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Supplemental Table 1 Demographic and clinical characteristics of RA patients
Item Patients(n=26)
Age (y)
Range 28-79
Mean ± SD 59.29 ± 12.80

Female, No.(%) 24 (92%)
Disease duration (y)
Median (IQR) 10 (2-15)

Tender joint count, Median(IQR) 3 (0-7)
Swollen joint count,Median (IQR) 2 (1-6)
Patient Global Assessment (0–100) , mean ± SD 49.37 ± 27.93
Physician Global Assessment (0–100), mean ± SD 40.93±23.12
DAS28-ESR, mean ± SD 4.47±1.83
C-Reactive protein (mg/L), Median (IQR) 30.70 (5.30-44.19)
IgM-rheumatoid factor-positive, No. (%) 16 (76.19%)
Anti-cyclic citrullinated peptide-positive, No. (%) 14(66.67%)
Erythrocyte sedimentation Rate, mm/hour 55.59 ± 37.73
DAS28-ESR = Disease Activity Score-28 for Rheumatoid Arthritis with Erythrocyte

sedimentation Rate; IQR = interquartile range; SD = standard deviation. Categorical data are

expressed as the number (%); continuous data distributed normally are expressed as the mean

± SD; continuous data distributed non-normally are expressed as the median (IQR).



Supplemental Table 2 Sequence of primers and oligonucleotides

Primers
Human β-actin FORWARD CTCCATCCTGGCCTCGCTGT

REVERSE GCTGTCACCTTCACCGTTCC
Human IL-1β FORWARD TTTGAAGCTGATGGCCCTAAACA

REVERSE TGTAGTGGTGGTCGGAGATTCGT
Human IL-6 FORWARD GCTGCAGGACATGACAACTCATC

REVERSE TCTGAGGTGCCCATGCTACATTT
Human IL-8 FORWARD TGCTAAAGAACTTAGATGTCAGTGCAT

REVERSE TGGTCCACTCTCAATCACTCTCA
Human MMP-1 FORWARD GCTAACAAATACTGGAGGTATGATG

REVERSE GTCATGTGCTATCATTTTGGGA
Human VEGFA FORWARD CAAGACAAGAAAATCCCTGTGG

REVERSE GCTTGTCACATCTGCAAGTACG
Human SCD FORWARD GCACATCAACTTCACCACATTCTTC

REVERSE CAGCCACTCTTGTAGTTTCCATCTC
Human ACC FORWARD TCTCCTCCAACCTCAACCACTATG

REVERSE ATTCCGCCCATCCGCTGAC
Human ACLY FORWARD AGACCTATGACTATGCCAAGACTATCC

REVERSE GCGATGCTGCCTCCAATGATG
Human FASN FORWARD ACAGCGGGGAATGGGTACT

REVERSE GACTGGTACAACGAGCGGAT

Oligonucleotides
siFASN_001 Human GCATCAATGTCCTGCTGAA
siFASN_002 Human GCGTTGACCTGGTCTTGAA
siFASN_003 Human GCATGGCTATCTTCCTGAA
shFASN-1 Human GCTGCTAGATGTAGGTGTTAG
shFASN-2 Human CGAGAGCACCTTTGATGACAT
siBSG Human TGGGCCTGGTACAAGATCA
siCAV2 Human CAGTGCAGACAATATGGAA
siCAPN2_ Human GAGGCCATCACGTTTCAGA
siDDOST Human GCTGGAGTTTGTCCGCATT


