. When correlation with the blood glucose levels in samples was analyzed
(Figure 5b), the two groups were clearly different with higher levels of miRNA-467 corre-
lating with increased glucose levels.

1 
 

 

Figure 5. Circulating miR-467 is detected in hyperglycemic patients and mice. (a). Plasma from
hyperglycemic and normoglycemic patients was acquired from the CCF Biorepository. Plasma
miRNA was extracted and miR-467 was quantified by RT-qPCR (n = 10/group). (b). Correlation
between blood glucose levels and miR-467 in plasma. (c–e). Plasma from hyperglycemic mice was
collected from (c). STZ-treated, (d). Lepr db/db mice, and (e). mice on Western diet, with corresponding
normoglycemic controls. (f). Plasma from hyperglycemic STZ-treated mice was collected to compare
miR-467 levels in mice with tumors (injected with BC cells EMT6) and control animals without tumors.
(g–i): Plasma was collected from mice with tumors to determine if circulating miR-467 expression
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is further increased in hyperglycemic mice with tumors: (g). STZ-treated mice, (h). Lepr db/db mice,
and (i). mice on Western diet. Bars represent the mean ± SEM. * p < 0.05 comparing normo-
glycemic controls.

3.6. Level of Circulating Plasma miR-467 Is Higher in Hyperglycemic Mice

We measured the levels of miR-467 in blood plasma from hyperglycemic mouse
models. We did not detect increased plasma levels of miR-467 in STZ-treated BALB/c mice
(Figure 5c), but plasma from Lepr db/db mice had a 2.17-fold increase in miR-467 as compared
to normoglycemic Lepr Dock/db heterozygote controls (Figure 5d, p = 0.03). In a mouse model
of diet-induced obesity and hyperglycemia, mice on a Western diet had a 15-fold increase
in plasma miR-467 compared to chow-fed mice (Figure 5e, p < 0.001).

3.7. Level of Circulating Plasma miR-467 Is Higher in Mice with EMT6 BC Tumors

Dramatically increased levels of miR-467 in tumor of hyperglycemic patients and the
presence of circulating miR-467 suggested that the levels of circulating miR-467 may be ele-
vated in the presence of a tumor and that miR-467 may clinically useful as a BC biomarker.

We measured miR-467 levels in blood plasma samples from hyperglycemic mouse
models injected with EMT6 BC cells. In the mouse group treated with STZ (to induce
hyperglycemia), animals with EMT6 tumors had an 85% increase in plasma miR-467
compared to mice without cancer (Figure 5f, p = 0.047). Hyperglycemia increased the
levels of miR-467 in mice with cancers further: the increased levels were detected in all
hyperglycemia models in mice with tumors (Figure 5g–i): e.g., there was a 4.5-fold increase
in plasma miR-467 in STZ-injected hyperglycemic mice with tumors compared to the
normoglycemic controls with tumors (Figure 5g, p = 0.054). In Lepr db/db mice with tumors,
there was a 46.0% increase in plasma miR-467 compared to normoglycemic mice with
tumors, but it did not reach statistical significance (Figure 5h). In WT mice with tumors
on the Western diet, plasma miR-467 had a 6-fold increase compared to chow-fed mice
with tumors, although it did not reach statistical significance (Figure 5i). We did not detect
increased levels of plasma miR-467 in Lepr db/db and mice on Western diet (data not shown).
We further explored the changes in miR-467 levels in blood cells and bone marrow (BM)
as described below, in order to detect any early signs of miR-467-dependent response in
mouse models.

3.8. miR-467 Levels in Whole Blood, Blood Cells, and Bone Marrow of Mice with BC Tumors

To further understand the source of circulating miR-467 in response to BC, we analyzed
fractions of blood for miR-467 in mice on a chow or Western diet. miR-467 levels were
significantly upregulated in cellular fraction of blood in the presence of BC (Figure 6a), but
when measured in the whole blood (Figure 6b), in isolated red blood cells (RBC) (Figure 6c),
or in in white blood cells (WBC) (Figure 6d), no difference was found, suggesting that a
minor cellular fraction of blood cells carries miR-467. Lack of changes in miR-467 levels
in major blood fractions in response to tumor prompted us to analyze the effects in bone
marrow (BM).

3.9. Increased miR-467 Expression in Bone Marrow (BM) from Hyperglycemic Mice

BM analysis demonstrated that, in hyperglycemic mice (STZ-injected), there was a
153% increase in miR-467 levels as compared to normoglycemic mice (Figure 7a, p = 0.004).
A similar effect was observed in mice on Western diet: miR-467 was increased by 74.3% in
BM (Figure 7b, p < 0.001). In a genetic model of diabetes, Lepr mice, there was no significant
differences between the hyperglycemic (Lepr db/db) group compared to the normoglycemic
heterozygous control (Dock/db) (data not shown). In WT mice with EMT6 tumors, we
detected a significant increase in miR-467 levels in response to hyperglycemia (Figure 7b).
In BM from STZ-treated hyperglycemic mice with tumors, there was a 2.63-fold increase in
miR-467 expression compared to BM from normoglycemic mice with tumors (Figure 7a,
p < 0.001). A similar effect was observed in Western diet-fed mice: in mice with tumors,
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miR-467 was increased by 40.0% in hyperglycemic mice as compared to normoglycemic
mice on chow (Figure 7b, p < 0.001).

Figure 6. MiR-467 expression in blood of hyperglycemic mice on Western diet. (a). miR-467 levels were analyzed in
cellular fraction of blood from normoglycemic and hyperglycemic mice with tumors (closed circles) and without tumors
(open circles). (b). miR-467 levels were analyzed in whole blood from normoglycemic and hyperglycemic mice with
tumors (closed circles) and without tumors (open circles). (c). miR-467 levels were analyzed in red blood cells (RBC) from
normoglycemic and hyperglycemic mice with tumors (closed circles) and without tumors (open circles). (d). miR-467 levels
were analyzed in white blood cells (WBC) from normoglycemic and hyperglycemic mice with tumors (closed circles) and
without tumors (open circles). Bars represent the mean ± SEM, RT-qPCR. * p < 0.05 comparing to no tumor. # p < 0.05
comparing normoglycemic controls.

Figure 7. miR-467 expression is increased in bone marrow (BM) in hyperglycemic mice and in C57BL/6 mice with tumors.
(a). BM was collected from normoglycemic and hyperglycemic (STZ-treated) WT BALBc mice and (b). WT mice C57BL/6
mice on Western diet. Bars represent the mean ± SEM. * p < 0.05 comparing to the average levels in the control group
without tumors. # p < 0.05 comparing normoglycemic controls. Control mice without tumors = open circles; mice with
tumors = closed circles.
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3.10. Increased miR-467 Expression in Bone Marrow from Mice with EMT6 BC Cells

The levels of miR-467 in BM were increased in presence of EMT6 tumor in WT
C57BL/6 mice on chow or Western diet a diet-induced hyperglycemia model (Figure 7b):
in mice with tumors, the levels of miR-467 were increased 2.7-fold (p < 0.001) in the
Western diet group and 3.4-fold (p < 0.001) in the chow-fed group as compared to mice
without tumors (Figure 7b). Although there was no effect of the genetic background on the
hyperglycemia-induced BC growth or on the effect of the antagonist (Figure 1) [25,26], the
lack of the effect of the tumor on BM levels of miR-467 in BALBc mice (Figure 7a) suggested
the effect of a strain on miR-467 levels in BM.

4. Discussion

Hyperglycemia (HG) is associated with higher incidence of breast cancer (BC). How-
ever, patients with metabolic disorders are uniquely understudied and are often excluded
from clinical trials and studies. They represent a large fraction of all BC patients: in our
study, 18% of all patients had diagnosed diabetes or multiple high blood glucose test
results–twice higher than the average incidence of diabetes in the US population. In the
US, 331,530 patients are diagnosed with BC every year. Thus, about 60,000 of the new BC
patients per year are also diabetic. Furthermore, even intermittent post-prandial eleva-
tion of glucose levels in non-diabetic cancer patients is associated with poorer prognosis.
Lowering the glycemic index or the glycemic load of meals led to better outcomes in
cancer patients [29–53]. High blood glucose modulates tissue remodeling, angiogenesis,
and inflammation–the events that are intimately related and occur simultaneously in cancer
progression. These programs are often regulated through the same or overlapping signal-
ing pathways. Our results indicate that miRNA-467-dependent pathway regulates cancer
growth, angiogenesis, and infiltration of TAMs in response to HG. Consistent with the infor-
mation that even post-prandial elevation of blood glucose influences cancer growth [29–53],
the effect of miR-467 antagonist on TAM infiltration could be observed even in normo-
glycemic mice. We previously reported that the antagonist inhibits angiogenesis and BC
growth in normoglycemic mice of various genetic backgrounds [25,26].

In the last 25 years, since the discovery of miRNAs, it has become clear that these
small non-coding RNAs regulate many key steps in physiology and in the development
of various pathologies, including BC [54–56] miRNAs have been studied as prospective
cancer markers and therapeutic agents [55,56]. Using an antagonist of miR-467 to inhibit
cancer growth [25,26] may prove to be a helpful method to treat breast cancer progression,
especially in triple-negative breast cancers where therapeutic choices are limited.

Currently, there is no safe, reliable, or inexpensive method to detect BC tumors,
especially recurrence and metastasis. Mammograms are used routinely, but they do not
detect some types of cancer, cannot detect metastasis, and are not without a risk to the
patients’ health, which limits their use to once a year to once in two years. MRI is too
expensive (and unsafe to use routinely) and ultrasound (or other imaging methods) are not
reliable. The current strategy is “wait and see”: oncologists advise to seek medical help
if or when symptoms develop. However, by then, the disease has progressed. A test that
can be performed routinely to monitor, or even suggest recurrence or metastasis, would be
extremely helpful. Our results suggest that miR-467 may prove to be a useful marker of a
BC tumor. Even if the marker and the mechanisms studied in this work are only applicable
to the diabetic patients, it will still benefit hundreds of thousands of patients.

In this study, we report that miR-467 accelerates tumor growth by promoting the
recruitment of TAMs to drive HG-induced cancer inflammation.

Our initial study of miR-467 as a regulator of expression of a potent anti-angiogenic
protein thrombospondin-1 (TSP-1) lead to a discovery of pro-angiogenic function of miR-
467 in tumors [25,57] that is mediated by downregulation of TSP-1 [26]. Here, we described
its effect on TAM infiltration. Although Thbs1−/− mice were not tested in this work (due to
a large body of literature describing the functions of TSP-1 in regulation of cancer growth),
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it became clear from our previous work that miR-467 regulates inflammation not only
through the downregulation of TSP-1 but also through other unknown miR-467 targets [27].

We used three mouse models to study the effects of increased blood glucose levels
on mouse BC xenograft growth, miR-467 levels, and inflammation: (1) STZ-induced
hyperglycemia that imitates human type 1 insulin-dependent diabetes, (2) genetic model
of insulin resistance and type 2 diabetes (Lepr db/db mouse), and (3) a diet-induced insulin
resistant and hyperglycemic model, which may be closest to mimicking the human diet-
induced metabolic changes observed in the “Western” population. In all three models,
hyperglycemia was associated with the accelerated BC tumor growth. As we previously
reported, administration of a miR-467 antagonist prevented the effect of hyperglycemia
on tumor size [26]. EMT6 is an epithelial mouse mammary carcinoma cell line [58]. It was
established from a transplantable murine mammary carcinoma that arose after implantation
of a hyperplastic mammary alveolar nodule and is a model of triple-negative BC. Although
a novel therapeutic target to treat BC-associated inflammation (miR-467) is especially
valuable for the form of BC that does not have specific and effective therapeutic targets, we
previously demonstrated that the effects of miR-467 are not limited to triple-negative BC: in
addition to three cell lines of triple-negative BC, we used Ac711 xenograft model [26]. Ac711
is an epithelial origin cell line that was derived from the mammary tumor of a transgenic
mouse carrying the Zeta-Glovin-v-Ha-ras transgene and overexpresses Ha-Ras [59].

In addition to mouse models, diabetic patients’ specimens of BC tumors and normal
adjacent tissues were examined.

The expression of miR-467 in tumors was upregulated in HG: we have detected a
significant increase in EMT6 tumors of three mouse models of hyperglycemia and in
hyperglycemic patients’ normal breast and cancer tissue specimens. Interestingly, the
expression of miR-467 was also upregulated in the bone marrow of hyperglycemic mice,
suggesting that miR-467 may be involved in regulation of production of the inflammatory
blood cells or regulation of their functions.

HG was associated with the increased levels of several pro-inflammatory markers,
including several cytokines (Il6, Ccl2, and Tnf ) and Cd68 (a marker of macrophages). Im-
munohistochemistry with anti-macrophage antibodies (anti-Cd68 and MOMA-2) revealed
increased numbers of macrophages in tumors of HG mice, and infiltration of tumor-
associated macrophages (TAMs) was prevented by administering a miR-467 antagonist.
We recently reported that both the markers of pro-inflammatory macrophages (Cd38) and
tissue-repair macrophages (Egr2) were upregulated in tumors of hyperglycemic mice sug-
gesting that the polarization of the recruited macrophages was not regulated by miR-467
in the xenograft model [28] However, in hyperglycemic patients’ tissues, there was a sig-
nificant increase in CD38, a marker of pro-inflammatory TAM, and a significant decrease
in EGR2, a marker of anti-inflammatory pro-resolving macrophages. TAM infiltration
was higher in both the normal and the cancerous tissues from hyperglycemic patients as
compared to specimens from the normoglycemic patients. Furthermore, TAMs were signif-
icantly upregulated in tumors vs. adjacent non-cancerous “normal” tissues, supporting
more inflammation in tumors, and even further increased infiltration of immune cells in hy-
perglycemic patients. TAMs contribute to the progression of many cancers [32,39,48,49]. Pa-
tients with cancers that have higher TAM numbers have lower survival rates [37]. Clinically,
expression of the macrophage marker CD68 is routinely used as a part of the OncotypeDX
test that predicts BC aggressiveness and metastasis [60,61]. In a tumor microenvironment,
TAMs (together with other leukocytes) secrete a variety of pro-inflammatory factors and
promote chronic inflammation and angiogenesis, thus, supporting tumor growth. The
inflammation is increased in hyperglycemic patients, and diabetes is associated with a
poorer prognosis and a lower disease-free survival of patients with BC [4–6,42].

The defining feature of cancer cell is enhanced glycolysis resulting in lactate generation
that is called the Warburg effect and is observed even in the excess of oxygen (reviewed
in [62]). This metabolic reprogramming is thought to be the most important and even
suggested to be responsible for most (if not all) cancer hallmarks [63]. We did observe
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the effect of miR-467 antagonist on blood glucose clearance in WT mice on chow diet in
our previously published study [27], and this observation suggested that miR-467 may
regulate influx of glucose into the cells. However, this effect was lost in mice on Western
diet where we still see a robust effect of the antagonist on cancer growth, angiogenesis, and
TAM infiltration, suggesting that this is not a pathway used by miR-467 to accelerate cancer
progression. In turn, the increase in miR-467 does not result from Warburg effect, because
it is independent from intracellular glucose metabolism: in various cell types miR-467 was
induced by a change in osmolarity [25,27,57]. Although the targets of miR-467 pathway
still need to be examined, and the precise molecular mechanisms of hyperglycemia and
miR-467 effects need to be uncovered, our results stress the importance of cancer cell
interactions with the microenvironment. Thus, exploring the functions of cells (other than
cancer cells) is important and may result in new therapeutic targets and markers.

miR-467 levels were higher in hyperglycemic patients’ specimens in both the non-
cancerous and cancerous tissues. However, in malignant tissues, the effect of hyperglycemia
on miR-467 levels was disproportionally higher, increased by three orders of magnitude
as compared to either malignant normoglycemic or non-cancerous tissues from either
normoglycemic or hyperglycemic patients. This observation led us to investigate whether
miR-467 circulates in blood and whether the presence of a BC tumor increases the levels
of circulating blood miR-467. miR-467 was easily detected in human plasma and its
levels were upregulated in the plasma of patients with HG. In three mouse models of
hyperglycemia (STZ injections, Lepr db/db, and Western diet), hyperglycemic mice had
higher levels of miR-467 in plasma. When the plasma levels of miR-467 were compared in
mice with and without EMT6 tumors, the mice with cancer had higher levels of circulating
miR-467, and the levels of circulating miR-467 was consistently higher in hyperglycemic
mice with tumors compared to normoglycemic mice with tumors. These data suggest that
miR-467 may prove to be a marker of BC in diabetic or chronically hyperglycemic patients.
Such marker could be used as an efficient and inexpensive test to monitor metastasis
and recurrence after treatment of the primary tumor, similar to the marker that exists for
prostate cancer patients. miR-467 circulates in blood and may become a valuable BC tumor
biomarker that could be used to detect primary tumor or, more clinically relevant, cancer
recurrence and metastatic disease. miR-467 can be easily measured in the blood to indicate
primary or to monitor secondary BC tumors.

miR-467 upregulation in response to hyperglycemia is a cell- and tissue-specific
phenomenon [25,27,56], but it is not restricted to cancer or blood macrophages only: e.g., we
detected increase in miR-467 in the liver of mice on Western diet [27], although the cellular
source of miR-467 has not been investigated (hepatocytes versus macrophages versus
EC). To understand the source of circulating miR-467 in plasma, we evaluated miR-467
levels in blood cells and bone marrow of mice with tumors. It may be worth mentioning
the differences in miR-467 levels in plasma versus BM between the models: STZ-treated
mice with tumors had higher levels of miR-467 in plasma, while in mice on Western diet
the levels of miR-467 were upregulated in BM and cellular fraction of blood but not in
plasma. Although correlation between type 1 diabetes and BC is controversial and poorly
addressed, and most clinical studies focus on predominant type 2 diabetes, the reports
suggest that type 1 diabetes does not have the same strong connection with BC as type
2 diabetes has [64–66]. The difference in expression of miR-467 in two mouse models
of hyperglycemia may reflect these clinical observations and could provide clues for the
mechanisms of BC growth. miR-467 levels were increased by hyperglycemia in an STZ
model. Lack of further increase in miR-467 levels in response to presence of BC tumor may
be due to already highest levels of miR-467 (the levels of blood glucose are the highest in
STZ model compared to two other models and are similar to uncontrolled diabetes levels
in humans), or it may reflect a different fate of the cellular fraction carrying circulating
miR-467 (e.g., two models may differ in recruitment of these cells into tumors or the life
length of these cells, etc.). Changes in miR-467 levels in BM in response to the EMT6
tumor occurred within days, suggesting that circulating miR-467 may reflect the increased
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miR-467 levels in specific sub-fractions of BM and the degree of infiltration of tumors with
immune cells from BM. When cellular fraction of blood from mice with tumors in the
diet-induced model of hyperglycemia was analyzed, we detected increases in miR-467
levels in blood cell fraction, but the analyses of major cell types and plasma did not reflect
this increase, again, suggesting that a small, probably BM-derived fraction of blood cells,
responds to the presence of a BC tumor by increasing miR-467 levels.

5. Conclusions

Our study has documented the effects of HG on BC growth and inflammation. There
is currently very little information on the mechanisms by which glucose attracts (and/or
retains TAMs) and promotes a pro-inflammatory environment in tumors. Our data suggest
that miR-467, upregulated by high glucose, is a regulator of TAMs and cancer inflammation.
miR-467 may prove to be a clinically useful marker of a BC tumor and an attractive
therapeutic target.

Author Contributions: J.G.: Data acquisition and curation, Formal analysis; Methodology; Visualiza-
tion; Writing—Original draft; Funding acquisition. I.K.: Data acquisition and curation; Formal analy-
sis; Investigation; Methodology; Resources; Validation; Visualization; Writing—Review and editing.
S.M.: Data acquisition and curation; Formal analysis; Methodology; Visualization; Writing—Review
and editing. D.V.: Formal analysis; Investigation; Methodology; Project administration; Resources;
Writing—Review and editing. J.Z.: Data acquisition and curation, Formal analysis; Methodology;
Visualization. O.S.-A.: Conceptualization; Data curation; Formal analysis; Funding acquisition;
Investigation; Methodology; Project administration; Resources; Supervision; Roles/Writing—original
draft; Writing—Review and editing. All authors have read and agreed to the published version of
the manuscript.

Funding: National Institutes of Health awards R01 HL117216 and R01 CA177771 (O.S.-A.); American
Heart Association award 17PRE33660475 (J.G.).

Institutional Review Board Statement: The study was conducted according to the guidelines of the
Declaration of Helsinki and approved by the Institutional Review Board of Cleveland Clinic (protocol
code 12–477) and by the Cleveland Clinic IACUC (protocol 2019–2155).

Informed Consent Statement: Patient’s breast cancer and adjacent normal tissue specimens were
obtained from the Cleveland Clinic Tissue Bank and were deidentified.

Data Availability Statement: All collected data are included in this manuscript.

Conflicts of Interest: The authors declare no conflict of interest.

Abbreviations

TAM Tumor-Associated Macrophages
BC breast cancer
EC endothelial cells
TSP thropmbospondin
miR microRNA
WT wild type
STZ streptozotocin
ATCC American Type Culture Collection
PBS phosphate buffer saline
OCT optimal cutting temperature compound
qPCR Quantitative polimerase chain reaction
SEM standard error of the mean
HbA1c glycated hemoglobin
IL interleukin
EGR early growth response
BM bone marrow



Cancers 2021, 13, 1346 16 of 18

References
1. U.S. Department of Health and Human Services CfDCaPaNCI; U.S. Cancer Statistics Working Group. U.S. Cancer Statistics Data

Visualizations Tool 2018. Available online: https://gis.cdc.gov/Cancer/USCS/DataViz.html (accessed on 15 March 2021).
2. Control CfD. Cancers Associated with Overweight and Obesity Make Up 40 Percent of Cancers Diagnosed in the United States

2017. Available online: https://www.cdc.gov/media/releases/2017/p1003-vs-cancer-obesity.html (accessed on 15 March 2021).
3. Lauby-Secretan, B.; Scoccianti, C.; Loomis, D.; Grosse, Y.; Bianchini, F.; Straif, K. Body Fatness and Cancer—Viewpoint of the

IARC Working Group. N. Engl. J. Med. 2016, 375, 794–798. [CrossRef]
4. Zhao, X.B.; Ren, G.S. Diabetes mellitus and prognosis in women with breast cancer: A systematic review and meta-analysis.

Medicine 2016, 95, e5602. [CrossRef]
5. Coussens, L.M.; Werb, Z. Inflammation and cancer. Nature 2002, 420, 860–867. [CrossRef]
6. Ryu, T.Y.; Park, J.; Scherer, P.E. Hyperglycemia as a risk factor for cancer progression. Diabetes Metab. J. 2014, 38, 330–336.

[CrossRef] [PubMed]
7. Hanahan, D.; Weinberg, R.A. Hallmarks of cancer: The next generation. Cell 2011, 144, 646–674. [CrossRef] [PubMed]
8. Sun, X.; Casbas-Hernandez, P.; Bigelow, C.; Makowski, L.; Jerry, D.J.; Schneider, S.S.; Troester, M.A. Normal breast tissue of obese

women is enriched for macrophage markers and macrophage-associated gene expression. Breast Cancer Res. Treat. 2012, 131,
1003–1012. [CrossRef]

9. Morris, P.G.; Hudis, C.A.; Giri, D.; Morrow, M.; Falcone, D.J.; Zhou, X.K.; Du, B.; Brogi, E.; Crawford, C.B.; Kopelovich, L.; et al.
Inflammation and increased aromatase expression occur in the breast tissue of obese women with breast cancer. Cancer Prev. Res.
2011, 4, 1021–1029. [CrossRef]

10. Iyengar, N.M.; Zhou, X.K.; Gucalp, A.; Morris, P.G.; Howe, L.R.; Giri, D.D.; Morrow, M.; Wang, H.; Pollak, M.; Jones, L.W.; et al.
Systemic Correlates of White Adipose Tissue Inflammation in Early-Stage Breast Cancer. Clin. Cancer Res. 2016, 22, 2283–2289.
[CrossRef] [PubMed]

11. Subbaramaiah, K.; Howe, L.R.; Bhardwaj, P.; Du, B.; Gravaghi, C.; Yantiss, R.K.; Zhou, X.K.; Blaho, V.A.; Hla, T.; Yang, P.; et al.
Obesity is associated with inflammation and elevated aromatase expression in the mouse mammary gland. Cancer Prev. Res. 2011,
4, 329–346. [CrossRef]

12. Iyengar, N.M.; Hudis, C.A.; Dannenberg, A.J. Obesity and cancer: Local and systemic mechanisms. Annu. Rev. Med. 2015, 66,
297–309. [CrossRef] [PubMed]

13. Williams, C.B.; Yeh, E.S.; Soloff, A.C. Tumor-associated macrophages: Unwitting accomplices in breast cancer malignancy. NPJ
Breast Cancer 2016, 2, 15025. [CrossRef]

14. Murano, I.; Barbatelli, G.; Parisani, V.; Latini, C.; Muzzonigro, G.; Castellucci, M.; Cinti, S. Dead adipocytes, detected as crown-like
structures, are prevalent in visceral fat depots of genetically obese mice. J. Lipid Res. 2008, 49, 1562–1568. [CrossRef]

15. Cinti, S.; Mitchell, G.; Barbatelli, G.; Murano, I.; Ceresi, E.; Faloia, E.; Wang, S.; Fortier, M.; Greenberg, A.S.; Obin, M.S. Adipocyte
death defines macrophage localization and function in adipose tissue of obese mice and humans. J. Lipid Res. 2005, 46, 2347–2355.
[CrossRef]

16. Leek, R.D.; Harris, A.L. Tumor-associated macrophages in breast cancer. J. Mammary Gland Biol. Neoplasia 2002, 7, 177–189.
[CrossRef]

17. O’Sullivan, C.; Lewis, C.E. Tumour-associated leucocytes: Friends or foes in breast carcinoma. J. Pathol. 1994, 172, 229–235.
[CrossRef]

18. Carpizo, D.; Iruela-Arispe, M.L. Endogenous regulators of angiogenesis—Emphasis on proteins with thrombospondin—Type I
motifs. Cancer Metastasis Rev. 2000, 19, 159–165. [CrossRef] [PubMed]

19. Sheibani, N.; Sorenson, C.M.; Cornelius, L.A.; Frazier, W.A. Thrombospondin-1, a natural inhibitor of angiogenesis, is present in
vitreous and aqueous humor and is modulated by hyperglycemia. Biochem. Biophys. Res. Commun. 2000, 267, 257–261. [CrossRef]

20. Lawler, J. Thrombospondin-1 as an endogenous inhibitor of angiogenesis and tumor growth. J. Cell. Mol. Med. 2002, 6, 1–12.
[CrossRef] [PubMed]

21. Armstrong, L.C.; Bornstein, P. Thrombospondins 1 and 2 function as inhibitors of angiogenesis. Matrix Biol. 2003, 22, 63–71.
[CrossRef]

22. Lopez-Dee, Z.; Pidcock, K.; Gutierrez, L.S. Thrombospondin-1: Multiple paths to inflammation. Mediat. Inflamm. 2011, 2011,
296069. [CrossRef] [PubMed]

23. Almog, N.; Henke, V.; Flores, L.; Hlatky, L.; Kung, A.L.; Wright, R.D.; Berger, R.; Hutchinson, L.; Naumov, G.N.; Bender, E.;
et al. Prolonged dormancy of human liposarcoma is associated with impaired tumor angiogenesis. FASEB J. 2006, 20, 947–949.
[CrossRef] [PubMed]

24. Zaslavsky, A.; Chen, C.; Grillo, J.; Baek, K.-H.; Holmgren, L.; Yoon, S.S.; Folkman, J.; Ryeom, S. Regional control of tumor growth.
Mol. Cancer Res. 2010, 8, 1198–1206. [CrossRef] [PubMed]

25. Bhattacharyya, S.; Sul, K.; Krukovets, I.; Nestor, C.; Li, J.; Adognravi, O.S. Novel tissue-specific mechanism of regulation of
angiogenesis and cancer growth in response to hyperglycemia. J. Am. Heart Assoc. 2012, 1, e005967. [CrossRef] [PubMed]

26. Krukovets, I.; Legerski, M.; Sul, P.; Stenina-Adognravi, O. Inhibition of hyperglycemia-induced angiogenesis and breast cancer
tumor growth by systemic injection of microRNA-467 antagonist. FASEB J. 2015, 29, 3726–3736. [CrossRef]

27. Gajeton, J.; Krukovets, I.; Yendamuri, R.; Verbovetskiy, D.; Vasanji, A.; Sul, L.; Stenina-Adognravi, O. miR-467 regulates
inflammation and blood insulin and glucose. J. Cell. Mol. Med. 2021, 25, 2549–2562. [CrossRef]

https://gis.cdc.gov/Cancer/USCS/DataViz.html
https://www.cdc.gov/media/releases/2017/p1003-vs-cancer-obesity.html
http://doi.org/10.1056/NEJMsr1606602
http://doi.org/10.1097/MD.0000000000005602
http://doi.org/10.1038/nature01322
http://doi.org/10.4093/dmj.2014.38.5.330
http://www.ncbi.nlm.nih.gov/pubmed/25349819
http://doi.org/10.1016/j.cell.2011.02.013
http://www.ncbi.nlm.nih.gov/pubmed/21376230
http://doi.org/10.1007/s10549-011-1789-3
http://doi.org/10.1158/1940-6207.CAPR-11-0110
http://doi.org/10.1158/1078-0432.CCR-15-2239
http://www.ncbi.nlm.nih.gov/pubmed/26712688
http://doi.org/10.1158/1940-6207.CAPR-10-0381
http://doi.org/10.1146/annurev-med-050913-022228
http://www.ncbi.nlm.nih.gov/pubmed/25587653
http://doi.org/10.1038/npjbcancer.2015.25
http://doi.org/10.1194/jlr.M800019-JLR200
http://doi.org/10.1194/jlr.M500294-JLR200
http://doi.org/10.1023/A:1020304003704
http://doi.org/10.1002/path.1711720302
http://doi.org/10.1023/A:1026570331022
http://www.ncbi.nlm.nih.gov/pubmed/11191055
http://doi.org/10.1006/bbrc.1999.1903
http://doi.org/10.1111/j.1582-4934.2002.tb00307.x
http://www.ncbi.nlm.nih.gov/pubmed/12003665
http://doi.org/10.1016/S0945-053X(03)00005-2
http://doi.org/10.1155/2011/296069
http://www.ncbi.nlm.nih.gov/pubmed/21765615
http://doi.org/10.1096/fj.05-3946fje
http://www.ncbi.nlm.nih.gov/pubmed/16638967
http://doi.org/10.1158/1541-7786.MCR-10-0047
http://www.ncbi.nlm.nih.gov/pubmed/20736295
http://doi.org/10.1161/JAHA.112.005967
http://www.ncbi.nlm.nih.gov/pubmed/23316333
http://doi.org/10.1096/fj.14-267799
http://doi.org/10.1111/jcmm.16224


Cancers 2021, 13, 1346 17 of 18

28. Muppala, S.; Xiao, R.; Gajeton, J.; Krukovets, I.; Verbovetskiy, D.; Stenina-Adognravi, O. Thrombospondin-4 mediates
hyperglycemia- and TGF-beta-induced inflammation in breast cancer. Int. J. Cancer 2021, 148, 2010–2022. [CrossRef]

29. Abe, H.; Aida, Y.; Ishiguro, H.; Yoshizawa, K.; Miyazaki, T.; Itagaki, M.; Sutoh, S.; Aizawa, Y. Alcohol, postprandial plasma
glucose, and prognosis of hepatocellular carcinoma. World J. Gastroenterol. 2013, 19, 78–85. [CrossRef]

30. Augustin, L.S.; Kendall, C.W.; Jenkins, D.J.; Willett, W.C.; Astrup, A.; Barclay, A.W.; Björck, I.; Brand-Miller, J.C.; Brighenti, F.;
Buyken, A.E.; et al. Glycemic index, glycemic load and glycemic response: An International Scientific Consensus Summit from
the International Carbohydrate Quality Consortium (ICQC). Nutr. Metab. Cardiovasc. Dis. 2015, 25, 795–815. [CrossRef] [PubMed]

31. Augustin, L.S.; Libra, M.; Crispo, A.; Grimaldi, M.; De Laurentiis, M.; Rinaldo, M.; D’Aiuto, M.; Catalano, F.; Banna, G.; Rossello,
R.; et al. Low glycemic index diet, exercise and vitamin D to reduce breast cancer recurrence (DEDiCa): Design of a clinical trial.
BMC Cancer 2017, 17, 69. [CrossRef]

32. Blaser, M.J.; Perez-Perez, G.I.; Kleanthous, H.; Cover, T.L.; Peek, R.M.; Chyou, P.H.; Stemmermann, G.N.; Nomura, A. Infection
with Helicobacter pylori strains possessing cagA is associated with an increased risk of developing adenocarcinoma of the
stomach. Cancer Res. 1995, 55, 2111–2115. [PubMed]

33. Dehghan, M.; Mente, A.; Zhang, X.; Swaminathan, S.; Li, W.; Mohan, V.; Iqbal, R.; Kumar, R.; Wentzel-Viljoen, E.; Rosengren, A.;
et al. Associations of fats and carbohydrate intake with cardiovascular disease and mortality in 18 countries from five continents
(PURE): A prospective cohort study. Lancet 2017, 390, 2050–2062. [CrossRef]

34. Dong, J.Y.; Qin, L.Q. Dietary glycemic index, glycemic load, and risk of breast cancer: Meta-analysis of prospective cohort studies.
Breast Cancer Res. Treat. 2011, 126, 287–294. [CrossRef]

35. Hardin, J.; Cheng, I.; Witte, J.S. Impact of consumption of vegetable, fruit, grain, and high glycemic index foods on aggressive
prostate cancer risk. Nutr. Cancer 2011, 63, 860–872. [CrossRef]

36. Hu, J.; La Vecchia, C.; Augustin, L.; Negri, E.; de Groh, M.; Morrison, H.; Mery, L. Glycemic index, glycemic load and cancer risk.
Ann. Oncol. 2013, 24, 245–251. [CrossRef] [PubMed]

37. Jung, K.Y.; Cho, S.W.; Kim, Y.A.; Kim, D.; Oh, B.-C.; Park, D.J.; Park, Y.J. Cancers with Higher Density of Tumor-Associated
Macrophages Were Associated with Poor Survival Rates. J. Pathol. Transl. Med. 2015, 49, 318–324. [CrossRef]

38. Keum, N.; Yuan, C.; Nishihara, R.; Zoltick, E.; Hamada, T.; Fernandez, A.M.; Zhang, X.; Hanyuda, A.; Liu, L.; Kosumi, K.; et al.
Dietary glycemic and insulin scores and colorectal cancer survival by tumor molecular biomarkers. Int. J. Cancer 2017, 140,
2648–2656. [CrossRef] [PubMed]

39. Kuper, H.; Adami, H.O.; Trichopoulos, D. Infections as a major preventable cause of human cancer. J. Intern. Med. 2000, 248,
171–183. [CrossRef]

40. Larsson, S.C.; Bergkvist, L.; Wolk, A. Glycemic load, glycemic index and breast cancer risk in a prospective cohort of Swedish
women. Int. J. Cancer 2009, 125, 153–157. [CrossRef]

41. Larsson, S.C.; Giovannucci, E.L.; Wolk, A. Prospective Study of Glycemic Load, Glycemic Index, and Carbohydrate Intake in
Relation to Risk of Biliary Tract Cancer. Am. J. Gastroenterol. 2016, 111, 891–896. [CrossRef]

42. Lega, I.C.; Austin, P.C.; Fischer, H.D.; Fung, K.; Krzyzanowska, M.K.; Amir, E.; Lipscombe, L.L. The Impact of Diabetes on Breast
Cancer Treatments and Outcomes: A Population-Based Study. Diabetes Care 2018, 41, 755–761. [CrossRef]

43. Makarem, N.; Bandera, E.V.; Lin, Y.; Jacques, P.F.; Hayes, R.B.; Parekh, N. Carbohydrate nutrition and risk of adiposity-related
cancers: Results from the Framingham Offspring cohort (1991–2013). Br. J. Nutr. 2017, 117, 1603–1614. [CrossRef]

44. Marinac, C.R.; Nelson, S.H.; Breen, C.I.; Hartman, S.J.; Natarajan, L.; Pierce, J.P.; Flatt, S.W.; Sears, D.D.; Patterson, R.E. Prolonged
Nightly Fasting and Breast Cancer Prognosis. JAMA Oncol. 2016, 2, 1049–1055. [CrossRef]

45. Melkonian, S.C.; Daniel, C.R.; Ye, Y.; Pierzynski, J.A.; Roth, J.A.; Wu, X. Glycemic Index, Glycemic Load, and Lung Cancer Risk in
Non-Hispanic Whites. Cancer Epidemiol. Biomark. Prev. 2016, 25, 532–539. [CrossRef]

46. Mullie, P.; Koechlin, A.; Boniol, M.; Autier, P.; Boyle, P. Relation between Breast Cancer and High Glycemic Index or Glycemic
Load: A Meta-analysis of Prospective Cohort Studies. Crit. Rev. Food Sci. Nutr. 2016, 56, 152–159. [CrossRef] [PubMed]

47. Nagle, C.M.; Olsen, C.M.; Ibiebele, T.I.; Spurdle, A.B.; Webb, P.M.; The Australian National Endometrial Cancer Study Group;
The Australian Ovarian Cancer Study Group. Glycemic index, glycemic load and endometrial cancer risk: Results from the
Australian National Endometrial Cancer study and an updated systematic review and meta-analysis. Eur. J. Nutr. 2013, 52,
705–715. [CrossRef]

48. Scholl, S.M.; Pallud, C.; Beuvon, F.; Hacene, K.; Stanley, E.R.; Rohrschneider, L.; Tang, R.; Pouillart, P.; Lidereau, R. Anti-colony-
stimulating factor-1 antibody staining in primary breast adenocarcinomas correlates with marked inflammatory cell infiltrates
and prognosis. J. Natl. Cancer Inst. 1994, 86, 120–126. [CrossRef]

49. Shacter, E.; Weitzman, S.A. Chronic inflammation and cancer. Oncology 2002, 16, 229, discussion 230–232.
50. Sieri, S.; Agnoli, C.; Pala, V.; Grioni, S.; Brighenti, F.; Pellegrini, N.; Masala, G.; Palli, D.; Mattiello, A.; Panico, S.; et al. Dietary

glycemic index, glycemic load, and cancer risk: Results from the EPIC-Italy study. Sci. Rep. 2017, 7, 9757. [CrossRef] [PubMed]
51. Sieri, S.; Krogh, V.; Agnoli, C.; Ricceri, F.; Palli, D.; Masala, G.; Panico, S.; Mattiello, A.; Tumino, R.; Giurdanella, M.; et al. Dietary

glycemic index and glycemic load and risk of colorectal cancer: Results from the EPIC-Italy study. Int. J. Cancer 2015, 136,
2923–2931. [CrossRef] [PubMed]

52. Sieri, S.; Pala, V.; Brighenti, F.; Agnoli, C.; Grioni, S.; Berrino, F.; Scazzina, F.; Palli, D.; Masala, G.; Vineis, P.; et al. High glycemic
diet and breast cancer occurrence in the Italian EPIC cohort. Nutr. Metab. Cardiovasc. Dis. 2013, 23, 628–634. [CrossRef]

http://doi.org/10.1002/ijc.33439
http://doi.org/10.3748/wjg.v19.i1.78
http://doi.org/10.1016/j.numecd.2015.05.005
http://www.ncbi.nlm.nih.gov/pubmed/26160327
http://doi.org/10.1186/s12885-017-3064-4
http://www.ncbi.nlm.nih.gov/pubmed/7743510
http://doi.org/10.1016/S0140-6736(17)32252-3
http://doi.org/10.1007/s10549-011-1343-3
http://doi.org/10.1080/01635581.2011.582224
http://doi.org/10.1093/annonc/mds235
http://www.ncbi.nlm.nih.gov/pubmed/22831983
http://doi.org/10.4132/jptm.2015.06.01
http://doi.org/10.1002/ijc.30683
http://www.ncbi.nlm.nih.gov/pubmed/28268248
http://doi.org/10.1046/j.1365-2796.2000.00742.x
http://doi.org/10.1002/ijc.24310
http://doi.org/10.1038/ajg.2016.101
http://doi.org/10.2337/dc17-2012
http://doi.org/10.1017/S0007114517001489
http://doi.org/10.1001/jamaoncol.2016.0164
http://doi.org/10.1158/1055-9965.EPI-15-0765
http://doi.org/10.1080/10408398.2012.718723
http://www.ncbi.nlm.nih.gov/pubmed/25747120
http://doi.org/10.1007/s00394-012-0376-7
http://doi.org/10.1093/jnci/86.2.120
http://doi.org/10.1038/s41598-017-09498-2
http://www.ncbi.nlm.nih.gov/pubmed/28851931
http://doi.org/10.1002/ijc.29341
http://www.ncbi.nlm.nih.gov/pubmed/25403784
http://doi.org/10.1016/j.numecd.2012.01.001


Cancers 2021, 13, 1346 18 of 18

53. Turati, F.; Galeone, C.; Gandini, S.; Augustin, L.S.; Jenkins, D.J.A.; Pelucchi, C.; La Vecchia, C. High glycemic index and glycemic
load are associated with moderately increased cancer risk. Mol. Nutr. Food Res. 2015, 59, 1384–1394. [CrossRef]

54. Mattick, J.S.; Makunin, I.V. Non-coding RNA. Hum. Mol. Genet. 2006, 15, R17–R29. [CrossRef] [PubMed]
55. Hannafon, B.N.; Trigoso, Y.D.; Calloway, C.L.; Zhao, Y.D.; Lum, D.H.; Welm, A.L.; Zhao, Z.J.; Blick, K.E.; Dooley, W.C.; Ding, W.Q.

Plasma exosome microRNAs are indicative of breast cancer. Breast Cancer Res. 2016, 18, 90. [CrossRef] [PubMed]
56. Nicolini, A.; Ferrari, P.; Duffy, M.J. Prognostic and predictive biomarkers in breast cancer: Past, present and future. Semin. Cancer

Biol. 2018, 52 Pt 1, 56–73. [CrossRef]
57. Bhattacharyya, S.; Marinic, T.E.; Krukovets, I.; Hoppe, G.; Stenina, O.I. Cell type-specific post-transcriptional regulation of

production of the potent antiangiogenic and proatherogenic protein thrombospondin-1 by high glucose. J. Biol. Chem. 2008, 283,
5699–5707. [CrossRef] [PubMed]

58. Rockwell, S.C.; Kallman, R.F.; Fajardo, L.F. Characteristics of a serially transplanted mouse mammary tumor and its tissue-culture-
adapted derivative. J. Natl. Cancer Inst. 1972, 49, 735–749. [PubMed]

59. Muller, W.J.; Sinn, E.; Pattengale, P.K.; Wallace, R.; Leder, P. Single-step induction of mammary adenocarcinoma in transgenic
mice bearing the activated c-neu oncogene. Cell 1988, 54, 105–115. [CrossRef]

60. McVeigh, T.P.; Kerin, M.J. Clinical use of the Oncotype DX genomic test to guide treatment decisions for patients with invasive
breast cancer. Breast Cancer 2017, 9, 393–400. [CrossRef] [PubMed]

61. Paik, S.; Shak, S.; Tang, G.; Kim, C.; Baker, J.; Cronin, M.; Baehner, F.L.; Walker, M.G.; Watson, D.; Park, T.; et al. A multigene assay
to predict recurrence of tamoxifen-treated, node-negative breast cancer. N. Engl. J. Med. 2004, 351, 2817–2826. [CrossRef]

62. Pascale, R.M.; Calvisi, D.F.; Simile, M.M.; Feo, C.F.; Feo, F. The Warburg Effect 97 Years after Its Discovery. Cancers 2020, 12, 2819.
[CrossRef]

63. Schwartz, L.; Supuran, C.T.; Alfarouk, K.O. The Warburg Effect and the Hallmarks of Cancer. Anticancer Agents Med. Chem. 2017,
17, 164–170. [CrossRef] [PubMed]

64. Sona, M.F.; Myung, S.K.; Park, K.; Jargalsaikhan, G. Type 1 diabetes mellitus and risk of cancer: A meta-analysis of observational
studies. Jpn. J. Clin. Oncol. 2018, 48, 426–433. [CrossRef] [PubMed]

65. Boyle, P.; Boniol, M.; Koechlin, A.; Robertson, C.; Valentini, F.; Coppens, K.; Fairley, L.L.; Zheng, T.; Zhang, Y.; Pasterk, M.; et al.
Diabetes and breast cancer risk: A meta-analysis. Br. J. Cancer 2012, 107, 1608–1617. [CrossRef] [PubMed]

66. Carstensen, B.; Read, S.H.; Friis, S.; Sund, R.; Keskimäki, I.; Svensson, A.M.; Ljung, R.; Wild, S.H.; Kerssens, J.J.; Harding, J.L.; et al.
Cancer incidence in persons with type 1 diabetes: A five-country study of 9000 cancers in type 1 diabetic individuals. Diabetologia
2016, 59, 980–988. [CrossRef]

http://doi.org/10.1002/mnfr.201400594
http://doi.org/10.1093/hmg/ddl046
http://www.ncbi.nlm.nih.gov/pubmed/16651366
http://doi.org/10.1186/s13058-016-0753-x
http://www.ncbi.nlm.nih.gov/pubmed/27608715
http://doi.org/10.1016/j.semcancer.2017.08.010
http://doi.org/10.1074/jbc.M706435200
http://www.ncbi.nlm.nih.gov/pubmed/18096704
http://www.ncbi.nlm.nih.gov/pubmed/4647494
http://doi.org/10.1016/0092-8674(88)90184-5
http://doi.org/10.2147/BCTT.S109847
http://www.ncbi.nlm.nih.gov/pubmed/28615971
http://doi.org/10.1056/NEJMoa041588
http://doi.org/10.3390/cancers12102819
http://doi.org/10.2174/1871520616666161031143301
http://www.ncbi.nlm.nih.gov/pubmed/27804847
http://doi.org/10.1093/jjco/hyy047
http://www.ncbi.nlm.nih.gov/pubmed/29635473
http://doi.org/10.1038/bjc.2012.414
http://www.ncbi.nlm.nih.gov/pubmed/22996614
http://doi.org/10.1007/s00125-016-3884-9

	Introduction 
	Materials and Methods 
	Experimental Animals and Protocols 
	Induction of Diabetes in Mice 
	Injection of Cancer Cells and Tumor Collection 
	Tissue Samples 
	Immunohistochemical Staining 
	RNA Isolation and Real-Time Quantitative RT-PCR 
	Statistical Analysis 

	Results 
	Hyperglycemia Induces EMT6 Cancer Growth 
	Expression of miR-467 in Human Breast Tissue Positively Correlates with Glucose Levels 
	Increased Macrophage Accumulation and Angiogenesis and Decreased TSP-1 in Human Diabetic BC Samples 
	Increased Expression of Pro-Inflammatory Markers and Markers of Macrophages in BC from Hyperglycemic Patients 
	Level of Circulating Plasma miR-467 Is Higher in Hyperglycemic Patients 
	Level of Circulating Plasma miR-467 Is Higher in Hyperglycemic Mice 
	Level of Circulating Plasma miR-467 Is Higher in Mice with EMT6 BC Tumors 
	miR-467 Levels in Whole Blood, Blood Cells, and Bone Marrow of Mice with BC Tumors 
	Increased miR-467 Expression in Bone Marrow (BM) from Hyperglycemic Mice 
	Increased miR-467 Expression in Bone Marrow from Mice with EMT6 BC Cells 

	Discussion 
	Conclusions 
	References

